61

papers

63

all docs

218381

3,057 26
citations h-index
63 63
docs citations times ranked

161609
54

g-index

6577

citing authors



10

12

14

16

18

“

ARTICLE IF CITATIONS
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and recurrent copy number alteration in 3q26.2 and 8q24.3. International Journal of Cancer, 2019, 145, 2.3 15
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