21

papers

27

all docs

535685

6,957 17
citations h-index
27 27
docs citations times ranked

685536
24

g-index

14363

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Genetic variants associated with longitudinal changes in brain structure across the lifespan. Nature
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Genetic Influences on Hippocampal Subfields. Neurology: Genetics, 2021, 7, e591. 0.9 8

GenNet framework: interpretable deep learning for predicting phenotypes from genetic data.
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Association of low-frequency and rare coding variants with information processing speed. 0.4 5
Translational Psychiatry, 2021, 11, 613. ’

Migraine Genetic Variants Influence Cerebral Blood Flow. Headache, 2020, 60, 90-100.

Genetic correlations and genome-wide associations of cortical structure in general population

samples of 22,824 adults. Nature Communications, 2020, 11, 4796. 58 61

Cerebral small vessel disease genomics and its implications across the lifespan. Nature
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Genetic meta-analysis of diagnosed Alzheimera€™s disease identifies new risk loci and implicates Al2, tau,
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Genetic architecture of subcortical brain structures in 38,851 individuals. Nature Genetics, 2019, 51,
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Genome-wide association study of 23,500 individuals identifies 7 loci associated with brain

ventricular volume. Nature Communications, 2018, 9, 3945. 58 31

Study of 300,486 individuals identifies 148 independent genetic loci influencing general cognitive
function. Nature Communications, 2018, 9, 2098.

Multiethnic meta-analysis identifies ancestry-specific and cross-ancestry loci for pulmonary function.

Nature Communications, 2018, 9, 2976. 58 85

Multiancestry genome-wide association study of 520,000 subjects identifies 32 loci associated with
stroke and stroke subtypes. Nature Genetics, 2018, 50, 524-537.

A common haplotype lowers PU.1 expression in myeloid cells and delays onset of Alzheimer's disease. 71 330
Nature Neuroscience, 2017, 20, 1052-1061. :

Rare coding variants in PLCG2, ABI3, and TREM2 implicate microglial-mediated innate immunity in
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Novel genetic loci underlying human intracranial volume identified through genome-wide
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Genetic contributions to variation in general cognitive function: a meta-analysis of genome-wide
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