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n Paper IF Citations

215 RNqmmerjJconsistentJandJrapidJannotationJofJribosomalJRNqJgenesXJNucleiccAcidscResearchVJ2007VJ
ceVJcaZZWh 20.1 3946

214 ₁ultilocusJsequenceJtypingJofJtotalWgenomeWsequencedJbacteriaXJJournalcofcClinicalcMicrobiologyVJ
2012VJeZVJaceeWfa 9.7 1163

213 TheJminimumJinformationJaboutJaJgenomeJsequenceJR₁ywSSJspecificationXJNaturecBiotechnologyVJ
2008VJbfVJedaWg 44.5 964

212 wenomeJsequencingJandJanalysisJofJtheJversatileJcellJfactoryJqspergillusJnigerJsrSJeacXhhXJNaturec
BiotechnologyVJ2007VJbeVJbbaWca 44.5 889

211 ydentificationJandJassemblyJofJgenomesJandJgeneticJelementsJinJcomplexJmetagenomicJsamplesJ
withoutJusingJreferenceJgenomesXJNaturecBiotechnologyVJ2014VJcbVJhbbWh 44.5 624

210 ynsightsJfromJbZJyearsJofJbacterialJgenomeJsequencingXJFunctionalcandcIntegrativecGenomicsVJ2015VJ
aeVJadaWfa 3.8 391

209 somparisonJofJfaJsequencedJuscherichiaJcoliJgenomesXJMicrobialcEcologyVJ2010VJfZVJgZhWbZ 4.4 360

208 TheJtranscriptionalJlandscapeJandJsmallJRNqsJofJSalmonellaJentericaJserovarJTyphimuriumXJ
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaVJ2012VJaZiVJuabggWhf 11.5 294

207 qJtNqJstructuralJatlasJforJuscherichiaJcoliXJJournalcofcMolecularcBiologyVJ2000VJbiiVJiZgWcZ 6.5 194

206 OnJtheJtotalJnumberJofJgenesJandJtheirJlengthJdistributionJinJcompleteJmicrobialJgenomesXJTrendsc
incGeneticsVJ2001VJagVJdbeWh 8.5 170

205 TheJcompleteJgenomeJsequenceJandJanalysisJofJtheJepsilonproteobacteriumJqrcobacterJbutzleriXJ
PLoScONEVJ2007VJbVJeaceh 3.7 155

204 TheJwenomicJStandardsJsonsortiumXJPLoScBiologyVJ2011VJiVJeaZZaZhh 9.7 143

203 renchmarkingJofJmethodsJforJgenomicJtaxonomyXJJournalcofcClinicalcMicrobiologyVJ2014VJebVJaebiWci 9.7 141

202 ustimatingJvariationJwithinJtheJgenesJandJinferringJtheJphylogenyJofJahfJsequencedJdiverseJ
uscherichiaJcoliJgenomesXJBMCcGenomicsVJ2012VJacVJegg 4.5 137

201 TheJSalmonellaJentericaJpanWgenomeXJMicrobialcEcologyVJ2011VJfbVJdhgWeZd 4.4 134

200 wenomicJtaxonomyJofJVibriosXJBMCcEvolutionarycBiologyVJ2009VJiVJbeh 3 132

199 TenJyearsJofJbacterialJgenomeJsequencingjJcomparativeWgenomicsWbasedJdiscoveriesXJFunctionalc
andcIntegrativecGenomicsVJ2006VJfVJafeWhe 3.8 120
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198 TheJchromatinWassociatedJproteinJxWNSXJBiochimieVJ1994VJgfVJifhWhZ 4.6 111

197 ₁olecularJanalysisJofJtheJemergenceJofJpandemicJVibrioJparahaemolyticusXJBMCcMicrobiologyVJ2008
VJhVJaaZ 4.5 99

196 wlobalJregulationJofJvirulenceJandJtheJstressJresponseJbyJssrqJinJtheJhighlyJadaptedJhumanJgastricJ
pathogenJxelicobacterJpyloriXJMolecularcMicrobiologyVJ2004VJeaVJaeWcb 4.1 98

195 OriginJofJreplicationJinJcircularJprokaryoticJchromosomesXJEnvironmentalcMicrobiologyVJ2006VJhVJcecWfa 5.2 93

194 sompleteJgenomicJandJtranscriptionalJlandscapeJanalysisJusingJthirdWgenerationJsequencingjJaJcaseJ
studyJofJSaccharomycesJcerevisiaeJsuNXP–aacWgtXJNucleiccAcidscResearchVJ2018VJdfVJech 20.1 91

193
wenomeJsequencingJidentifiesJtwoJnearlyJunchangedJstrainsJofJpersistentJListeriaJmonocytogenesJ
isolatedJatJtwoJdifferentJfishJprocessingJplantsJsampledJfJyearsJapartXJAppliedcandcEnvironmentalc
MicrobiologyVJ2013VJgiVJbiddWea

4.8 91

192 ReviewJandJphylogeneticJanalysisJofJqacJgenesJthatJreduceJsusceptibilityJtoJquaternaryJammoniumJ
compoundsJinJStaphylococcusJspeciesXJEuropeancJournalcofcMicrobiologycandcImmunologyVJ2015VJeVJddWfa4.6 90

191 TheJgenomeJofJtheJversatileJnitrogenJfixerJqzorhizobiumJcaulinodansJORSegaXJBMCcGenomicsVJ2008
VJiVJbga 4.5 87

190 TheJgenomicJcodejJinferringJVibrionaceaeJnicheJspecializationXJNaturecReviewscMicrobiologyVJ2006VJ
dVJfigWgZd 22.2 87

189 qJcloserJlookJatJbacteroidesjJphylogeneticJrelationshipJandJgenomicJimplicationsJofJaJlifeJinJtheJ
humanJgutXJMicrobialcEcologyVJ2011VJfaVJdgcWhe 4.4 86

188 somparativeJgenomicsJofJrifidobacteriumVJLactobacillusJandJrelatedJprobioticJgeneraXJMicrobialc
EcologyVJ2012VJfcVJfeaWgc 4.4 84

187 tefiningJtheJPseudomonasJgenusjJwhereJdoJweJdrawJtheJlineJwithJqzotobacteroXJMicrobialcEcologyVJ
2012VJfcVJbciWdh 4.4 80

186 ₁icrobialJtaxonomyJinJtheJpostWgenomicJerajJrebuildingJfromJscratchoXJArchivescofcMicrobiologyVJ
2015VJaigVJceiWgZ 3 78

185 vromJessentialJtoJpersistentJgenesjJaJfunctionalJapproachJtoJconstructingJsyntheticJlifeXJTrendscinc
GeneticsVJ2013VJbiVJbgcWi 8.5 78

184 NaturalJgeneticJengineeringjJintelligenceJPJdesignJinJevolutionoXJMicrobialcInformaticscandc
ExperimentationVJ2011VJaVJ 78

183 wuNuWahXJTRqNSsRyPTO₁uWWytuJqNqLYSySJUSyNwJNqNOPORuJTxyRtJwuNuRqTyONJSuQUuNsyNwJ
yNJqJRqTJwLyOrLqSTO₁qJ₁OtuLjJPROOvJOvJPRyNsyPLuXJNeurorOncologyVJ2019VJbaVJviaZaWviaZa 1 78

182
PqTxWZeXJRqPytJSy₁ULTqNuOUSJytxJ₁UTqTyONJqNtJ₁w₁TJ₁uTxYLqTyONJSTqTUSJqSSuSS₁uNTJ
yNJwLyO₁qJPqTyuNTSJUSyNwJsRySPRWsasiWTqRwuTutJNqNOPORuJSuQUuNsyNwXJNeurorOncologyVJ
2019VJbaVJviadcWviadd

1 78

181 s₁wWbiotoolsVJaJfreeJworkbenchJforJbasicJcomparativeJmicrobialJgenomicsXJPLoScONEVJ2013VJhVJefZabZ 3.7 76

(2013-1994)
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180 ₁icrobialJcomparativeJpanWgenomicsJusingJbinomialJmixtureJmodelsXJBMCcGenomicsVJ2009VJaZVJche 4.5 75

179 wenomicJcharacterizationJofJsampylobacterJjejuniJstrainJ₁aXJPLoScONEVJ2010VJeVJeabbec 3.7 72

178 sharacterizationJofJprobioticJuscherichiaJcoliJisolatesJwithJaJnovelJpanWgenomeJmicroarrayXJGenomec
BiologyVJ2007VJhVJRbfg 18.3 71

177 srSJwenomeJqtlasJtatabasejJaJdynamicJstorageJforJbioinformaticJresultsJandJsequenceJdataXJ
BioinformaticsVJ2004VJbZVJcfhbWf 7.2 71

176 wenomeJorganisationJandJchromatinJstructureJinJuscherichiaJcoliXJBiochimieVJ2001VJhcVJbZaWab 4.6 71

175 RpotJpromotersJinJsampylobacterJjejuniJexhibitJaJstrongJperiodicJsignalJinsteadJofJaJWceJboxXJ
JournalcofcMolecularcBiologyVJ2003VJcbfVJacfaWgb 6.5 70

174 wlobalJwenomicJupidemiologyJofJSalmonellaJentericaJSerovarJTyphimuriumJtTaZdXJAppliedcandc
EnvironmentalcMicrobiologyVJ2016VJhbVJbeafWbf 4.8 69

173 tecodingJtheJepitranscriptionalJlandscapeJfromJnativeJRNqJsequencesXJNucleiccAcidscResearchVJ
2021VJdiVJeg 20.1 68

172 wenomicJvariationJinJSalmonellaJentericaJcoreJgenesJforJepidemiologicalJtypingXJBMCcGenomicsVJ
2012VJacVJhh 4.5 61

171 TheJgenomeJrLqSTatlasWaJweneWizJextensionJforJvisualizationJofJwholeWgenomeJhomologyXJ
MolecularcBioSystemsVJ2008VJdVJcfcWga 60

170 TheJsigmaedJregulonJRsigmulonSJofJPseudomonasJputidaXJEnvironmentalcMicrobiologyVJ2003VJeVJabhaWic 5.2 59

169 tNqJbindingJisJnotJsufficientJforJxWNSWmediatedJrepressionJofJproUJexpressionXJJournalcofc
BiologicalcChemistryVJ1997VJbgbVJabZhcWiZ 5.4 56

168 StandardJoperatingJprocedureJforJcomputingJpangenomeJtreesXJStandardscincGenomiccSciencesVJ
2010VJbVJaceWda 53

167 LeuOJisJaJglobalJregulatorJofJgeneJexpressionJinJSalmonellaJentericaJserovarJTyphimuriumXJ
MolecularcMicrobiologyVJ2012VJheVJaZgbWhi 4.1 52

166 ₁eetingJreportjJwenrankJmicrobialJgenomicJtaxonomyJworkshopJRabâ��acJ₁ayVJbZaeSXJStandardscinc
GenomiccSciencesVJ2016VJaaVJ 51

165 ThreeJviewsJofJmicrobialJgenomesXJResearchcincMicrobiologyVJ1999VJaeZVJggcWg 4 51

164 ₁achineJLearningJ₁ethodsJinJtrugJtiscoveryXJMoleculesVJ2020VJbeVJ 4.8 51

163 tiversityJofJPseudomonasJwenomesVJyncludingJPopulusWqssociatedJysolatesVJasJRevealedJbyJ
somparativeJwenomeJqnalysisXJAppliedcandcEnvironmentalcMicrobiologyVJ2016VJhbVJcgeWhc 4.8 50
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162 wenomeJupdatejJtheJaZZZthJgenomeWWaJcautionaryJtaleXJMicrobiologyclUnitedcKingdommVJ2010VJaefVJfZcWfZh2.9 48

161 saseJofJ₁icrocephalyJafterJsongenitalJynfectionJwithJqsianJLineageJZikaJVirusVJThailandXJEmergingc
InfectiouscDiseasesVJ2018VJbdVJ 10.2 46

160 ynvestigationsJofJoligonucleotideJusageJvarianceJwithinJandJbetweenJprokaryotesXJPLoSc
ComputationalcBiologyVJ2008VJdVJeaZZZZeg 5 46

159 ProbingJtNqJstructureJwithJpsoralenJinJvitroXJMethodscincEnzymologyVJ1992VJbabVJbdbWfb 1.7 44

158 qnJenvironmentalJsignatureJforJcbcJmicrobialJgenomesJbasedJonJcodonJadaptationJindicesXJGenomec
BiologyVJ2006VJgVJRaad 18.3 43

157 ₁etabolicJfunctionsJofJPseudomonasJfluorescensJstrainsJfromJPopulusJdeltoidesJdependJonJ
rhizosphereJorJendosphereJisolationJcompartmentXJFrontierscincMicrobiologyVJ2015VJfVJaaah 5.7 42

156 sompleteJtNqJsequenceJofJtheJlinearJmitochondrialJgenomeJofJtheJpathogenicJyeastJsandidaJ
parapsilosisXJMolecularcGeneticscandcGenomicsVJ2004VJbgbVJagcWhZ 3.1 42

155 tNqJmicroarrayJanalysisJofJfimJmutationsJinJuscherichiaJcoliXJMolecularcGeneticscandcGenomicsVJ2002
VJbfgVJgbaWi 3.1 42

154 StrandJmisalignmentsJleadJtoJquasipalindromeJcorrectionXJTrendscincGeneticsVJ2003VJaiVJcfeWi 8.5 42

153 TheJTNvalphaJreceptorJTNvRSvaqJandJgenesJencodingJtheJamilorideWsensitiveJsodiumJchannelJ
uNasJasJmodulatorsJinJcysticJfibrosisXJHumancGeneticsVJ2006VJaaiVJccaWdc 6.3 40

152 PolyclonalityJofJconcurrentJnaturalJpopulationsJofJqlteromonasJmacleodiiXJGenomecBiologycandc
EvolutionVJ2012VJdVJacfZWgd 3.9 39

151 somparisonJofJproteinJcodingJgeneJcontentsJofJtheJfungalJphylaJPezizomycotinaJandJ
SaccharomycotinaXJBMCcGenomicsVJ2007VJhVJcbe 4.5 38

150 PqRPaJysJUpWRegulatedJinJNonWsmallJsellJLungJsancerJTissuesJinJtheJPresenceJofJtheJsyanobacterialJ
ToxinJ₁icrocystinXJFrontierscincMicrobiologyVJ2018VJiVJageg 5.7 37

149 OnJtheJoriginsJofJaJVibrioJspeciesXJMicrobialcEcologyVJ2010VJeiVJaWac 4.4 37

148 sompleteJgenomeJsequenceJofJtheJcommensalJunterococcusJfaecalisJfbVJisolatedJfromJaJhealthyJ
NorwegianJinfantXJJournalcofcBacteriologyVJ2011VJaicVJbcggWh 3.5 36

147 tNqjJStructureJandJfunctionXJAdvancescincGenomecBiologyVJ1998VJeVJaWada 36

146
PanWgenomeJanalysisJofJhumanJgastricJpathogenJxXJpylorijJcomparativeJgenomicsJandJ
pathogenomicsJapproachesJtoJidentifyJregionsJassociatedJwithJpathogenicityJandJpredictionJofJ
potentialJcoreJtherapeuticJtargetsXJBioMedcResearchcInternationalVJ2015VJbZaeVJaciehZ

3 35

145 shromatinJarchitectureJandJgeneJexpressionJinJuscherichiaJcoliXJGenomecBiologyVJ2004VJeVJbeb 18.3 35

(2004-2010)
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144 unvironmentalJinfluencesJonJtheJinJvivoJlevelJofJintramolecularJtriplexJtNqJinJuscherichiaJcoliXJ
BiochemistryVJ1993VJcbVJfbZfWac 3.2 35

143 ubolavirusJcomparativeJgenomicsXJFEMScMicrobiologycReviewsVJ2015VJciVJgfdWgh 15.1 34

142 QualityJscoresJforJcbVZZZJgenomesXJStandardscincGenomiccSciencesVJ2014VJiVJbZ 33

141 ydentificationJofJputativeJnoncodingJRNqJgenesJinJtheJrurkholderiaJcenocepaciaJzbcaeJgenomeXJ
FEMScMicrobiologycLettersVJ2007VJbgfVJhcWib 2.9 33

140 qnalysisJofJintraWgenomicJwsJcontentJhomogeneityJwithinJprokaryotesXJBMCcGenomicsVJ2010VJaaVJdfd 4.5 32

139 RapidJSequencingJofJ₁ultipleJRNqJVirusesJinJTheirJNativeJvormXJFrontierscincMicrobiologyVJ2019VJaZVJbfZ 5.7 31

138 TowardJaJstandardsWcompliantJgenomicJandJmetagenomicJpublicationJrecordXJOMICScAcJournalcofc
IntegrativecBiologyVJ2008VJabVJaegWfZ 3.8 31

137 vunctionalityJofJsystemJcomponentsjJconservationJofJproteinJfunctionJinJproteinJfeatureJspaceXJ
GenomecResearchVJ2003VJacVJbdddWi 9.7 31

136 riasJofJpurineJstretchesJinJsequencedJchromosomesXJComputerscicChemistryVJ2002VJbfVJecaWda 31

135 uvaluationJofJpotentialJregulatoryJelementsJidentifiedJasJtNaseJyJhypersensitiveJsitesJinJtheJsvTRJ
geneXJFEBScJournalVJ2002VJbfiVJeecWi 30

134 wenomeJUpdatejJproteomeJcomparisonsXJMicrobiologyclUnitedcKingdommVJ2005VJaeaVJaWd 2.9 30

133 wenomeJupdatejJsigmaJfactorsJinJbdZJbacterialJgenomesXJMicrobiologyclUnitedcKingdommVJ2005VJaeaVJcadgWcaeZ2.9 29

132 unvironmentalJinfluencesJonJtNqJcurvatureXJJournalcofcBiomolecularcStructurecandcDynamicsVJ1999VJ
afVJhaaWbc 3.6 29

131 ReliabilityJandJapplicationsJofJstatisticalJmethodsJbasedJonJoligonucleotideJfrequenciesJinJbacterialJ
andJarchaealJgenomesXJBMCcGenomicsVJ2008VJiVJaZd 4.5 28

130 ysJtheJpanWgenomeJalsoJaJpanWselectomeoXJFvuuuResearchVJ2012VJaVJaf 3.6 28

129 ₁echanismsJlinkingJpretermJbirthJtoJonsetJofJcardiovascularJdiseaseJlaterJinJadulthoodXJEuropeanc
HeartcJournalVJ2019VJdZVJaaZgWaaab 9.5 28

128 SigmaJfactorsJinJaJthousandJuXJcoliJgenomesXJEnvironmentalcMicrobiologyVJ2013VJaeVJcabaWi 5.2 27

127 sampylobacterJfetusJsubspeciesjJcomparativeJgenomicsJandJpredictionJofJpotentialJvirulenceJ
targetsXJGeneVJ2012VJeZhVJadeWef 3.8 27
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126 somparativeJgenomicJanalysisJofJtwoWcomponentJregulatoryJproteinsJinJPseudomonasJsyringaeXJ
BMCcGenomicsVJ2007VJhVJcig 4.5 27

125 TranscriptomicsJandJadaptiveJgenomicsJofJtheJasymptomaticJbacteriuriaJuscherichiaJcoliJstrainJ
hcigbXJMolecularcGeneticscandcGenomicsVJ2008VJbgiVJebcWcd 3.1 27

124 VeillonellaVJvirmicutesjJ₁icrobesJdisguisedJasJwramJnegativesXJStandardscincGenomiccSciencesVJ2013VJ
iVJdcaWdh 26

123 wenomeJupdatejJdistributionJofJtwoWcomponentJtransductionJsystemsJinJbeZJbacterialJgenomesXJ
MicrobiologyclUnitedcKingdommVJ2005VJaeaVJcddgWcdeb 2.9 26

122 TowardJunrestrictedJuseJofJpublicJgenomicJdataXJScienceVJ2019VJcfcVJceZWceb 33.3 25

121 wlobalJfeaturesJofJtheJqlcanivoraxJborkumensisJS–bJgenomeXJEnvironmentalcMicrobiologyVJ2008VJaZVJfadWbe5.2 25

120 qnalysisJandJpredictionJofJgeneJspliceJsitesJinJfourJqspergillusJgenomesXJFungalcGeneticscandc
BiologyVJ2009VJdfJSupplJaVJSadWh 3.9 24

119 wenomeJupdatejJtNqJrepeatsJinJbacterialJgenomesXJMicrobiologyclUnitedcKingdommVJ2004VJaeZVJceaiWceba2.9 24

118 ynheritanceJandJorganisationJofJtheJmitochondrialJgenomeJdifferJbetweenJtwoJSaccharomycesJ
yeastsXJJournalcofcMolecularcBiologyVJ2002VJcahVJfbgWcf 6.5 24

117 qnalysisJofJtNqJstructureJinJvivoJusingJpsoralenJphotobindingjJmeasurementJofJsupercoilingVJ
topologicalJdomainsVJandJtNqWproteinJinteractionsXJMethodscincEnzymologyVJ1992VJbabVJcaiWce 1.7 24

116
somparativeJgenomicsJtoJdelineateJpathogenicJpotentialJinJnonWOaegJShigaJtoxinWproducingJ
uscherichiaJcoliJRSTusSJfromJpatientsJwithJandJwithoutJhaemolyticJuremicJsyndromeJRxUSSJinJ
NorwayXJPLoScONEVJ2014VJiVJeaaaghh

3.7 24

115 ViralJPhylogenomicsJUsingJanJqlignmentWvreeJ₁ethodjJqJThreeWStepJqpproachJtoJtetermineJ
OptimalJLengthJofJkWmerXJScientificcReportsVJ2017VJgVJdZgab 4.9 23

114
yntegratedJomicsJanalysesJrevealJtheJdetailsJofJmetabolicJadaptationJofJtoJlignocelluloseWderivedJ
growthJinhibitorsJreleasedJduringJtheJdeconstructionJofJswitchgrassXJBiotechnologycforcBiofuelsVJ
2017VJaZVJad

7.8 23

113 wenomicJcomparisonsJofJrrucellaJsppXJandJcloselyJrelatedJbacteriaJusingJbaseJcompositionalJandJ
proteomeJbasedJmethodsXJBMCcEvolutionarycBiologyVJ2010VJaZVJbdi 3 23

112 wenomicJStandardsJsonsortiumJProjectsXJStandardscincGenomiccSciencesVJ2014VJiVJeiiWfZa 23

111 tesignJofJaJsevenWgenomeJuscherichiaJcoliJmicroarrayJforJcomparativeJgenomicJprofilingXJJournalcofc
BacteriologyVJ2006VJahhVJggacWba 3.5 22

110 wenomeJUpdatejJannotationJqualityJinJsequencedJmicrobialJgenomesXJMicrobiologyclUnitedc
KingdommVJ2004VJaeZVJbZaeWbZag 2.9 22

109 qJclassificationJofJpossibleJroutesJofJtarwinianJevolutionXJJournalcofcTheoreticalcBiologyVJ2000VJbZcVJaaaWf2.3 22

(2000-2007)
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108 wenomicJstandardsJconsortiumJprojectsXJStandardscincGenomiccSciencesVJ2014VJiVJeiiWfZa 21

107
somputationalJgenomicsWproteomicsJandJPhylogenyJanalysisJofJtwentyJoneJmycobacterialJ
genomesJRTuberculosisJPJnonJTuberculosisJstrainsSXJMicrobialcInformaticscandcExperimentationVJ2012
VJbVJg

21

106 uxtracytoplasmicJfunctionJsigmaJfactorsJinJPseudomonasJsyringaeXJTrendscincMicrobiologyVJ2005VJacVJefeWh12.4 21

105 vormationJofJaJcombinedJxWtNqYopenJTqTqJboxJstructureJinJtheJpromoterJsequenceJofJtheJhumanJ
NaV–WqTPaseJalphabJgeneXJJournalcofcBiologicalcChemistryVJ1996VJbgaVJacddaWg 5.4 21

104 ₁olecularJanalysisJofJasymptomaticJbacteriuriaJuscherichiaJcoliJstrainJVReZJrevealsJadaptationJtoJ
theJurinaryJtractJbyJgeneJacquisitionXJInfectioncandcImmunityVJ2015VJhcVJagdiWfd 3.7 20

103 weneWizJbrowserjJqnJynteractiveJToolJforJVisualizingJSequencedJshromosomesXJStandardscinc
GenomiccSciencesVJ2009VJaVJbZdWae 20

102 qminoJacidJusageJisJasymmetricallyJbiasedJinJqTWJandJwsWrichJmicrobialJgenomesXJPLoScONEVJ2013VJ
hVJefihgh 3.7 20

101 ₁ashWbasedJanalysesJofJuscherichiaJcoliJgenomesJrevealJadJdistinctJphylogroupsXJCommunicationsc
BiologyVJ2021VJdVJaag 6.7 20

100 wenomeJupdatejJpredictionJofJsecretedJproteinsJinJbbeJbacterialJproteomesXJMicrobiologyclUnitedc
KingdommVJ2005VJaeaVJagbeWagbg 2.9 19

99 TheJplasmidJgenomeJdatabaseXJMicrobiologyclUnitedcKingdommVJ2003VJadiVJcZdcWcZde 2.9 18

98 PanvunProjJPqNWgenomeJanalysisJbasedJonJvUNctionalJPROfilesXJFvuuuResearchVbVJbfe 3.6 17

97 SuggestedJmechanismsJforJZikaJvirusJcausingJmicrocephalyjJwhatJdoJtheJgenomesJtellJusoXJBMCc
BioinformaticsVJ2017VJahVJdga 3.6 16

96 wenomeJUpdatejJqTJcontentJinJsequencedJprokaryoticJgenomesXJMicrobiologyclUnitedcKingdommVJ
2004VJaeZVJgdiWgeb 2.9 15

95 RelativeJentropyJdifferencesJinJbacterialJchromosomesVJplasmidsVJphagesJandJgenomicJislandsXJBMCc
GenomicsVJ2012VJacVJff 4.5 14

94 rayesianJpredictionJofJbacterialJgrowthJtemperatureJrangeJbasedJonJgenomeJsequencesXJBMCc
GenomicsVJ2012VJacJSupplJgVJSc 4.5 14

93 weneWizJbrowserjJqnJynteractiveJToolJforJVisualizingJSequencedJshromosomesXJStandardscinc
GenomiccSciencesVJ2009VJaVJbZdWbae 14

92
qJnovelJsasiWtargetedJlongWreadJassayJforJsimultaneousJdetectionJofJytxaYbJmutationsJandJ
clinicallyJrelevantJ₁w₁TJmethylationJinJfreshJbiopsiesJofJdiffuseJgliomaXJActacNeuropathologicac
CommunicationsVJ2020VJhVJhg

7.3 13

91 wenomicJanalysisJofJtwoWcomponentJsignalJtransductionJproteinsJinJbasidiomycetesXJJournalcofc
MolecularcMicrobiologycandcBiotechnologyVJ2010VJahVJfcWgc 0.9 13
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90 qnalysisJofJgenomicJsignaturesJinJprokaryotesJusingJmultinomialJregressionJandJhierarchicalJ
clusteringXJBMCcGenomicsVJ2009VJaZVJdhg 4.5 13

89 VibrioJchromosomeWspecificJfamiliesXJFrontierscincMicrobiologyVJ2014VJeVJgc 5.7 12

88 wenomeJSequenceJofJsampylobacterJjejuniJstrainJcbgVJaJstrainJisolatedJfromJaJturkeyJ
slaughterhouseXJStandardscincGenomiccSciencesVJ2011VJdVJaacWbb 12

87 tecodingJtheJupitranscriptionalJLandscapeJfromJNativeJRNqJSequences 12

86 wenomeJsequencesJofJtwoJstressWtolerantJsampylobacterJjejuniJpoultryJstrainsVJcZeJandJtvVvaZiiXJ
JournalcofcBacteriologyVJ2011VJaicVJeedfWg 3.5 11

85 somparativeJgenomicsJofJgreenJsulfurJbacteriaXJPhotosynthesiscResearchVJ2010VJaZdVJacgWeb 3.7 11

84 PredictionJofJhighlyJexpressedJgenesJinJmicrobesJbasedJonJchromatinJaccessibilityXJBMCcMolecularc
BiologyVJ2007VJhVJaa 4.5 11

83 qJdomainJsequenceJapproachJtoJpangenomicsjJapplicationsJtoJuscherichiaJcoliXJFvuuuResearchVJ
2012VJaVJai 3.6 11

82 PanVizjJinteractiveJvisualizationJofJtheJstructureJofJfunctionallyJannotatedJpangenomesXJ
BioinformaticsVJ2017VJccVJaZhaWaZhb 7.2 10

81 NonWOaJVibrioJcholeraeJunlinkedJtoJcholeraJinJxaitiXJProceedingscofcthecNationalcAcademycofcSciencesc
ofcthecUnitedcStatescofcAmericaVJ2012VJaZiVJucbZfkJauthorJreplyJucbZg 11.5 10

80 tNqJStructurejJqWVJrWJandJZWtNqJxelixJvamiliesJ2002VJ 10

79 UniqueJandJconservedJgenomeJregionsJinJVibrioJharveyiJandJrelatedJspeciesJinJcomparisonJwithJtheJ
shrimpJpathogenJVibrioJharveyiJsqy₁JagibXJMicrobiologyclUnitedcKingdommVJ2015VJafaVJagfbWaggi 2.9 10

78 TheJweneJxasJRecentlyJSpreadJbetweenJRollingJsircleJPlasmidsJofJVJyndicativeJofJaJNovelJweneJ
TransferJ₁echanismXJFrontierscincMicrobiologyVJ2016VJgVJaebh 5.7 10

77 qnJassessmentJofJOxfordJNanoporeJsequencingJforJhumanJgutJmetagenomeJprofilingjJqJpilotJstudyJ
ofJheadJandJneckJcancerJpatientsXJJournalcofcMicrobiologicalcMethodsVJ2019VJaffVJaZegci 2.8 9

76 wenomeJcomparisonJofJbacterialJpathogensXJGenomecDynamicsVJ2009VJfVJaWbZ 9

75 wenomeJupdatejJchromosomeJatlasesXJMicrobiologyclUnitedcKingdommVJ2004VJaeZVJcZiaWc 2.9 9

74 wenomeJupdatejJLengthJdistributionsJofJsequencedJprokaryoticJgenomesXJMicrobiologyclUnitedc
KingdommVJ2004VJaeZVJeacWeaf 2.9 9

73 TheJqtlasJvisualizationJofJgenomewideJinformationXJMethodscincMicrobiologyVJ2002VJdiWfc 2.8 9

(2002-2009)
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72 VisualizationJofJpathogenicityJregionsJinJbacteriaXJGeneticaVJ2000VJaZhVJdgWea 1.5 9

71
somparativeJwenomicsJofJPseudomonasJaeruginosaJPqOaJandJPseudomonasJputidaJ–TbddZjJ
OrthologsVJsodonJUsageVJRepetitiveJuxtragenicJPalindromicJulementsVJandJOligonucleotideJ₁otifJ
SignaturesXJJournalcofcGenomecSciencecandcTechnologyVJ2002VJaVJageWahg

9

70 qnalysisJofJtwoJlargeJfunctionallyJuncharacterizedJregionsJinJtheJ₁ethanopyrusJkandleriJqVaiJ
genomeXJBMCcGenomicsVJ2003VJdVJab 4.5 8

69 qJdomainJsequenceJapproachJtoJpangenomicsjJapplicationsJtoJuscherichiaJcoliXJFvuuuResearchVJ
2012VJaVJai 3.6 8

68 tecaffeinatedJwreenJTeaJuxtractJtoesJNotJulicitJxepatotoxicJuffectsJandJ₁odulatesJtheJwutJ
₁icrobiomeJinJLeanJrfscvâ��J₁iceXJNutrientsVJ2019VJaaVJ 6.7 7

67 drrQsjJdataraseJofJracterialJQualityJscoresXJBMCcBioinformaticsVJ2017VJahVJdhc 3.6 7

66 qnalysisJofJevolutionaryJpatternsJofJgenesJinJsampylobacterJjejuniJandJsXJcoliXJMicrobialcInformaticsc
andcExperimentationVJ2012VJbVJh 7

65 qppendixJustimationJofJsuperhelicalJdensityJinJVivoJfromJanalysisJofJtheJlevelJofJcruciformsJexistingJ
inJlivingJcellsXJJournalcofcMolecularcBiologyVJ1991VJbbaVJabbWabi 6.5 7

64 somparativeJwenomicsJofJvourJPseudomonasJSpeciesJ2004VJaciWafd 7

63
S₁qRsWraJdeficientJsinonasalJcarcinomaJmetastasisJtoJtheJbrainJwithJnextJgenerationJsequencingJ
datajJaJcaseJreportJofJperineuralJinvasionJprogressingJtoJleptomeningealJinvasionXJBMCcCancerVJ
2019VJaiVJhbg

4.8 6

62 StudiesJonJmonitoringJandJtrackingJgeneticJresourcesjJanJexecutiveJsummaryXJStandardscincGenomicc
SciencesVJ2009VJaVJghWhf 6

61 tifferencesJinJtwoWcomponentJsignalJtransductionJproteinsJamongJtheJgenusJrrucellajJimplicationsJ
forJhostJpreferenceJandJpathogenesisXJVeterinarycMicrobiologyVJ2010VJaddVJdghWhc 3.3 6

60 somparativeJwenomicsJofJPseudomonasaWbd 6

59 wenomeJupdatejJafaJprokaryoticJgenomesJsequencedVJandJcountingXJMicrobiologyclUnitedcKingdomm
VJ2004VJaeZVJbfaWbfc 2.9 6

58 wenomeJupdatejJpromoterJprofilesXJMicrobiologyclUnitedcKingdommVJ2004VJaeZVJbgiaWbgic 2.9 6

57 wenomeJupdatejJpredictionJofJmembraneJproteinsJinJprokaryoticJgenomesXJMicrobiologyclUnitedc
KingdommVJ2005VJaeaVJbaaiWbaba 2.9 6

56 wenomeJUpdatejJProteinJsecretionJsystemsJinJbbeJbacterialJgenomesXJMicrobiologyclUnitedc
KingdommVJ2005VJaeaVJaZacWaZaf 2.9 6

55 tesignJandJconstructionJofJaJcircularJintensityJdifferentialJscatteringJinstrumentXJReviewcofc
ScientificcInstrumentsVJ1984VJeeVJaegdWaegi 1.7 6

David W Ussery
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54 VisualizationJandJSignificanceJofJtNqJStructuralJ₁otifsJinJtheJsampylobacterJjejuniJwenomeXJ
JournalcofcGenomecSciencecandcTechnologyVJ2002VJaVJafWbe 6

53 wenomeWrasedJsomparisonJofJslostridioidesJdifficilejJqverageJqminoJqcidJydentityJqnalysisJofJsoreJ
wenomesXJMicrobialcEcologyVJ2018VJgfVJhZaWhac 4.4 5

52 wenomicJcharacterizationJofJmumpsJvirusesJfromJaJlargeWscaleJmumpsJoutbreakJinJqrkansasVJbZafXJ
InfectionpcGeneticscandcEvolutionVJ2019VJgeVJaZcife 4.5 5

51 StretchesJofJalternatingJpyrimidineYpurinesJandJpurinesJareJrespectivelyJlinkedJwithJpathogenicityJ
andJgrowthJtemperatureJinJprokaryotesXJBMCcGenomicsVJ2009VJaZVJcdf 4.5 5

50 wenomeJupdatejJtRNqsJinJsequencedJmicrobialJgenomesXJMicrobiologyclUnitedcKingdommVJ2004VJaeZVJafZcWafZf2.9 5

49 TwoJSqRSWsoVWbJwenomeJSequencesJofJysolatesJfromJRuralJUXSXJPatientsJxarboringJtheJtfadwJ
₁utationVJObtainedJUsingJNanoporeJSequencingXJMicrobiologycResourcecAnnouncementsVJ2020VJaZVJ 1.3 5

48 sonsentJinsufficientJforJdataJreleaseWResponseXJScienceVJ2019VJcfdVJddf 33.3 4

47 ReportJofJtheJbZaiJNySTWvtqJworkshopJonJstandardsJforJnextJgenerationJsequencingJdetectionJofJ
viralJadventitiousJagentsJinJbiologicsJandJbiomanufacturingXJBiologicalsVJ2020VJfdVJgfWhb 1.8 4

46 wenomeJupdatejJrRNqsJinJsequencedJmicrobialJgenomesXJMicrobiologyclUnitedcKingdommVJ2004VJaeZVJaaacWaaae2.9 4

45 rayesianJpredictionJofJmicrobialJoxygenJrequirementXJFvuuuResearchVJ2013VJbVJahd 3.6 4

44 wenderJtifferencesJinJtheJwutJ₁icrobiomeJandJxowJTheseJqffectJsardiovascularJtiseasesJ2018VJhiWaZZ 4

43 WhatJcanJweJlearnJfromJoverJaZZVZZZJuscherichiaJcoliJgenomeso 4

42 wenomeJSequencesJofJZikaJVirusJStrainsJRecoveredJfromJqmnioticJvluidVJPlacentaVJandJvetalJrrainJ
ofJaJ₁icrocephalyJPatientJinJThailandVJbZagXJMicrobiologycResourcecAnnouncementsVJ2018VJgVJ 1.3 4

41 sompleteJwenomeJandJPlasmidJSequencesJofJuscherichiaJcoliJTypeJStrainJqTssJaaggeXJMicrobiologyc
ResourcecAnnouncementsVJ2019VJhVJ 1.3 3

40 ThreeJsompleteJwenomeJSequencesJofJwenotypeJwJ₁umpsJVirusJfromJtheJbZafJOutbreakJinJ
qrkansasVJUSqXJGenomecAnnouncementsVJ2017VJeVJ 3

39 wenomeJupdatejJcorrelationJofJbacterialJgenomicJpropertiesXJMicrobiologyclUnitedcKingdommVJ2004VJ
aeZVJchiiWiZc 2.9 3

38 wenomeJupdatejJbtJclusteringJofJbacterialJgenomesXJMicrobiologyclUnitedcKingdommVJ2005VJaeaVJcccWccf 2.9 3

37 tesignJofJanJunterobacteriaceaeJPanWwenomeJ₁icroarrayJshipXJCommunicationscincComputercandc
InformationcScienceVJ2010VJafeWagi 0.3 3

(2010-2002)
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36 TwoJnovelJmethodsJforJusingJgenomeJsequencesJtoJinferJtaxonomyXJMicrobiologyclUnitedcKingdommVJ
2012VJaehVJadad 2.9 3

35
sompleteJwenomeJSequencesJofJvourJysolatesJofJVancomycinWResistantJunterococcusJfaeciumJwithJ
theJweneJandJTwoJtaptomycinJResistanceJ₁utationsVJObtainedJfromJTwoJynpatientsJwithJ
ProlongedJracteremiaXJMicrobiologycResourcecAnnouncementsVJ2020VJiVJ

1.3 2

34 ynsightsJfromJsomparativeJwenomicsJofJtheJwenusJSalmonellaJ2017VJ 2

33 ₁icrobialJsommunitiesjJsoreJandJPanWwenomicsXJComputationalcBiologyVJ2009VJbacWbbh 0.7 2

32 WordJvrequenciesJandJRepeatsXJComputationalcBiologyVJ2009VJacgWaeZ 0.7 2

31 TheJymportanceJofJVirulenceJPredictionJandJweneJNetworksJinJ₁icrobialJRiskJqssessmentXJHumanc
andcEcologicalcRiskcAssessmentclHERAmVJ2007VJacVJbedWbfh 4.9 2

30 LeanerJandJmeanerJgenomesJinJuscherichiaJcoliXJGenomecBiologyVJ2006VJgVJbcg 18.3 2

29 StructuralJfeaturesJofJfungalJgenomesdgWgg 2

28
TwoJsasesJofJVancomycinWResistantJracteremiaJWithJtevelopmentJofJtaptomycinWResistantJ
PhenotypeJandJitsJtetectionJUsingJOxfordJNanoporeJSequencingXJOpencForumcInfectiouscDiseasesVJ
2020VJgVJofaaahZ

1 2

27
traftJwenomeJSequencesJofJdhJVancomycinWResistantJunterococcusJfaeciumJStrainsJysolatedJfromJ
ynpatientsJwithJracteremiaJandJUrinaryJTractJynfectionXJMicrobiologycResourcecAnnouncementsVJ2019
VJhVJ

1.3 1

26 afSJrRNqJweneJqmpliconJProfilingJofJrabyJandJqdultJsaptiveJulephantsJinJThailandXJMicrobiologyc
ResourcecAnnouncementsVJ2020VJiVJ 1.3 1

25 somparativeJwenomicsJ2013VJbZiWbbg 1

24 wenomeJupdatejJpurineJstrandJbiasJinJbhZJbacterialJgenomesXJMicrobiologyclUnitedcKingdommVJ2006VJ
aebVJegiWehc 2.9 1

23 tNqJrendabilityJandJNucleosomeJPositioningJinJTranscriptionalJRegulationJ2005VJahiWbZb 1

22 wenomeJupdatejJbaseJskewsJinJbZZUJbacterialJchromosomesXJMicrobiologyclUnitedcKingdommVJ2005VJ
aeaVJfccWfcg 2.9 1

21 ₁icrobialJwenomeJSequencesjJqJNewJuraJinJ₁icrobiologyXJComputationalcBiologyVJ2009VJcgWea 0.7 1

20 somparativeJgenomicsJofJhepatitisJqJvirusVJhepatitisJsJvirusVJandJhepatitisJuJvirusJprovidesJinsightsJ
intoJtheJevolutionaryJhistoryJofJxepatovirusJspeciesXJMicrobiologyOpenVJ2020VJiVJeigc 3.4 1

19 qssessmentJofJracterialJLoadJinJPolyethyleneJTerephthalateJRPuTSJrottledJWaterJ₁arketedJinJ
–athmanduJValleyVJNepalXJInternationalcJournalcofcPolymercScienceVJ2021VJbZbaVJaWaZ 2.4 1

David W Ussery
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18 SelectionJofJqmplificationJTargetsJforJRapidJPolymorphismJScreeningJinJubolaJVirusJOutbreaksXJ
FrontierscincMicrobiologyVJ2019VJaZVJheg 5.7

17 Prod₁XjJRapidJqueryJandJanalysisJofJproteinJfunctionalJdomainJbasedJonJcompressedJsparseJ
matricesXJComputationalcandcStructuralcBiotechnologycJournalVJ2020VJahVJchiZWchif 6.8

16 SequencesJasJriologicalJynformationjJsellsJObeyJtheJLawsJofJshemistryJandJPhysicsXJComputationalc
BiologyVJ2009VJcWag 0.7

15 ₁ethodsJtoJsompareJwenomesJTheJvirstJuxamplesXJComputationalcBiologyVJ2009VJieWaZi 0.7

14 wenomicJPropertiesjJLengthVJraseJsompositionJandJtNqJStructuresXJComputationalcBiologyVJ2009VJaaaWace0.7

13 uxpressionJofJwenesJandJProteinsXJComputationalcBiologyVJ2009VJafgWahg 0.7

12 uvolutionJofJ₁icrobialJsommunitieskJorVJOnJtheJOriginsJofJracterialJSpeciesXJComputationalcBiologyVJ
2009VJbdcWbef 0.7

11 wenomeJupdatejJalignmentJofJbacterialJchromosomesXJMicrobiologyclUnitedcKingdommVJ2004VJaeZVJbdiaWbdic2.9

10 srystalJballXJSystemsJbiologyjJinJtheJbroadestJsenseJofJtheJwordXJEnvironmentalcMicrobiologyVJ2005VJ
gVJdhbWc 5.2

9 OfJProteinsVJwenomesVJandJProteomesXJComputationalcBiologyVJ2009VJahiWbaZ 0.7

8 ₁etagenomicsJofJ₁icrobialJsommunitiesXJComputationalcBiologyVJ2009VJbbiWbdb 0.7

7 rioinformaticsJforJ₁icrobiologistsjJqnJyntroductionXJComputationalcBiologyVJ2009VJaiWce 0.7

6 qnJOverviewJofJwenomeJtatabasesXJComputationalcBiologyVJ2009VJecWfg 0.7

5 TheJshallengesJofJProgrammingjJqJrriefJyntroductionXJComputationalcBiologyVJ2009VJfiWia 0.7

4 TranscriptomicsjJTranslatedJandJUntranslatedJRNqXJComputationalcBiologyVJ2009VJaecWaff 0.7

3 SpecialJyssueJonJsampylobacterJandJxelicobacterJwenomicsXJJournalcofcGenomecSciencecandc
TechnologyVJ2003VJbVJaWa

2 TheJwenomeJqtlasJResourceXJCommunicationscincComputercandcInformationcScienceVJ2010VJadaWaeZ 0.3

1 sonservationJofJTwoWsomponentJSignalJTransductionJSystemsJinJuXJcoliVJSalmonellaVJandJqcrossJ
aZZVZZZJracteriaJofJVariousJracterialJPhylaXJGrandcChallengescincBiologycandcBiotechnologyVJ2018VJaecWagd2.4

(2018-2019)
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