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23 On the parameterized complexity of associative and commutative unification. Theoretical Computer
Science, 2017, 660, 57-74. 0.9 0

24 On finding the Adams consensus tree. Information and Computation, 2017, 256, 334-347. 0.7 4
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50 The Complexity of Inferring a Minimally Resolved Phylogenetic Supertree. SIAM Journal on Computing,
2012, 41, 272-291. 1.0 16
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54 Ultra-succinct representation of ordered trees with applications. Journal of Computer and System
Sciences, 2012, 78, 619-631. 1.2 44



5

Jesper Jansson

# Article IF Citations
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75 Approximation Algorithms for Buy-at-Bulk Geometric Network Design. Lecture Notes in Computer
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