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Pathogenic or benign?. Nature Biotechnology, 2022, , . 9.4 0
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receptor Siglec-7. Proceedings of the National Academy of Sciences of the United States of America, 3.3 73
2021, 118,.
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A New Paradigm in Catalase Research. Trends in Cell Biology, 2021, 31, 148-151.

The AMBRAL E3 ligase adaptor regulates the stability of cyclinAD. Nature, 2021, 592, 794-798. 13.7 76

A genome-wide atlas of co-essential modules assigns function to uncharacterized genes. Nature
Genetics, 2021, 53, 638-649.
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An engineered transcriptional reporter of protein localization identifies regulators of
mitochondrial and ER membrane protein trafficking in high-throughput CRISPRi screens. ELife, 2021, 10,

LKB1 inactivation modulates chromatin accessibility to drive metastatic progression. Nature Cell
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Inter-cellular CRISPR screens reveal regulators of cancer cell phagocytosis. Nature, 2021, 597, 549-554.
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LRRCB8A:CJE Heteromeric Channels Are Ubiquitous Transporters of cGAMP. Molecular Cell, 2020, 80,
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Transcriptomic signatures across human tissues identify functional rare genetic variation. Science,
2020, 369, . 60 89

High-Throughput Discovery and Characterization of Human Transcriptional Effectors. Cell, 2020, 183,
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Systematic Identification of Regulators of Oxidative Stress Reveals Non-canonical Roles for
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Enhancing the Antiviral Efficacy of RNA-Dependent RNA Polymerase Inhibition by Combination with
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Systematic Identification of Host Cell Regulators of Legionella pneumophila Pathogenesis Using a
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Targeted genomic CRISPR-Cas9 screen identifies MAP4K4 as essential for glioblastoma invasion.

Scientific Reports, 2019, 9, 14020.
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CD22 blockade restores homeostatic microglial phagocytosis in ageing brains. Nature, 2019, 568,
187-192. 13.7 283
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Degradation. Molecular Cell, 2019, 73, 377-389.e11. ’
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Genome-wide interrogation of extracellular vesicle biology using barcoded miRNAs. ELife, 2018, 7, .
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Genome-scale measurement of off-target activity using Cas9 toxicity in high-throughput screens.

Nature Communications, 2017, 8, 15178.
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degradation. Nature Communications, 2014, 5, 3832.
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