6

papers

8

all docs

1684188

72 5
citations h-index
8 8
docs citations times ranked

1872680

g-index

179

citing authors



# ARTICLE IF CITATIONS

Predicting how drug molecules bind to their protein targets. Current Opinion in Pharmacology, 2018,
42, 34-39.

DUckCov: a Dynamic Undockinga€Based Virtual Screening Protocol for Covalent Binders.

2 ChemMedChem, 2019, 14, 1011-1021. 3.2 18

Discovery of a novel Rinase hinge binder fragment by dynamic undocking. RSC Medicinal Chemistry,
2020, 11, 552-558.

Discovery of an Allosteric Ligand Binding Site in SMYD3 Lysine Methyltransferase. ChemBioChem, 2021,

4 22,1597-1608. 2.6 8

Fragment-to-lead tailored in silico design. Drug Discovery Today: Technologies, 2021, 40, 44-57.

Discovery of Novel BRD4 Ligand Scaffolds by Automated Navigation of the Fragment Chemical Space.

6 Journal of Medicinal Chemistry, 2021, 64, 17887-17900. 64 6



