
Josep M Folch

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/8947161/josepxmxfolchxpublicationsxbyxcitationsypdf

Version:i2024x04x27i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

99
papers

2,403
citations

30
h-index

44
g-index

99
ext. papers

2,851
ext. citations

2.9
avg, IF

4.43
L-index



l Paper IF Citations

99 wharacterisationMofMPwVafMisolatesMfromMSpainYM ermanyMandMzrancebMViruspResearchYM2000YMjjYMjiakk 6.4 146

98 zineMmappingMofMporcineMchromosomeMjMQTLMandMLyPRMeffectsMonMbodyMcompositionMinMmultipleM
generationsMofManMIberianMbyMLandraceMintercrossbMGeneticalpResearchYM2005YMliYMikajk 1.1 110

97 RealatimeMquantitativeMPwRabasedMsystemMforMdeterminingMtransgeneMcopyMnumberMinMtransgenicM
animalsbMBioTechniquesYM2004YMgkYMjedag 2.5 108

96 LiverMtranscriptomeMprofileMinMpigsMwithMextremeMphenotypesMofMintramuscularMfattyMacidM
compositionbMBMCpGenomicsYM2012YMegYMihk 4.5 89

95 IntegratingMYachromosomeYMmitochondrialYMandMautosomalMdataMtoManalyzeMtheMoriginMofMpigMbreedsbM
MolecularpBiologypandpEvolutionYM2009YMfjYMfdjeakf 8.3 89

94 wopyMnumberMvariationMinMtheMporcineMgenomeMinferredMfromMaMjdMkMSNPMveadwhipbMBMCpGenomicsYM
2010YMeeYMimg 4.5 86

93 wharacterizationMofMbacterialMmicrobiotaMcompositionsMalongMtheMintestinalMtractMinMpigsMandMtheirM
interactionsMandMfunctionsbMScientificpReportsYM2018YMlYMefkfk 4.9 75

92 xetectionMofMQTLMaffectingMfattyMacidMcompositionMinMtheMpigbMMammalianpGenomeYM2003YMehYMjidaj 3.2 68

91 QTLMmappingMforMgrowthMandMcarcassMtraitsMinManMIberianMbyMLandraceMpigMintercrossnMadditiveYM
dominantMandMepistaticMeffectsbMGeneticalpResearchYM2002YMldYMehiaih 1.1 64

90 unalysisMofMporcineMadiposeMtissueMtranscriptomeMrevealsMdifferencesMinMdeMnovoMfattyMacidMsynthesisM
inMpigsMwithMdivergentMmuscleMfattyMacidMcompositionbMBMCpGenomicsYM2013YMehYMlhg 4.5 58

89  enomeawideMassociationMstudyMforMintramuscularMfattyMacidMcompositionMinManMIberianMˆ�MLandraceM
crossbMJournalpofpAnimalpScienceYM2012YMmdYMfllgamg 0.7 54

88 PhylogeneticManalysisMofMSicilianMgoatsMrevealsMaMnewMmtxNuMlineagebMAnimalpGeneticsYM2006YMgkYMgkjal 2.5 53

87 xifferencesMinMmuscleMtranscriptomeMamongMpigsMphenotypicallyMextremeMforMfattyMacidM
compositionbMPLoSpONEYM2014YMmYMemmkfd 3.7 44

86 yxpressionManalysisMofMcandidateMgenesMforMfattyMacidMcompositionMinMadiposeMtissueMandM
identificationMofMregulatoryMregionsbMScientificpReportsYM2018YMlYMfdhi 4.9 41

85 SelectionMinMtheMmakingnMaMworldwideMsurveyMofMhaplotypicMdiversityMaroundMaMcausativeMmutationMinM
porcineMI zfbMGeneticsYM2008YMeklYMejgmaif 4 39

84  enomeawideManalysisMofMporcineMbackfatMandMintramuscularMfatMfattyMacidMcompositionMusingM
highadensityMgenotypingMandMexpressionMdatabMBMCpGenomicsYM2013YMehYMlhi 4.5 38

83 yxpressionabasedM WuSMidentifiesMvariantsYMgeneMinteractionsMandMkeyMregulatorsMaffectingM
intramuscularMfattyMacidMcontentMandMcompositionMinMporcineMmeatbMScientificpReportsYM2016YMjYMgeldg 4.9 38

Josep M Folch

2



82 PolymorphismMinMtheMyLOVLjMgeneMisMassociatedMwithMaMmajorMQTLMeffectMonMfattyMacidMcompositionM
inMpigsbMPLoSpONEYM2013YMlYMeigjlk 3.7 36

81 TranscriptomeMarchitectureMacrossMtissuesMinMtheMpigbMBMCpGenomicsYM2008YMmYMekg 4.5 35

80
QTLMdetectionMonMporcineMchromosomeMefMforMfattyaacidMcompositionMandMassociationManalysesMofM
theMfattyMacidMsynthaseYMgastricMinhibitoryMpolypeptideMandMacetylacoenzymeMuMcarboxylaseMalphaM
genesbMAnimalpGeneticsYM2007YMglYMjgmahj

2.5 34

79
×ypothalamicMexpressionMofMporcineMleptinMreceptorMULyPRVYMneuropeptideMYMUNPYVYMandMcocaineaMandM
amphetaminearegulatedMtranscriptMUwuRTVMgenesMisMinfluencedMbyMLyPRMgenotypebMMammalianp
GenomeYM2010YMfeYMilgame

3.2 33

78 UnexpectedMhighMpolymorphismMatMtheMzuvPhMgeneMunveilsMaMcomplexMhistoryMforMpigMpopulationsbM
GeneticsYM2006YMekhYMfeemafk 4 33

77  eneticMpolymorphismMofMtheMcaprineMkappaMcaseinMgenebMJournalpofpDairypResearchYM2001YMjlYMfdmaej 1.6 32

76 ussociationMbetweenMtheMpigMgenomeMandMitsMgutMmicrobiotaMcompositionbMScientificpReportsYM2019YMmYMlkme4.9 31

75 zromMSNPMcoaassociationMtoMRNuMcoaexpressionnMnovelMinsightsMintoMgeneMnetworksMforMintramuscularM
fattyMacidMcompositionMinMporcinebMBMCpGenomicsYM2014YMeiYMfgf 4.5 31

74 xu MexpressionnMhighathroughputMgeneMexpressionManalysisMofMrealatimeMPwRMdataMusingMstandardM
curvesMforMrelativeMquantificationbMPLoSpONEYM2013YMlYMeldgli 3.7 31

73 uMquantitativeMtraitMlocusMgenomeMscanMforMporcineMmuscleMfiberMtraitsMrevealsMoverdominanceMandM
epistasisbMJournalpofpAnimalpScienceYM2008YMljYMgfmdam 0.7 31

72 OnMgrowthYMfatnessYMandMformnMaMfurtherMlookMatMporcineMchromosomeMhMinManMIberianMxMLandraceM
crossbMMammalianpGenomeYM2005YMejYMgkhalf 3.2 31

71 wharacterizationMofMtheMporcineMacylawouMsynthetaseMlongachainMhMgeneMandMitsMassociationMwithM
growthMandMmeatMqualityMtraitsbMAnimalpGeneticsYM2006YMgkYMfemafh 2.5 30

70 wharacterizationMofMtheMporcineMzuvPiMgeneMandMitsMassociationMwithMtheMzuTeMQTLMinManMIberianMbyM
LandraceMcrossbMAnimalpGeneticsYM2006YMgkYMilmame 2.5 30

69 NucleotideMsequenceMofMtheMgoatMkappaacaseinMcxNubMJournalpofpAnimalpScienceYM1993YMkeYMflgg 0.7 28

68 wompleteMsequenceMofMtheMcaprineMbetaalactoglobulinMgenebMJournalpofpDairypScienceYM1994YMkkYMghmgak 4 25

67 ypigeneticMregulationMofMtheMyLOVLjMgeneMisMassociatedMwithMaMmajorMQTLMeffectMonMfattyMacidM
compositionMinMpigsbMGeneticspSelectionpEvolutionYM2015YMhkYMfd 4.9 24

66 uMglobalManalysisMofMwNVsMinMswineMusingMwholeMgenomeMsequenceMdataMandMassociationManalysisMwithM
fattyMacidMcompositionMandMgrowthMtraitsbMPLoSpONEYM2017YMefYMedekkdeh 3.7 24

65  enomeawideMlinkageManalysisMofMQTLMforMgrowthMandMbodyMcompositionMemployingMtheM
PorcineSNPjdMveadwhipbMBMCpGeneticsYM2012YMegYMhe 2.6 24

(2012-2013)

3



64 uMnonasynonymousMmutationMinMaMconservedMsiteMofMtheMMTTPMgeneMisMstronglyMassociatedMwithM
proteinMactivityMandMfattyMacidMprofileMinMpigsbMAnimalpGeneticsYM2009YMhdYMlegafd 2.5 24

63 udipocyteMfattyaacidMbindingMproteinMisMcloselyMassociatedMtoMtheMporcineMzuTeMlocusMonM
chromosomeMhbMJournalpofpAnimalpScienceYM2006YMlhYMfmdkaeg 0.7 23
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