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l Paper IF Citations

40 StructureRandRfunctionsRofRtheRbacterialRmicrobiotaRofRplantsjRAnnualtReviewtoftPlanttBiologyhR2013hR
rphRtlsiot 30.7 1618

39 RevealingRstructureRandRassemblyRcuesRforRArabidopsisRrootiinhabitingRbacterialRmicrobiotajRNaturehR
2012hRptthRumiq 50.4 1426

38 KeystoneRtaxaRasRdriversRofRmicrobiomeRstructureRandRfunctioningjRNaturetReviewstMicrobiologyhR
2018hRmrhRqrsiqsr 22.2 610

37 RootRexudateRmetabolitesRdriveRplantisoilRfeedbacksRonRgrowthRandRdefenseRbyRshapingRtheR
rhizosphereRmicrobiotajRNaturetCommunicationshR2018hRuhRnsot 17.4 414

36 QuantitativeRdivergenceRofRtheRbacterialRrootRmicrobiotaRinRArabidopsisRthalianaRrelativesjR
ProceedingstoftthetNationaltAcademytoftSciencestoftthetUnitedtStatestoftAmericahR2014hRmmmhRqtqiun 11.5 330

35 CoreRmicrobiomesRforRsustainableRagroecosystemsjRNaturetPlantshR2018hRphRnpsinqs 11.5 328

34 TheRplantRmicrobiomeRatRworkjRMoleculartPlant-MicrobetInteractionshR2015hRnthRnmnis 3.6 305

33 FungalibacterialRdiversityRandRmicrobiomeRcomplexityRpredictRecosystemRfunctioningjRNaturet
CommunicationshR2019hRmlhRptpm 17.4 267

32 CroppingRpracticesRmanipulateRabundanceRpatternsRofRrootRandRsoilRmicrobiomeRmembersRpavingR
theRwayRtoRsmartRfarmingjRMicrobiomehR2018hRrhRmp 16.6 211

31 ARwidespreadRplantifungalibacterialRsymbiosisRpromotesRplantRbiodiversityhRplantRnutritionRandR
seedlingRrecruitmentjRISMEtJournalhR2016hRmlhRotuiuu 11.9 206

30 TheRglutathioneideficientRmutantRpadnimRaccumulatesRlowerRamountsRofRglucosinolatesRandRisRmoreR
susceptibleRtoRtheRinsectRherbivoreRSpodopteraRlittoralisjRPlanttJournalhR2008hRqqhRsspitr 6.9 162

29 DiseaseRresistanceRofRArabidopsisRtoRPhytophthoraRbrassicaeRisRestablishedRbyRtheRsequentialRactionR
ofRindoleRglucosinolatesRandRcamalexinjRPlanttJournalhR2010hRrnhRtpliqm 6.9 136

28 DecipheringRcompositionRandRfunctionRofRtheRrootRmicrobiomeRofRaRlegumeRplantjRMicrobiomehR2017hR
qhRn 16.6 100

27 DetectingRmacroecologicalRpatternsRinRbacterialRcommunitiesRacrossRindependentRstudiesRofRglobalR
soilsjRNaturetMicrobiologyhR2018hRohRmtuimur 26.6 86

26 HighiresolutionRcommunityRprofilingRofRarbuscularRmycorrhizalRfungijRNewtPhytologisthR2016hRnmnhRstlisum9.8 81

25 RootRmicrobiotaRdynamicsRofRperennialRArabisRalpinaRareRdependentRonRsoilRresidenceRtimeRbutR
independentRofRfloweringRtimejRISMEtJournalhR2017hRmmhRpoiqq 11.9 78

24 RootRsurfaceRasRaRfrontierRforRplantRmicrobiomeRresearchjRProceedingstoftthetNationaltAcademytoft
SciencestoftthetUnitedtStatestoftAmericahR2015hRmmnhRnnuuioll 11.5 70
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23 RegulatoryRandRFunctionalRAspectsRofRIndolicRMetabolismRinRPlantRSystemicRAcquiredRResistancejR
MoleculartPlanthR2016hRuhRrrnirtm 14.4 40

22 CombinedRFieldRInoculationsRofRBacteriahRArbuscularRMycorrhizalRFungihRandREntomopathogenicR
NematodesRandRtheirREffectsRonRWheatRPerformancejRFrontierstintPlanttSciencehR2017hRthRmtlu 6.2 28

21 CommunityRProfilingRofRinRCombinationRwithROtherRPlantiAssociatedRFungiRinRDifferentRCropRSpeciesR
UsingRSMRTRSequencingjRFrontierstintPlanttSciencehR2017hRthRnlmu 6.2 26

20 EstablishmentRsuccessRandRcropRgrowthReffectsRofRanRarbuscularRmycorrhizalRfungusRinoculatedRintoR
SwissRcornRfieldsjRAgriculture,tEcosystemstandtEnvironmenthR2019hRnsohRmoinp 5.7 22

19 PetuniaiRandRArabidopsisiSpecificRRootRMicrobiotaRResponsesRtoRPhosphateRSupplementationjR
PhytobiomestJournalhR2019hRohRmmnimnp 4.8 18

18 IndolicRsecondaryRmetabolitesRprotectRArabidopsisRfromRtheRoomyceteRpathogenRPhytophthoraR
brassicaejRPlanttSignalingtandtBehaviorhR2010hRqhRmluuimlm 2.5 18

17 EvaluationRofRprimerRpairsRforRmicrobiomeRprofilingRfromRsoilsRtoRhumansRwithinRtheROneRHealthR
frameworkjRMoleculartEcologytResourceshR2020hRnlhRmqqtimqsm 8.4 16

16 ContinuumRofRrootifungalRsymbiosesRforRplantRnutritionjRProceedingstoftthetNationaltAcademytoft
SciencestoftthetUnitedtStatestoftAmericahR2017hRmmphRmmqspimmqsr 11.5 14

15 OrganicRandRconservationRagricultureRpromoteRecosystemRmultifunctionalityjRSciencetAdvanceshR
2021hRshR 14.3 12

14 ApplicationRofRMycorrhizaRandRSoilRfromRaRPermacultureRSystemRImprovedRPhosphorusRAcquisitionR
inRNaranjillajRFrontierstintPlanttSciencehR2017hRthRmnro 6.2 11

13 ReplyRtoRcCanRweRpredictRmicrobialRkeystones?cjRNaturetReviewstMicrobiologyhR2019hRmshRmup 22.2 11

12 miCROPeRnlmuRiRemergingRresearchRprioritiesRtowardsRmicrobeiassistedRcropRproductionjRFEMSt
MicrobiologytEcologyhR2020hRurhR 4.3 7

11 SpecificRandRconservedRpatternsRofRmicrobiotaistructuringRbyRmaizeRbenzoxazinoidsRinRtheRfieldjR
MicrobiomehR2021hRuhRmlo 16.6 7

10 ConservationRtillageRandRorganicRfarmingRinduceRminorRvariationsRinRPseudomonasRabundancehRtheirR
antimicrobialRfunctionRandRsoilRdiseaseRresistancejRFEMStMicrobiologytEcologyhR2018hRuphR 4.3 6

9 ArabidopsisRthalianaRasRModelRforRStudiesRonRtheRBacterialRRootRMicrobiotaR2013hRnpoinqr 5

8 RelativeRqPCRRtoRquantifyRcolonizationRofRplantRrootsRbyRarbuscularRmycorrhizalRfungijRMycorrhizahR
2021hRomhRmosimpt 3.9 3

7 SpeciesiSpecificRRootRMicrobiotaRDynamicsRinRResponseRtoRPlantiAvailableRPhosphorus 2

6 EvaluationRofRprimerRpairsRforRmicrobiomeRprofilingRacrossRaRfoodRchainRfromRsoilsRtoRhumansRwithinR
theROneRHealthRframework 1
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5 LowerRrelativeRabundanceRofRectomycorrhizalRfungiRunderRaRwarmerRandRdrierRclimateRisRlinkedRtoR
enhancedRsoilRorganicRmatterRdecompositionjRNewtPhytologisthR2021hRnonhRmouuimpmo 9.8 1

4 SoilRcompositionRandRplantRgenotypeRdetermineRbenzoxazinoidimediatedRplantisoilRfeedbacksRinR
cerealsjRPlant,tCelltandtEnvironmenthR2021hRpphRoqlnioqmp 8.4 1

3 RhizobiumRSymbioticRCapacityRShapesRRootiAssociatedRMicrobiomesRinRSoybeanjjRFrontierstint
MicrobiologyhR2021hRmnhRslulmn 5.7 1

2 ContrastingRResponsesRofRArbuscularRMycorrhizalRFungalRFamiliesRtoRSimulatedRClimateRWarmingR
andRDryingRinRaRSemiaridRShrublandjRMicrobialtEcologyhR2021hRm 4.4 0

1 PlantRchemistryRandRfoodRwebRhealthjRNewtPhytologisthR2021hRnomhRuqsiurn 9.8 0
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