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m Paper IF Citations

110  eneticLstudiesLofLbodyLmassLindexLyieldLnewLinsightsLforLobesityLbiologybLNatureYL2015YLielYLemkafdj 50.4 2687

109 xefiningLtheLroleLofLcommonLvariationLinLtheLgenomicLandLbiologicalLarchitectureLofLadultLhumanL
heightbLNaturemGeneticsYL2014YLhjYLeekgalj 36.3 1339

108 NewLgeneticLlociLlinkLadiposeLandLinsulinLbiologyLtoLbodyLfatLdistributionbLNatureYL2015YLielYLelkaemj 50.4 920

107 TheLgeneticLarchitectureLofLtypeLfLdiabetesbLNatureYL2016YLigjYLheahk 50.4 704

106 zineamappingLtypeLfLdiabetesLlociLtoLsingleavariantLresolutionLusingLhighadensityLimputationLandL
isletaspecificLepigenomeLmapsbLNaturemGeneticsYL2018YLidYLeidiaeieg 36.3 675

105 LargeascaleLassociationLanalysesLidentifyLnewLlociLinfluencingLglycemicLtraitsLandLprovideLinsightL
intoLtheLunderlyingLbiologicalLpathwaysbLNaturemGeneticsYL2012YLhhYLmmeaeddi 36.3 621

104 uLgenomeawideLapproachLaccountingLforLbodyLmassLindexLidentifiesLgeneticLvariantsLinfluencingL
fastingLglycemicLtraitsLandLinsulinLresistancebLNaturemGeneticsYL2012YLhhYLjimajm 36.3 615

103 unLyxpandedL enomeaWideLussociationLStudyLofLTypeLfLxiabetesLinLyuropeansbLDiabetesYL2017YLjjYLflllafmdf0.9 414

102 RareLandLlowafrequencyLcodingLvariantsLalterLhumanLadultLheightbLNatureYL2017YLihfYLeljaemd 50.4 412

101 HM acoenzymeLuLreductaseLinhibitionYLtypeLfLdiabetesYLandLbodyweightnLevidenceLfromLgeneticL
analysisLandLrandomisedLtrialsbLLancet,mTheYL2015YLgliYLgieaje 40 409

100 ussociationLbetweenLalcoholLandLcardiovascularLdiseasenLMendelianLrandomisationLanalysisLbasedL
onLindividualLparticipantLdatabLBMJ,mTheYL2014YLghmYLghejh 5.9 406

99 IntegrativeLgenomicLanalysisLimplicatesLlimitedLperipheralLadiposeLstorageLcapacityLinLtheL
pathogenesisLofLhumanLinsulinLresistancebLNaturemGeneticsYL2017YLhmYLekafj 36.3 312

98 yxomeawideLassociationLstudyLofLplasmaLlipidsLinLrgddYdddLindividualsbLNaturemGeneticsYL2017YLhmYLekilaekjj36.3 310

97 ussociationLofLHxLLcholesterolLeffluxLcapacityLwithLincidentLcoronaryLheartLdiseaseLeventsnLaL
prospectiveLcaseacontrolLstudybLLancetmDiabetesmandmEndocrinology,theYL2015YLgYLidkaeg 18.1 300

96  eneticLfineLmappingLandLgenomicLannotationLdefinesLcausalLmechanismsLatLtypeLfLdiabetesL
susceptibilityLlocibLNaturemGeneticsYL2015YLhkYLeheiafi 36.3 292

95  enomicLanalysesLidentifyLhundredsLofLvariantsLassociatedLwithLageLatLmenarcheLandLsupportLaLroleL
forLpubertyLtimingLinLcancerLriskbLNaturemGeneticsYL2017YLhmYLlghalhe 36.3 257

94 MultiancestryLassociationLstudyLidentifiesLnewLasthmaLriskLlociLthatLcolocalizeLwithLimmuneacellL
enhancerLmarksbLNaturemGeneticsYL2018YLidYLhfaig 36.3 246
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93 LargeascaleLgenomicLanalysesLlinkLreproductiveLagingLtoLhypothalamicLsignalingYLbreastLcancerL
susceptibilityLandLvRwueamediatedLxNuLrepairbLNaturemGeneticsYL2015YLhkYLefmhaegdg 36.3 226

92 PwSKmLgeneticLvariantsLandLriskLofLtypeLfLdiabetesnLaLmendelianLrandomisationLstudybLLancetm
DiabetesmandmEndocrinology,theYL2017YLiYLmkaedi 18.1 225

91 ussociationLvetweenLLowaxensityLLipoproteinLwholesterolaLoweringL eneticLVariantsLandLRiskLofL
TypeLfLxiabetesnLuLMetaaanalysisbLJAMAm-mJournalmofmthemAmericanmMedicalmAssociationYL2016YLgejYLeglgaegme27.4 225

90 TransaancestryLgenomeawideLassociationLstudyLidentifiesLefLgeneticLlociLinfluencingLbloodLpressureL
andLimplicatesLaLroleLforLxNuLmethylationbLNaturemGeneticsYL2015YLhkYLeflfaefmg 36.3 223

89
ImpactLofLcommonLgeneticLdeterminantsLofLHemoglobinLuecLonLtypeLfLdiabetesLriskLandLdiagnosisL
inLancestrallyLdiverseLpopulationsnLuLtransethnicLgenomeawideLmetaaanalysisbLPLoSmMedicineYL2017YL
ehYLeeddfglg

11.6 223

88 RefiningLtheLaccuracyLofLvalidatedLtargetLidentificationLthroughLcodingLvariantLfineamappingLinLtypeL
fLdiabetesbLNaturemGeneticsYL2018YLidYLiimaike 36.3 221

87 TheLInfluenceLofLugeLandLSexLonL eneticLussociationsLwithLudultLvodyLSizeLandLShapenLuL
LargeaScaleL enomeaWideLInteractionLStudybLPLoSmGeneticsYL2015YLeeYLeeddigkl 6 220

86  eneticLPredispositionLtoLanLImpairedLMetabolismLofLtheLvranchedawhainLuminoLucidsLandLRiskLofL
TypeLfLxiabetesnLuLMendelianLRandomisationLunalysisbLPLoSmMedicineYL2016YLegYLeeddfekm 11.6 214

85 wausalLmechanismsLandLbalancingLselectionLinferredLfromLgeneticLassociationsLwithLpolycysticL
ovaryLsyndromebLNaturemCommunicationsYL2015YLjYLlhjh 17.4 203

84 ProteinaalteringLvariantsLassociatedLwithLbodyLmassLindexLimplicateLpathwaysLthatLcontrolLenergyL
intakeLandLexpenditureLinLobesitybLNaturemGeneticsYL2018YLidYLfjahe 36.3 186

83 TransaancestryLmetaaanalysesLidentifyLrareLandLcommonLvariantsLassociatedLwithLbloodLpressureL
andLhypertensionbLNaturemGeneticsYL2016YLhlYLeeieaeeje 36.3 181

82 NewLlociLforLbodyLfatLpercentageLrevealLlinkLbetweenLadiposityLandLcardiometabolicLdiseaseLriskbL
NaturemCommunicationsYL2016YLkYLedhmi 17.4 180

81
 enomeLunalysesLofLrfddYdddLIndividualsLIdentifyLilLLociLforLwhronicLInflammationLandLHighlightL
PathwaysLthatLLinkLInflammationLandLwomplexLxisordersbLAmericanmJournalmofmHumanmGeneticsYL
2018YLedgYLjmeakdj

11 151

80  enealifestyleLinteractionLandLtypeLfLdiabetesnLtheLyPIwLinteractLcaseacohortLstudybLPLoSmMedicineYL
2014YLeeYLeeddejhk 11.6 149

79 LowafrequencyLandLrareLexomeLchipLvariantsLassociateLwithLfastingLglucoseLandLtypeLfLdiabetesL
susceptibilitybLNaturemCommunicationsYL2015YLjYLilmk 17.4 147

78 SystematicLyvaluationLofLPleiotropyLIdentifiesLjLzurtherLLociLussociatedLWith´ woronaryL
urtery´ xiseasebLJournalmofmthemAmericanmCollegemofmCardiologyYL2017YLjmYLlfgalgj 15.1 146

77 ussociationLbetweenLcirculatingLfiahydroxyvitaminLxLandLincidentLtypeLfLdiabetesnLaLmendelianL
randomisationLstudybLLancetmDiabetesmandmEndocrinology,theYL2015YLgYLgiahf 18.1 135

76  eneticLevidenceLforLaLnormalaweightLNmetabolicallyLobeseNLphenotypeLlinkingLinsulinLresistanceYL
hypertensionYLcoronaryLarteryLdiseaseYLandLtypeLfLdiabetesbLDiabetesYL2014YLjgYLhgjmakk 0.9 131

(2014-2015)
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75 wommonLgeneticLvariantsLhighlightLtheLroleLofLinsulinLresistanceLandLbodyLfatLdistributionLinLtypeLfL
diabetesYLindependentLofLobesitybLDiabetesYL2014YLjgYLhgklahglk 0.9 127

74 yxomeLsequencingLandLcharacterizationLofLhmYmjdLindividualsLinLtheLUKLviobankbLNatureYL2020YLiljYLkhmakij50.4 122

73  enomeawideLanalysesLidentifyLjlLnewLlociLassociatedLwithLintraocularLpressureLandLimproveLriskL
predictionLforLprimaryLopenaangleLglaucomabLNaturemGeneticsYL2018YLidYLkklaklf 36.3 122

72 NovelLlociLaffectingLironLhomeostasisLandLtheirLeffectsLinLindividualsLatLriskLforLhemochromatosisbL
NaturemCommunicationsYL2014YLiYLhmfj 17.4 121

71 xirectionalLdominanceLonLstatureLandLcognitionLin´ diverseLhumanLpopulationsbLNatureYL2015YLifgYLhimahjf50.4 119

70 LifeawourseL enomeawideLussociationLStudyLMetaaanalysisLofLTotalLvodyLvMxLandLussessmentLofL
ugeaSpecificLyffectsbLAmericanmJournalmofmHumanmGeneticsYL2018YLedfYLllaedf 11 119

69 PhysicalLandLneurobehavioralLdeterminantsLofLreproductiveLonsetLandLsuccessbLNaturemGeneticsYL
2016YLhlYLjekajfg 36.3 118

68 ussociationsLbetweenLPotentiallyLModifiableLRiskLzactorsLandLulzheimerLxiseasenLuLMendelianL
RandomizationLStudybLPLoSmMedicineYL2015YLefYLeeddelheoLdiscussionLeeddelhe 11.6 115

67  enomeawideLmetaaanalysisLuncoversLnovelLlociLinfluencingLcirculatingLleptinLlevelsbLNaturem
CommunicationsYL2016YLkYLedhmh 17.4 107

66  enomeawideLmetaaanalysisLofLfheYfilLadultsLaccountingLforLsmokingLbehaviourLidentifiesLnovelL
lociLforLobesityLtraitsbLNaturemCommunicationsYL2017YLlYLehmkk 17.4 105

65  enomeawideLassociationLanalysisLidentifiesLsixLnewLlociLassociatedLwithLforcedLvitalLcapacitybL
NaturemGeneticsYL2014YLhjYLjjmakk 36.3 104

64  enomeawideLphysicalLactivityLinteractionsLinLadiposityLaLuLmetaaanalysisLofLfddYhifLadultsbLPLoSm
GeneticsYL2017YLegYLeeddjifl 6 103

63 yvidenceLofLaLwausalLussociationLvetweenLInsulinemiaLandLyndometrialLwancernLuLMendelianL
RandomizationLunalysisbLJournalmofmthemNationalmCancermInstituteYL2015YLedkYL 9.7 96

62  eneticLyvidenceLforLaLLinkLvetweenLzavorableLudiposityLandLLowerLRiskLofLTypeLfLxiabetesYL
HypertensionYLandLHeartLxiseasebLDiabetesYL2016YLjiYLfhhlajd 0.9 86

61  eneticLpredispositionLtoLmosaicLYLchromosomeLlossLinLbloodbLNatureYL2019YLikiYLjifajik 50.4 83

60  eneaageLinteractionsLinLbloodLpressureLregulationnLaLlargeascaleLinvestigationLwithLtheLwHuR yYL
 lobalLvPgenYLandLIwvPLwonsortiabLAmericanmJournalmofmHumanmGeneticsYL2014YLmiYLfhagl 11 80

59 uLMendelianLRandomizationLStudyLofLwirculatingLUricLucidLandLTypeLfLxiabetesbLDiabetesYL2015YLjhYLgdflagj0.9 79

58 SixteenLnewLlungLfunctionLsignalsLidentifiedLthroughLedddL enomesLProjectLreferenceLpanelL
imputationbLNaturemCommunicationsYL2015YLjYLljil 17.4 79
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57 uLxeletionLinLtheLwanineLPOMwL eneLIsLussociatedLwithLWeightLandLuppetiteLinLObesityaProneL
LabradorLRetrieverLxogsbLCellmMetabolismYL2016YLfgYLlmgamdd 24.6 79

56
ussociationLofL eneticLVariantsLRelatedLtoL luteofemoralLvsLubdominalLzatLxistributionLWithLTypeL
fLxiabetesYLworonaryLxiseaseYLandLwardiovascularLRiskLzactorsbLJAMAm-mJournalmofmthemAmericanm
MedicalmAssociationYL2018YLgfdYLfiigafijg

27.4 78

55 uLgenomicLapproachLtoLtherapeuticLtargetLvalidationLidentifiesLaLglucosealoweringL LPeRLvariantL
protectiveLforLcoronaryLheartLdiseasebLSciencemTranslationalmMedicineYL2016YLlYLgherakj 17.5 77

54 PhenomeawideLMendelianLrandomizationLmappingLtheLinfluenceLofLtheLplasmaLproteomeLonL
complexLdiseasesbLNaturemGeneticsYL2020YLifYLeeffaeege 36.3 75

53 NoLyvidenceLofLaLwommonLxNuLVariantLProfileLSpecificLtoLWorldLwlassLynduranceLuthletesbLPLoSm
ONEYL2016YLeeYLedehkggd 3.7 74

52  eneticLinactivationLofLuN PTLhLimprovesLglucoseLhomeostasisLandLisLassociatedLwithLreducedLriskL
ofLdiabetesbLNaturemCommunicationsYL2018YLmYLffif 17.4 71

51  eneticLvariantsLassociatedLwithLmosaicLYLchromosomeLlossLhighlightLcellLcycleLgenesLandLoverlapL
withLcancerLsusceptibilitybLNaturemGeneticsYL2017YLhmYLjkhajkm 36.3 70

50 xietaryLIntakeYLzTOL eneticLVariantsYLandLudipositynLuLwombinedLunalysisLofLOverLejYdddLwhildrenL
andLudolescentsbLDiabetesYL2015YLjhYLfhjkakj 0.9 66

49 uLRobustLyxampleLofLwolliderLviasLinLaL eneticLussociationLStudybLAmericanmJournalmofmHumanm
GeneticsYL2016YLmlYLgmfag 11 60

48 MultiaancestryLgenomeawideLgeneasmokingLinteractionLstudyLofLglkYfkfLindividualsLidentifiesLnewL
lociLassociatedLwithLserumLlipidsbLNaturemGeneticsYL2019YLieYLjgjajhl 36.3 59

47 uLLargeaScaleLMultiaancestryL enomeawideLStudyLuccountingLforLSmokingLvehaviorLIdentifiesL
MultipleLSignificantLLociLforLvloodLPressurebLAmericanmJournalmofmHumanmGeneticsYL2018YLedfYLgkiahdd 11 59

46 TypeLfLdiabetesYLglucoseYLinsulinYLvMIYLandLischemicLstrokeLsubtypesnLMendelianLrandomizationL
studybLNeurologyYL2017YLlmYLhihahjd 6.5 53

45 xiscoveryLandLrefinementLofLgeneticLlociLassociatedLwithLcardiometabolicLriskLusingLdenseL
imputationLmapsbLNaturemGeneticsYL2016YLhlYLegdgaegef 36.3 51

44 ReaanalysisLofLpublicLgeneticLdataLrevealsLaLrareLXachromosomalLvariantLassociatedLwithLtypeLfL
diabetesbLNaturemCommunicationsYL2018YLmYLgfe 17.4 50

43  enomeawideLanalysisLofLhealtharelatedLbiomarkersLinLtheLUKLHouseholdLLongitudinalLStudyL
revealsLnovelLassociationsbLScientificmReportsYL2017YLkYLeeddl 4.9 49

42 ussociationLofLMultipleLviomarkersLofLIronLMetabolismLandLTypeLfLxiabetesnLTheLyPIwaInteructL
StudybLDiabetesmCareYL2016YLgmYLikfale 14.6 48

41 uLprincipalLcomponentLmetaaanalysisLonLmultipleLanthropometricLtraitsLidentifiesLnovelLlociLforL
bodyLshapebLNaturemCommunicationsYL2016YLkYLeggik 17.4 46

40 xefinitionsLofLMetabolicLHealthLandLRiskLofLzutureLTypeLfLxiabetesLinLvMILwategoriesnLuLSystematicL
ReviewLandLNetworkLMetaaanalysisbLDiabetesmCareYL2015YLglYLfekkalk 14.6 45

(2015-2016)
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39 NovelLapproachLidentifiesLSNPsLinLSLwfuedLandLKwNKmLwithLevidenceLforLparentaofaoriginLeffectLonL
bodyLmassLindexbLPLoSmGeneticsYL2014YLedYLeeddhidl 6 45

38 MetaaanalysisLofLupLtoLjffYhdmLindividualsLidentifiesLhdLnovelLsmokingLbehaviourLassociatedL
geneticLlocibLMolecularmPsychiatryYL2020YLfiYLfgmfafhdm 15.1 45

37 TheLtransaancestralLgenomicLarchitectureLofLglycemicLtraitsbLNaturemGeneticsYL2021YLigYLlhdaljd 36.3 44

36 ProteinacodingLvariantsLimplicateLnovelLgenesLrelatedLtoLlipidLhomeostasisLcontributingLtoLbodyafatL
distributionbLNaturemGeneticsYL2019YLieYLhifahjm 36.3 44

35 MultiaancestryLstudyLofLbloodLlipidLlevelsLidentifiesLfourLlociLinteractingLwithLphysicalLactivitybL
NaturemCommunicationsYL2019YLedYLgkj 17.4 41

34  enomeawideLussociationLunalysisLinLHumansLLinksLNucleotideLMetabolismLtoLLeukocyteLTelomereL
LengthbLAmericanmJournalmofmHumanmGeneticsYL2020YLedjYLglmahdh 11 40

33 ypigenomeaWideLussociationLStudyLofLIncidentLTypeLfLxiabetesLinLaLvritishLPopulationnL
yPIwaNorfolkLStudybLDiabetesYL2019YLjlYLfgeiafgfj 0.9 40

32 MultiancestryL enomeaWideLussociationLStudyLofLLipidLLevelsLIncorporatingL eneaulcoholL
InteractionsbLAmericanmJournalmofmEpidemiologyYL2019YLellYLedggaedih 3.8 39

31 uLSystematicLReviewLofLviomarkersLandLRiskLofLIncidentLTypeLfLxiabetesnLunLOverviewLofL
ypidemiologicalYLPredictionLandLuetiologicalLResearchLLiteraturebLPLoSmONEYL2016YLeeYLedejgkfe 3.7 39

30 ussessingLtheLcausalLassociationLofLglycineLwithLriskLofLcardioametabolicLdiseasesbLNaturem
CommunicationsYL2019YLedYLedjd 17.4 38

29 LossLofLwardioprotectiveLyffectsLatLtheLLocusLasLaLResultLofL eneaSmokingLInteractionsbLCirculationYL
2017YLegiYLfggjafgig 16.7 36

28
InteractionLbetweenLgenesLandLmacronutrientLintakeLonLtheLriskLofLdevelopingLtypeLfLdiabetesnL
systematicLreviewLandLfindingsLfromLyuropeanLProspectiveLInvestigationLintoLwancerL
UyPIwVaInteructbLAmericanmJournalmofmClinicalmNutritionYL2017YLedjYLfjgafki

7 36

27 NovelLgeneticLassociationsLforLbloodLpressureLidentifiedLviaLgeneaalcoholLinteractionLinLupLtoLikdKL
individualsLacrossLmultipleLancestriesbLPLoSmONEYL2018YLegYLedemlejj 3.7 31

26 RareLVariantLunalysisLofLHumanLandLRodentLObesityL enesLinLIndividualsLwithLSevereLwhildhoodL
ObesitybLScientificmReportsYL2017YLkYLhgmh 4.9 31

25
 enomeawideLmetaaanalysisLofLmacronutrientLintakeLofLmeYeehLyuropeanLancestryLparticipantsL
fromLtheLcohortsLforLheartLandLagingLresearchLinLgenomicLepidemiologyLconsortiumbLMolecularm
PsychiatryYL2019YLfhYLemfdaemgf

15.1 30

24
ussociationLofL eneticallyLynhancedLLipoproteinLLipaseaMediatedLLipolysisLandLLowaxensityL
LipoproteinLwholesterolaLoweringLullelesLWithLRiskLofLworonaryLxiseaseLandLTypeLfLxiabetesbLJAMAm
CardiologyYL2018YLgYLmikamjj

16.2 30

23 uLLowazrequencyLInactivatingLVariantLynrichedLinLtheLzinnishLPopulationLIsLussociatedLWithLzastingL
InsulinLLevelsLandLTypeLfLxiabetesLRiskbLDiabetesYL2017YLjjYLfdemafdgf 0.9 29

22 RareLcodingLvariantsLandLXalinkedLlociLassociatedLwithLageLatLmenarchebLNaturemCommunicationsYL
2015YLjYLkkij 17.4 23
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21 SequenceLdataLandLassociationLstatisticsLfromLefYmhdLtypeLfLdiabetesLcasesLandLcontrolsbLScientificm
DataYL2017YLhYLekdekm 8.2 22

20 NoLinteractionsLbetweenLpreviouslyLassociatedLfahourLglucoseLgeneLvariantsLandLphysicalLactivityLorL
vMILonLfahourLglucoseLlevelsbLDiabetesYL2012YLjeYLefmeaj 0.9 21

19
 enomeawideLassociationLstudyLmetaaanalysisLforLquantitativeLultrasoundLparametersLofLboneL
identifiesLfiveLnovelLlociLforLbroadbandLultrasoundLattenuationbLHumanmMolecularmGeneticsYL2017YL
fjYLfkmeafldf

5.6 20

18 uLcrossaplatformLapproachLidentifiesLgeneticLregulatorsLofLhumanLmetabolismLandLhealthbLNaturem
GeneticsYL2021YLigYLihajh 36.3 18

17 InterplayLbetweenLgeneticLpredispositionYLmacronutrientLintakeLandLtypeLfLdiabetesLincidencenL
analysisLwithinLyPIwaInteructLacrossLeightLyuropeanLcountriesbLDiabetologiaYL2018YLjeYLegfiaeggf 10.3 14

16 unalysisLwithLtheLexomeLarrayLidentifiesLmultipleLnewLindependentLvariantsLinLlipidLlocibLHumanm
MolecularmGeneticsYL2016YLfiYLhdmhahedj 5.6 14

15 RankingLandLcharacterizationLofLestablishedLvMILandLlipidLassociatedLlociLasLcandidatesLforL
geneaenvironmentLinteractionsbLPLoSmGeneticsYL2017YLegYLeeddjlef 6 13

14 NovelLgeneticLlociLassociatedLwithLlongatermLdeteriorationLinLbloodLlipidLconcentrationsLandL
coronaryLarteryLdiseaseLinLyuropeanLadultsbLInternationalmJournalmofmEpidemiologyYL2017YLhjYLefeeaefff 7.8 12

13 MappingLtheLproteoagenomicLconvergenceLofLhumanLdiseasesbLScienceYL2021YLgkhYLeabjeihe 33.3 11

12 MendelianLrandomizationLforLstudyingLtheLeffectsLofLperturbingLdrugLtargetsbLWellcomemOpenm
ResearchYL2021YLjYLej 4.8 11

11  eneticLStudiesLofLLeptinLwoncentrationsLImplicateLLeptinLinLtheLRegulationLofLyarlyLudipositybL
DiabetesYL2020YLjmYLfldjaflel 0.9 10

10 uLnullLmutationLinLuN PTLlLdoesLnotLassociateLwithLeitherLplasmaLglucoseLorLtypeLfLdiabetesLinL
humansbLBMCmEndocrinemDisordersYL2016YLejYLk 3.3 8

9 PhenomeawideLassociationLanalysisLofLLxLacholesterolLloweringLgeneticLvariantsLinLPwSKmbLBMCm
CardiovascularmDisordersYL2019YLemYLfhd 2.3 8

8 TestingLtheLroleLofLpredictedLgeneLknockoutsLinLhumanLanthropometricLtraitLvariationbLHumanm
MolecularmGeneticsYL2016YLfiYLfdlfafdmf 5.6 7

7 MultiaancestryLgeneticLstudyLofLtypeLfLdiabetesLhighlightsLtheLpowerLofLdiverseLpopulationsLforL
discoveryLandLtranslationbbLNaturemGeneticsYL2022YL 36.3 7

6 uLlowafrequencyLvariantLinLMuPKehLprovidesLmechanisticLevidenceLofLaLlinkLwithLmyeloperoxidasenL
aLprognosticLcardiovascularLriskLmarkerbLJournalmofmthemAmericanmHeartmAssociationYL2014YLgYL 6 6

5 ubstractLemkignLHdlLwholesterolLyffluxLwapacityLisLInverselyLussociatedLWithLIncidentLwhdLyventsL
IndependentLofLHdlacLandLupoaaiLwoncentrationsbLCirculationYL2014YLegdYL 16.7 2

4 IdentificationLofLrareLlossLofLfunctionLgeneticLvariationLregulatingLbodyLfatLdistributionbLJournalmofm
ClinicalmEndocrinologymandmMetabolismYL2021YL 5.6 1

(2021-2017)
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3 RegionalLfatLdepotLmassesLareLinfluencedLbyLproteinacodingLgeneLvariantsbLPLoSmONEYL2019YLehYLedfekjhh3.7 0

2 UnravelingLtheLroleLforLgeneticsLinLenablingLprecisionLprescriptionLforLweightLlossascalingLupLforL
successbLObesityYL2016YLfhYLefag 8

1  eneralLzrameworkLforLMetaaunalysisLofLHaplotypeLussociationLTestsbLGeneticmEpidemiologyYL2016YL
hdYLfhhaif 2.6
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