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j Paper IF Citations

72 InitialSsequencingSandScomparativeSanalysisSofStheSmouseSgenomekSNaturehS2002hSqomhSromiso 50.4 5376

71 InteractiveStreeSofSlifeSdiTOLeSvpwSanSonlineStoolSforStheSdisplaySandSannotationSofSphylogeneticSandS
otherStreeskSNucleicrAcidsrResearchhS2016hSqqhSWoqoir 20.1 3172

70 InteractiveSTreeSOfSLifeSdiTOLeSvqwSrecentSupdatesSandSnewSdevelopmentskSNucleicrAcidsrResearchhS
2019hSqthSWorsiWorv 20.1 2581

69 SequenceSandScomparativeSanalysisSofStheSchickenSgenomeSprovideSuniqueSperspectivesSonS
vertebrateSevolutionkSNaturehS2004hSqpohSsvritns 50.4 2143

68 InteractiveSTreeSOfSLifeSdiTOLewSanSonlineStoolSforSphylogeneticStreeSdisplaySandSannotationkS
BioinformaticshS2007hSophSnotiu 7.2 1778

67 TheSgenomeSsequenceSofStheSmalariaSmosquitoSAnophelesSgambiaekSSciencehS2002hSovuhSnoviqv 33.3 1622

66 InsightsSintoSsocialSinsectsSfromStheSgenomeSofStheShoneybeeSApisSmelliferakSNaturehS2006hSqqphSvpniqv 50.4 1414

65 InterProwStheSintegrativeSproteinSsignatureSdatabasekSNucleicrAcidsrResearchhS2009hSpthSDonnir 20.1 1379

64 SMARTStwSrecentSupdatesStoStheSproteinSdomainSannotationSresourcekSNucleicrAcidsrResearchhS2012hS
qmhSDpmoir 20.1 1226

63 SMARTwSrecentSupdateshSnewSdevelopmentsSandSstatusSinSomnrkSNucleicrAcidsrResearchhS2015hSqphSDortism20.1 1137

62 InteractiveSTreeSOfSLifeSvowSonlineSannotationSandSdisplaySofSphylogeneticStreesSmadeSeasykSNucleicr
AcidsrResearchhS2011hSpvhSWqtriu 20.1 1116

61 InterProSinSomntibeyondSproteinSfamilySandSdomainSannotationskSNucleicrAcidsrResearchhS2017hSqrhSDnvmiDnvv20.1 970

60 TheSInterProSproteinSfamiliesSdatabasewStheSclassificationSresourceSafterSnrSyearskSNucleicrAcidsr
ResearchhS2015hSqphSDonpion 20.1 954

59 omSyearsSofStheSSMARTSproteinSdomainSannotationSresourcekSNucleicrAcidsrResearchhS2018hSqshSDqvpiDqvs20.1 884

58 TheSgenomeSofStheSchoanoflagellateSMonosigaSbrevicollisSandStheSoriginSofSmetazoanskSNaturehS
2008hSqrnhStupiu 50.4 850

57 eggNOGSrkmwSaShierarchicalhSfunctionallySandSphylogeneticallySannotatedSorthologySresourceSbasedS
onSrmvmSorganismsSandSormoSviruseskSNucleicrAcidsrResearchhS2019hSqthSDpmviDpnq 20.1 850

56 InterProSinSomnnwSnewSdevelopmentsSinStheSfamilySandSdomainSpredictionSdatabasekSNucleicrAcidsr
ResearchhS2012hSqmhSDpmsino 20.1 844
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55 PanicancerSanalysisSofSwholeSgenomeskSNaturehS2020hSrtuhSuoivp 50.4 840

54 InterProSinSomnvwSimprovingScoveragehSclassificationSandSaccessStoSproteinSsequenceSannotationskS
NucleicrAcidsrResearchhS2019hSqthSDprniDpsm 20.1 835

53 SMARTSrwSdomainsSinStheScontextSofSgenomesSandSnetworkskSNucleicrAcidsrResearchhS2006hSpqhSDortism 20.1 806

52 SMARTSswSrecentSupdatesSandSnewSdevelopmentskSNucleicrAcidsrResearchhS2009hSpthSDoovipo 20.1 779

51 SMARTSqkmwStowardsSgenomicSdataSintegrationkSNucleicrAcidsrResearchhS2004hSpohSDnqoiq 20.1 764

50 ImmunityirelatedSgenesSandSgeneSfamiliesSinSAnophelesSgambiaekSSciencehS2002hSovuhSnrvisr 33.3 743

49 InteractiveSTreeSOfSLifeSdiTOLeSvrwSanSonlineStoolSforSphylogeneticStreeSdisplaySandSannotationkS
NucleicrAcidsrResearchhS2021hSqvhSWovpiWovs 20.1 635

48 ASsideSeffectSresourceStoScaptureSphenotypicSeffectsSofSdrugskSMolecularrSystemsrBiologyhS2010hSshSpqp 12.2 608

47 TheSInterProSDatabasehSommpSbringsSincreasedScoverageSandSnewSfeatureskSNucleicrAcidsrResearchhS
2003hSpnhSpnriu 20.1 556

46 RecentSimprovementsStoStheSSMARTSdomainibasedSsequenceSannotationSresourcekSNucleicrAcidsr
ResearchhS2002hSpmhSoqoiq 20.1 535

45 TheSSIDERSdatabaseSofSdrugsSandSsideSeffectskSNucleicrAcidsrResearchhS2016hSqqhSDnmtriv 20.1 516

44 ELMSserverwSASnewSresourceSforSinvestigatingSshortSfunctionalSsitesSinSmodularSeukaryoticSproteinskS
NucleicrAcidsrResearchhS2003hSpnhSpsoripm 20.1 491

43 ComparativeSgenomeSandSproteomeSanalysisSofSAnophelesSgambiaeSandSDrosophilaSmelanogasterkS
SciencehS2002hSovuhSnqvirv 33.3 455

42 InterProhSprogressSandSstatusSinSommrkSNucleicrAcidsrResearchhS2005hSpphSDomnir 20.1 426

41 NewSdevelopmentsSinStheSInterProSdatabasekSNucleicrAcidsrResearchhS2007hSprhSDooqiu 20.1 397

40 eggNOGSvpkmwSorthologousSgroupsScoveringSnnppSorganismsSatSqnSdifferentStaxonomicSrangeskS
NucleicrAcidsrResearchhS2012hSqmhSDouqiv 20.1 387

39 TheSInterProSproteinSfamiliesSandSdomainsSdatabasewSomSyearsSonkSNucleicrAcidsrResearchhS2021hSqvhSDpqqiDprq20.1 358

38 iPathokmwSinteractiveSpathwaySexplorerkSNucleicrAcidsrResearchhS2011hSpvhSWqnoir 20.1 244
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37 ImpactSofSgenomeSreductionSonSbacterialSmetabolismSandSitsSregulationkSSciencehS2009hSposhSnospiu 33.3 229

36 NonsenseimediatedSmRNASdecaySfactorsSactSinSconcertStoSregulateScommonSmRNAStargetskSRnahS
2005hSnnhSnrpmiqq 5.8 206

35 SMARTwSrecentSupdateshSnewSdevelopmentsSandSstatusSinSomomkSNucleicrAcidsrResearchhS2021hSqvhSDqruiDqsm20.1 193

34 iPathwSinteractiveSexplorationSofSbiochemicalSpathwaysSandSnetworkskSTrendsrinrBiochemicalrSciences
hS2008hSpphSnmnip 10.3 156

33 QuantifyingSenvironmentalSadaptationSofSmetabolicSpathwaysSinSmetagenomicskSProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericahS2009hSnmshSnptqiv 11.5 148

32 InterProwSanSintegratedSdocumentationSresourceSforSproteinSfamilieshSdomainsSandSfunctionalSsiteskS
BriefingsrinrBioinformaticshS2002hSphSooripr 13.4 137

31 TowardSmolecularStraitibasedSecologySthroughSintegrationSofSbiogeochemicalhSgeographicalSandS
metagenomicSdatakSMolecularrSystemsrBiologyhS2011hSthSqtp 12.2 129

30 EvolutionSofStheSphosphoityrosineSsignalingSmachinerySinSpremetazoanSlineageskSProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericahS2008hSnmrhSvsumiq 11.5 129

29 CommonSexonSduplicationSinSanimalsSandSitsSroleSinSalternativeSsplicingkSHumanrMolecularrGeneticshS
2002hSnnhSnrsnit 5.6 120

28 eggNOGimapperSvowSFunctionalSAnnotationhSOrthologySAssignmentshSandSDomainSPredictionSatStheS
MetagenomicSScalekSMolecularrBiologyrandrEvolutionhS2021hSpuhSruoriruov 8.3 116

27 AlternativeSsplicingSandSevolutionkSBioEssayshS2003hSorhSnmpniq 4.1 115

26 StatinStherapySisSassociatedSwithSlowerSprevalenceSofSgutSmicrobiotaSdysbiosiskSNaturehS2020hSrunhSpnmipnr50.4 100

25 PTMcodewSaSdatabaseSofSknownSandSpredictedSfunctionalSassociationsSbetweenSpostitranslationalS
modificationsSinSproteinskSNucleicrAcidsrResearchhS2013hSqnhSDpmsinn 20.1 99

24 iPathpkmwSinteractiveSpathwaysSexplorerSvpkSNucleicrAcidsrResearchhS2018hSqshSWrnmiWrnp 20.1 94

23 proGenomeswSaSresourceSforSconsistentSfunctionalSandStaxonomicSannotationsSofSprokaryoticS
genomeskSNucleicrAcidsrResearchhS2017hSqrhSDroviDrpq 20.1 74

22 PTMcodeSvowSaSresourceSforSfunctionalSassociationsSofSpostitranslationalSmodificationsSwithinSandS
betweenSproteinskSNucleicrAcidsrResearchhS2015hSqphSDqvqirmo 20.1 67

21 QuantitativeSassessmentSofSproteinSfunctionSpredictionSfromSmetagenomicsSshotgunSsequenceskS
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericahS2007hSnmqhSnpvnpiu 11.5 66

20 VisualizationSofSmultipleSalignmentshSphylogeniesSandSgeneSfamilySevolutionkSNaturerMethodshS2010hS
thSSnsior 21.6 56
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19 DiscoveringSfunctionalSnoveltySinSmetagenomeswSexamplesSfromSlightimediatedSprocesseskSJournalr
ofrBacteriologyhS2009hSnvnhSpoiqn 3.5 50

18 ProteinSdomainSanalysisSinStheSeraSofScompleteSgenomeskSFEBSrLettershS2002hSrnphSnovipq 3.8 46

17 qDXpresswSaSdatabaseSforScrossispeciesSexpressionSpatternScomparisonskSNucleicrAcidsrResearchhS
2008hSpshSDuqtirp 20.1 31

16 metaTIGERwSaSmetabolicSevolutionSresourcekSNucleicrAcidsrResearchhS2009hSpthSDrpniu 20.1 29

15 ImidazoleSpropionateSisSincreasedSinSdiabetesSandSassociatedSwithSdietarySpatternsSandSalteredS
microbialSecologykSNaturerCommunicationshS2020hSnnhSruun 17.4 29

14 FastSidentificationSofSfoldedShumanSproteinSdomainsSexpressedSinSEkScoliSsuitableSforSstructuralS
analysiskSBMCrStructuralrBiologyhS2004hSqhSq 2.7 25

13 eggNOGimapperSvowSFunctionalSAnnotationhSOrthologySAssignmentshSandSDomainSPredictionSatStheS
MetagenomicSScale 24

12 MetagenomicSanalysisSofSgutSmicrobialScommunitiesSfromSaSCentralSAsianSpopulationkSBMJrOpenhS
2018hSuhSemonsuo 3 23

11 ConsistencySofSgenomeibasedSmethodsSinSmeasuringSMetazoanSevolutionkSFEBSrLettershS2005hSrtvhSpprrisn3.8 22

10 proGenomesowSanSimprovedSdatabaseSforSaccurateSandSconsistentShabitathStaxonomicSandSfunctionalS
annotationsSofSprokaryoticSgenomeskSNucleicrAcidsrResearchhS2020hSquhSDsoniDsor 20.1 21

9 GenomeSandSproteinSevolutionSinSeukaryoteskSCurrentrOpinionrinrChemicalrBiologyhS2002hSshSpviqr 9.7 19

8 INSIdESNANOwSaSsystemsSbiologySframeworkStoScontextualizeStheSmechanismiofiactionSofS
engineeredSnanomaterialskSScientificrReportshS2019hSvhSntv 4.9 18

7 GeneSexpressionSprofilingSofStheSratSsuperiorSolivaryScomplexSusingSserialSanalysisSofSgeneS
expressionkSEuropeanrJournalrofrNeurosciencehS2004hSomhSpoqqiru 3.5 15

6 CombinatorialhSadditiveSandSdoseidependentSdrugimicrobiomeSassociationskSNaturehS2021hS 50.4 11

5 TowardsStheSbiogeographySofSprokaryoticSgeneskkSNaturehS2021hS 50.4 8

4 ImpairmentSofSgutSmicrobialSbiotinSmetabolismSandShostSbiotinSstatusSinSsevereSobesitywSeffectSofS
biotinSandSprebioticSsupplementationSonSimprovedSmetabolismkkSGuthS2022hS 19.2 5

3 MicrobiomeSandSmetabolomeSfeaturesSofStheScardiometabolicSdiseaseSspectrumkkSNaturerMedicinehS
2022hS 50.5 4

2 ComputationalSAnalysisSofSModularSProteinSArchitecturesS2005hSqpviqts 2
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1 ComputationalSAnalysisSofSModularSProteinSArchitecturesqpv
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