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278
MultivalencyIenablesIunidirectionalIswitchVlikeIcompetitionIbetweenIintrinsicallyIdisorderedI
proteinsWWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2022UI
ZZhUI

11.5 4

277 pIphosphorylationVdependentIswitchIinItheIdisorderedIpdbItransactivationIdomainIregulatesIsαpI
bindingWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2021UIZZgUI 11.5 7

276 ThermodynamicIStabilityIandIpggregationIzineticsIofItuIwelixIandItuI·oopIVariantsIofI
TransthyretinWIBiochemistryUI2021UIeYUIfdeVfec 3.2 4

275 tarlyIStridesIinIαMRIsynamicsIMeasurementsWIBiochemistryUI2021UIeYUIbcdaVbcdc 3.2

274 ModelingIofIwiddenIStructuresIUsingISparseIrhemicalIShiftIsataIfromIαMRIRelaxationIsispersionWI
BiophysicallJournalUI2021UIZaYUIaheVbYd 2.9 2

273 qackboneIandIsideVchainIchemicalIshiftIassignmentsIofIpdYIsubunitIofIαuV˛”qItranscriptionIfactorWI
BiomolecularlNMRlAssignmentsUI2021UIZdUIahVbb 0.7 0

272 UsingIαMRItoIidentifyIbindingIregionsIforIαIandIrVterminalIwsphYIinhibitorsIusingIwsphYIdomainsWI
RSClMedicinallChemistryUI2021UIZaUIcZYVcZd 3.5 1

271 RoleIofIpctiveISiteI·oopIsynamicsIinIMediatingI·igandIReleaseIfromIsihydrofolateIReductaseWI
BiochemistryUI2021UIeYUIaeebVaefZ 3.2 1

270 TheImolecularIbasisIofIallosteryIinIaIfacilitatedIdissociationIprocessWIStructureUI2021UIahUIZbafVZbbgWed 5.2 1

269 αMRIilluminatesIintrinsicIdisorderWICurrentlOpinionlinlStructurallBiologyUI2021UIfYUIccVda 8.1 21

268 rharacterizationIofItheIwighVpffinityIuuzzyIromplexIbetweenItheIsisorderedIsomainIofItheItfI
βncoproteinIfromIwighVRiskIwγVIandItheITpZaIsomainIofIrqγWWIBiochemistryUI2021UIeYUIbggfVbghg 3.2 0

267 pIronformationalISwitchIinItheIZincIuingerIγroteinIzaisoIMediatesIsifferentialIReadoutIofISpecificI
andIMethylatedIsαpISequencesWIBiochemistryUI2020UIdhUIZhYhVZhae 3.2 3

266 ManagementIofIwsphYVsependentIγroteinIuoldingIbyISmallIMoleculesITargetingItheIphaZI
roVrhaperoneWICelllChemicallBiologyUI2020UIafUIahaVbYdWee 8.2 8

265 RαpIqindingIbyItheIzTSISpliceIVariantsIofIWilmsPITumorISuppressorIγroteinIWTZWIBiochemistryUI
2020UIdhUIbgghVbhYZ 3.2 1

264
romparisonIofIbackboneIdynamicsIofItheIpdYIdimerizationIdomainIofIαu˛”qIinItheIhomodimericI
transcriptionIfactorIαu˛”qZIandIinIitsIheterodimericIcomplexIwithIRelpIQpedRWIProteinlScienceUI2019UI
agUIaYecVaYfa

6.3 4

263 γerspectiveiItheIessentialIroleIofIαMRIinItheIdiscoveryIandIcharacterizationIofIintrinsicallyI
disorderedIproteinsWIJournalloflBiomolecularlNMRUI2019UIfbUIedZVedh 3 20

262 pggregationIofIzincVfreeIpdbIisIinhibitedIbyIwsphYIbutInotIotherIchaperonesWIProteinlScienceUI2019UI
agUIaYaYVaYab 6.3 3
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261 RoleIofIqackboneIsynamicsIinIModulatingItheIxnteractionsIofIsisorderedI·igandsIwithItheITpZZI
somainIofItheIrRtqVqindingIγroteinWIBiochemistryUI2019UIdgUIZbdcVZbea 3.2 20

260 pIsynamicISwitchIinIxnactiveIpbg˛‡I·eadsItoIanItxcitedIStateIonItheIγathwayItoIanIpctiveIzinaseWI
BiochemistryUI2019UIdgUIdZeYVdZfa 3.2 3

259 txpandingItheIγaradigmiIxntrinsicallyIsisorderedIγroteinsIandIpllostericIRegulationWIJournallofl
MolecularlBiologyUI2018UIcbYUIabYhVabaY 6.5 82

258 SlowIsynamicsIofITryptophanVWaterIαetworksIinIγroteinsWIJournalloflthelAmericanlChemicallSociety
UI2018UIZcYUIefdVega 16.4 20

257 rharacterizationIofIanIwsphYVxndependentIxnteractionIbetweenIroVrhaperoneIpabIandI
TranscriptionIuactorIpdbWIBiochemistryUI2018UIdfUIhbdVhcc 3.2 8

256 rw´•´•´•βIwydrogenIqondsIMediateIwighlyISpecificIRecognitionIofIMethylatedIrpvISitesIbyItheIZincI
uingerIγroteinIzaisoWIBiochemistryUI2018UIdfUIaZYhVaZaY 3.2 10

255 wowIsoIxntrinsicallyIsisorderedIViralIγroteinsIwijackItheIrellnWIBiochemistryUI2018UIdfUIcYcdVcYce 3.2 12

254 αMRIMeasurementsIRevealItheIStructuralIqasisIofITransthyretinIsestabilizationIbyIγathogenicI
MutationsWIBiochemistryUI2018UIdfUIccaZVccbY 3.2 16

253 zineticIanalysisIofItheImultistepIaggregationIpathwayIofIhumanItransthyretinWIProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2018UIZZdUIteaYZVteaYg 11.5 16

252 ·ongVrangeIregulationIofIpdbIsαpIbindingIbyIitsIintrinsicallyIdisorderedIαVterminalItransactivationI
domainWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2018UIZZdUItZZbYaVtZZbZY11.5 42

251 MispackingIofItheIγhegfISideIrhainIReducesItheIzineticIStabilityIofIwumanITransthyretinWI
BiochemistryUI2018UIdfUIehZhVehaa 3.2 3

250 StructuralIqasisIforIvradedIxnhibitionIofIrRtqisαpIxnteractionsIbyIMultisiteIγhosphorylationWI
BiochemistryUI2018UIdfUIehecVehfa 3.2 2

249
StructuralIbasisIforIcooperativeIregulationIofIzxXVmediatedItranscriptionIpathwaysIbyItheIwT·VVZI
wqZIactivationIdomainWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaUI2018UIZZdUIZYYcYVZYYcd

11.5 10

248 wypersensitiveIterminationIofItheIhypoxicIresponseIbyIaIdisorderedIproteinIswitchWINatureUI2017UI
dcbUIccfVcdZ 50.4 99

247 uunctionalIimportanceIofIstrippingIinIαu˛”qIsignalingIrevealedIbyIaIstrippingVimpairedIx˛”q˛–ImutantWI
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2017UIZZcUIZhZeVZhaZ 11.5 21

246 RoleIofItheIrqγIcatalyticIcoreIinIintramolecularISUMβylationIandIcontrolIofIhistoneIwbIacetylationWI
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2017UIZZcUItdbbdVtdbca11.5 33

245 wowIsoesIYourIγroteinIuoldnItlucidatingItheIppomyoglobinIuoldingIγathwayWIAccountsloflChemicall
ResearchUI2017UIdYUIZYdVZZZ 24.3 28

244 uluorotryptophanIxncorporationIModulatesItheIStructureIandIStabilityIofITransthyretinIinIaI
SiteVSpecificIMannerWIBiochemistryUI2017UIdeUIddfYVddgZ 3.2 13
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243 sefiningItheIStructuralIqasisIforIpllostericIγroductIReleaseIfromItWIcoliIsihydrofolateIReductaseI
UsingIαMRIRelaxationIsispersionWIJournalloflthelAmericanlChemicallSocietyUI2017UIZbhUIZZabbVZZacY 16.4 19

242 StructuralIqasisIforIxnteractionIofItheITandemIZincIuingerIsomainsIofIwumanIMuscleblindIwithI
rognateIRαpIfromIwumanIrardiacITroponinITWIBiochemistryUI2017UIdeUIcZdcVcZeg 3.2 15

241 αMRIcharacterizationIofIaIfaIksaItranscriptionIfactorIusingIdifferentialIisotopicIlabelingWIProteinl
ScienceUI2016UIadUIdhfVeYc 6.3 6

240 TheIsependenceIofIrarbohydrateVpromaticIxnteractionIStrengthsIonItheIStructureIofItheI
rarbohydrateWIJournalloflthelAmericanlChemicallSocietyUI2016UIZbgUIfebeVcg 16.4 38

239
RecognitionIofItheIdisorderedIpdbItransactivationIdomainIbyItheItranscriptionalIadapterIzincIfingerI
domainsIofIrRtqVbindingIproteinWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaUI2016UIZZbUItZgdbVea

11.5 56

238 RoleIofIxntrinsicIγroteinIsisorderIinItheIuunctionIandIxnteractionsIofItheITranscriptionalI
roactivatorsIrRtqVbindingIγroteinIQrqγRIandIpbYYWIJournalloflBiologicallChemistryUI2016UIahZUIefZcVaa 5.4 168

237 MakingISenseIofIxntrinsicallyIsisorderedIγroteinsWIBiophysicallJournalUI2016UIZZYUIZYZbVe 2.9 55

236 rlassicIpnalysisIofIqiopolymerIsynamicsIxsIModelIureeWIBiophysicallJournalUI2016UIZZYUIbVe 2.9 0

235 uindingIβurIWayIinItheIsarkIγroteomeWIJournalloflthelAmericanlChemicallSocietyUI2016UIZbgUIhfbYVca 16.4 93

234 StructuralIcharacterizationIofItheIternaryIcomplexIthatImediatesIterminationIofIαuV˛”qIsignalingIbyI
x˛”q˛–WIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2016UIZZbUIeaZaVf 11.5 6

233 MappingItheIinteractionsIofIadenoviralItZpIproteinsIwithItheIpZeYInuclearIreceptorIcoactivatorI
bindingIdomainIofIrqγWIProteinlScienceUI2016UIadUIaadeVaaef 6.3 12

232 uunctionalIadvantagesIofIdynamicIproteinIdisorderWIFEBSlLettersUI2015UIdghUIacbbVcY 3.8 124

231
rofactorVMediatedIronformationalIsynamicsIγromoteIγroductIReleaseIuromItscherichiaIcoliI
sihydrofolateIReductaseIviaIanIpllostericIγathwayWIJournalloflthelAmericanlChemicallSocietyUI2015UI
ZbfUIhcdhVeg

16.4 37

230
ronformationalIpropensitiesIofIintrinsicallyIdisorderedIproteinsIinfluenceItheImechanismIofI
bindingIandIfoldingWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI
2015UIZZaUIheZcVh

11.5 161

229 xntrinsicallyIdisorderedIproteinsIinIcellularIsignallingIandIregulationWINaturelReviewslMolecularlCelll
BiologyUI2015UIZeUIZgVah 48.7 1249

228 TheIhighVriskIwγVZeItfIoncoproteinImediatesIinteractionIbetweenItheItranscriptionalIcoactivatorI
rqγIandItheIretinoblastomaIproteinIpRbWIJournalloflMolecularlBiologyUI2014UIcaeUIcYbYVcYcg 6.5 42

227 SideIchainIconformationalIaveragingIinIhumanIdihydrofolateIreductaseWIBiochemistryUI2014UIdbUIZZbcVcd 3.2 4

226 γrobingItheInonVnativeIwIhelixItranslocationIinIapomyoglobinIfoldingIintermediatesWIBiochemistryUI
2014UIdbUIbfefVgY 3.2 10
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225 StructuralIcharacterizationIofIinteractionsIbetweenItheIdoubleVstrandedIRαpVbindingIzincIfingerI
proteinIypZIandInucleicIacidsWIBiochemistryUI2014UIdbUIZchdVdZY 3.2 14

224 TheIrwaIdomainIofIrqγXpbYYIisIaInovelIzincIfingerWIFEBSlLettersUI2013UIdgfUIadYeVZZ 3.8 9

223 sivergentIevolutionIofIproteinIconformationalIdynamicsIinIdihydrofolateIreductaseWINaturel
StructurallandlMolecularlBiologyUI2013UIaYUIZacbVh 17.6 104

222 ·ocalizedIstructuralIfluctuationsIpromoteIamyloidogenicIconformationsIinItransthyretinWIJournallofl
MolecularlBiologyUI2013UIcadUIhffVgg 6.5 56

221 ·ongVrangeIeffectsIandIfunctionalIconsequencesIofIstabilizingImutationsIinItheIankyrinIrepeatI
domainIofIx˛”q˛–WIJournalloflMolecularlBiologyUI2013UIcadUIhYaVZb 6.5 10

220 pIdistalImutationIperturbsIdynamicIaminoIacidInetworksIinIdihydrofolateIreductaseWIBiochemistryUI
2013UIdaUIceYdVZh 3.2 68

219 StructuralIandIenergeticIbasisIofIcarbohydrateVaromaticIpackingIinteractionsIinIproteinsWIJournallofl
thelAmericanlChemicallSocietyUI2013UIZbdUIhgffVgc 16.4 77

218 SideVchainIconformationalIheterogeneityIofIintermediatesIinItheItscherichiaIcoliIdihydrofolateI
reductaseIcatalyticIcycleWIBiochemistryUI2013UIdaUIbcecVff 3.2 15

217 WhatPsIinIaInamenIWhyItheseIproteinsIareIintrinsicallyIdisorderediIWhyItheseIproteinsIareI
intrinsicallyIdisorderedWIIntrinsicallylDisorderedlProteinsUI2013UIZUIeacZdf 171

216 xdentificationIofIrysaddIinIwxuVZ˛–IasIaInovelIsiteIforIdevelopmentIofIcovalentIinhibitorsIofI
wxuVZ˛–XpRαTIγasqIdomainIproteinVproteinIinteractionWIProteinlScienceUI2012UIaZUIZggdVhe 6.3 47

215 rheShiftVaIresolvesIaIlocalIinconsistencyIbetweenItwoIXVrayIcrystalIstructuresWIJournallofl
BiomolecularlNMRUI2012UIdcUIZhbVg 3 3

214 womodimerizationIofItheIγpSVqIdomainsIofIhypoxiaVinducibleIfactorsWIJournalloflPhysicallChemistryl
BUI2012UIZZeUIeheYVd 3.4 5

213
MolecularIbasisIforIrecognitionIofImethylatedIandIspecificIsαpIsequencesIbyItheIzincIfingerI
proteinIzaisoWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2012UI
ZYhUIZdaahVbc

11.5 80

212 RolesIofIintrinsicIdisorderIinIproteinVnucleicIacidIinteractionsWIMolecularlBioSystemsUI2012UIgUIhfVZYc 60

211 RoleIofIdisorderIinIx˛”qVαu˛”qIinteractionWIIUBMBlLifeUI2012UIecUIchhVdYd 4.7 35

210 zaisoIusesIallIthreeIzincIfingersIandIadjacentIsequenceImotifsIforIhighIaffinityIbindingItoI
sequenceVspecificIandImethylVrpvIsαpItargetsWIFEBSlLettersUI2012UIdgeUIfbcVh 3.8 16

209 StructuralIqasisIforIrooperativeITranscriptionIuactorIqindingItoItheIrqγIroactivatorWIFASEBlJournal
UI2012UIaeUIlbaee 0.9

208 txpandingItheIproteomeiIdisorderedIandIalternativelyIfoldedIproteinsWIQuarterlylReviewslofl
BiophysicsUI2011UIccUIcefVdZg 7 132

(2011-2014)
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207 TheIRelpInuclearIlocalizationIsignalIfoldsIuponIbindingItoIx˛”q˛–WIJournalloflMolecularlBiologyUI2011UI
cYdUIfdcVec 6.5 28

206 ronsequencesIofIstabilizingItheInativelyIdisorderedIfIhelixIforItheIfoldingIpathwayIofI
apomyoglobinWIJournalloflMolecularlBiologyUI2011UIcZZUIacgVeb 6.5 14

205 synamicIxnteractionIofIwsphYIwithIxtsIrlientIγroteinIpdbWIJournalloflMolecularlBiologyUI2011UIcZZUIZdgVfb6.5 58

204 TheIclientIproteinIpdbIadoptsIaImoltenIglobuleVlikeIstateIinItheIpresenceIofIwsphYWINaturel
StructurallandlMolecularlBiologyUI2011UIZgUIdbfVcZ 17.6 105

203 pIdynamicIknockoutIrevealsIthatIconformationalIfluctuationsIinfluenceItheIchemicalIstepIofI
enzymeIcatalysisWIScienceUI2011UIbbaUIabcVg 33.3 350

202
setectionIofIaIternaryIcomplexIofIαuVkappaqIandIxkappaqalphaIwithIsαpIprovidesIinsightsIintoI
howIxkappaqalphaIremovesIαuVkappaqIfromItranscriptionIsitesWIProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2011UIZYgUIZbefVfa

11.5 20

201
bγYcYIMappingItheIxnteractionsIofItheIxntrinsicallyIsisorderedIpdbITransactivationISubdomainsI
withItheITpZaIsomainIofIrqγIbyIαMRQγroteiniIStructureIOIuunctionUTheIcgthIpnnualIMeetingIofI
theIqiophysicalISocietyIofIyapanRWISeibutsulButsuriUI2010UIdYUISZda

0

200 MillisecondItimescaleIfluctuationsIinIdihydrofolateIreductaseIareIexquisitelyIsensitiveItoItheIboundI
ligandsWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2010UIZYfUIZbfbVg11.5 118

199 StructureIofItheIpdbItransactivationIdomainIinIcomplexIwithItheInuclearIreceptorIcoactivatorI
bindingIdomainIofIrRtqIbindingIproteinWIBiochemistryUI2010UIchUIhhecVfZ 3.2 129

198 tnergeticIfrustrationIofIapomyoglobinIfoldingiIroleIofItheIqIhelixWIJournalloflMolecularlBiologyUI
2010UIbheUIZbZhVag 6.5 16

197 ·eueagIofItheIzxXIdomainIofIrqγIisIaIkeyIresidueIforItheIinteractionIwithItheIM··ItransactivationI
domainWIFEBSlLettersUI2010UIdgcUIcdYYVc 3.8 26

196 rooperativeIregulationIofIpdbIbyImodulationIofIternaryIcomplexIformationIwithIrqγXpbYYIandI
wsMaWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2009UIZYeUIedhZVe11.5 159

195 StructuralIbasisIforIsubversionIofIcellularIcontrolImechanismsIbyItheIadenoviralItZpIoncoproteinWI
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2009UIZYeUIZbaeYVd 11.5 102

194 tvaluatingIbetaVturnImimicsIasIbetaVsheetIfoldingInucleatorsWIProceedingsloflthelNationallAcademyl
oflSciencesloflthelUnitedlStatesloflAmericaUI2009UIZYeUIZZYefVfa 11.5 84

193 ·inkingIfoldingIandIbindingWICurrentlOpinionlinlStructurallBiologyUI2009UIZhUIbZVg 8.1 813

192 MappingItheIinteractionsIofItheIpdbItransactivationIdomainIwithItheIzxXIdomainIofIrqγWI
BiochemistryUI2009UIcgUIaZZdVac 3.2 90

191 γrionIproteinsIwithIpathogenicIandIprotectiveImutationsIshowIsimilarIstructureIandIdynamicsWI
BiochemistryUI2009UIcgUIgZaYVg 3.2 49

190 xnteractionIofItheIxkappaqalphaIrVterminalIγtSTIsequenceIwithIαuVkappaqiIinsightsIintoItheI
inhibitionIofIαuVkappaqIsαpIbindingIbyIxkappaqalphaWIJournalloflMolecularlBiologyUI2009UIbggUIgacVbg 6.5 25
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189 uunctionalIdynamicsIofItheIfoldedIankyrinIrepeatsIofIxIkappaIqIalphaIrevealedIbyInuclearImagneticI
resonanceWIBiochemistryUI2009UIcgUIgYabVbZ 3.2 21

188 StructuralIbasisIforIrecruitmentIofIrqγXpbYYIcoactivatorsIbyISTpTZIandISTpTaItransactivationI
domainsWIEMBOlJournalUI2009UIagUIhcgVdg 13 108

187 γredictionIofItheIrotationalItumblingItimeIforIproteinsIwithIdisorderedIsegmentsWIJournalloflthel
AmericanlChemicallSocietyUI2009UIZbZUIegZcVaZ 16.4 39

186 wydrogenVdeuteriumIexchangeIstrategyIforIdelineationIofIcontactIsitesIinIproteinIcomplexesWIFEBSl
LettersUI2008UIdgaUIZchdVdYY 3.8 12

185 TheIkineticIandIequilibriumImoltenIglobuleIintermediatesIofIapoleghemoglobinIdifferIinIstructureWI
JournalloflMolecularlBiologyUI2008UIbfgUIfZdVad 6.5 23

184 TransferIofIflexibilityIbetweenIankyrinIrepeatsIinIxkappaqSIuponIformationIofItheIαuVkappaqI
complexWIJournalloflMolecularlBiologyUI2008UIbgYUIhZfVbZ 6.5 56

183 wierarchicalIfoldingImechanismIofIapomyoglobinIrevealedIbyIultraVfastIwXsIexchangeIcoupledIwithI
asIαMRWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2008UIZYdUIZbgdhVec11.5 79

182 pmylinIproproteinIprocessingIgeneratesIprogressivelyImoreIamyloidogenicIpeptidesIthatIinitiallyI
sampleItheIhelicalIstateWIBiochemistryUI2008UIcfUIhhYYVZY 3.2 121

181 αMRIrelaxationIstudyIofItheIcomplexIformedIbetweenIrqγIandItheIactivationIdomainIofItheI
nuclearIhormoneIreceptorIcoactivatorIprTRWIBiochemistryUI2008UIcfUIZahhVbYg 3.2 71

180 TheIintrinsicallyIdisorderedIRαRIinhibitorISmlZIisIaIdynamicIdimerWIBiochemistryUI2008UIcfUIZbcagVbf 3.2 45

179 ronformationalIrelaxationIfollowingIhydrideItransferIplaysIaIlimitingIroleIinIdihydrofolateI
reductaseIcatalysisWIBiochemistryUI2008UIcfUIhaafVbb 3.2 50

178 ModelingItransientIcollapsedIstatesIofIanIunfoldedIproteinItoIprovideIinsightsIintoIearlyIfoldingI
eventsWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2008UIZYdUIeafgVgb11.5 95

177 StructureIdiscriminationIforItheIrVterminalIdomainIofItscherichiaIcoliItriggerIfactorIinIsolutionWI
JournalloflBiomolecularlNMRUI2008UIcYUIabVbY 3 14

176 StructuralIcharacterizationIofIpartiallyIfoldedIintermediatesIofIapomyoglobinIwecuWIProteinlScience
UI2008UIZfUIbZbVaZ 6.3 15

175 ThioredoxinIandIvlutaredoxinI2007UI 1

174 αMRIdetectionIofIadventitiousIxyloseIbindingItoItheIquorumVsensingIproteinISdipIofItscherichiaI
coliWIBioorganiclandlMedicinallChemistrylLettersUI2007UIZfUIeaYaVd 2.9 7

173 MechanismIofIcoupledIfoldingIandIbindingIofIanIintrinsicallyIdisorderedIproteinWINatureUI2007UIccfUIZYaZVd50.4 852

172
tmbryonicIneuralIinducingIfactorIchurchillIisInotIaIsαpVbindingIzincIfingerIproteiniIsolutionI
structureIrevealsIaIsolventVexposedIbetaVsheetIandIzincIbinuclearIclusterWIJournalloflMolecularl
BiologyUI2007UIbfZUIZafcVgh

6.5 20
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171 StructureIofItheIWilmsItumorIsuppressorIproteinIzincIfingerIdomainIboundItoIsαpWIJournallofl
MolecularlBiologyUI2007UIbfaUIZaafVcd 6.5 82

170 TailoringIrelaxationIdispersionIexperimentsIforIfastVassociatingIproteinIcomplexesWIJournalloflthel
AmericanlChemicallSocietyUI2007UIZahUIZbcYeVf 16.4 49

169 synamicsIofIxkqaIγrobedIbyIαMRWIFASEBlJournalUI2007UIaZUIpedd 0.9

168 TheIroleIofIhydrophobicIinteractionsIinIinitiationIandIpropagationIofIproteinIfoldingWIProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2006UIZYbUIZbYdfVeZ 11.5 195

167 ·ocalizationIofIsitesIofIinteractionIbetweenIpabIandIwsphYIinIsolutionWIJournalloflBiologicall
ChemistryUI2006UIagZUIZccdfVec 5.4 53

166 TheIdynamicIenergyIlandscapeIofIdihydrofolateIreductaseIcatalysisWIScienceUI2006UIbZbUIZebgVca 33.3 778

165 pnIαMRIperspectiveIonIenzymeIdynamicsWIChemicallReviewsUI2006UIZYeUIbYddVfh 68.1 369

164 αMRIsolutionIstructureIofItheIpeptideIfragmentIZVbYUIderivedIfromIunprocessedImouseIsoppelI
proteinUIinIswγrImicellesWIBiochemistryUI2006UIcdUIZdhVee 3.2 18

163 TheIreducedUIdenaturedIsomatomedinIqIdomainIofIvitronectinIrefoldsIintoIaIstableUIbiologicallyI
activeImoleculeWIBiochemistryUI2006UIcdUIbahfVbYe 3.2 11

162 StructuralIbasisIforIcooperativeItranscriptionIfactorIbindingItoItheIrqγIcoactivatorWIJournallofl
MolecularlBiologyUI2006UIbddUIZYYdVZb 6.5 144

161 StructureIofItheItscherichiaIcoliIquorumIsensingIproteinISdipiIactivationIofItheIfoldingIswitchIbyI
acylIhomoserineIlactonesWIJournalloflMolecularlBiologyUI2006UIbddUIaeaVfb 6.5 143

160 xdentificationIofInativeIandInonVnativeIstructureIinIkineticIfoldingIintermediatesIofIapomyoglobinWI
JournalloflMolecularlBiologyUI2006UIbddUIZbhVde 6.5 98

159 xnducedIfitIandIKlockIandIkeyKIrecognitionIofIdSIRαpIbyIzincIfingersIofItranscriptionIfactorIxxxpWI
JournalloflMolecularlBiologyUI2006UIbdfUIafdVhZ 6.5 60

158 SolutionIstructureIofItheIwdmaIrawarcIRxαvUIaIdomainIcriticalIforIubiquitinationIofIpdbWIJournallofl
MolecularlBiologyUI2006UIbebUIcbbVdY 6.5 101

157 pccordingItoIcurrentItextbooksUIaIwellVdefinedIthreeVdimensionalIstructureIisIaIprerequisiteIforItheI
functionIofIaIproteinWIxsIthisIcorrectnWIIUBMBlLifeUI2006UIdgUIZYfVh 4.7 18

156 rqγXpbYYITpZZIdomainIformsIaIstructuredIscaffoldIforIligandIbindingWIBiochemistryUI2005UIccUIchYVf 3.2 61

155 SolutionIstructureIofItheIαVterminalIzincIfingersIofItheIXenopusIlaevisIdoubleVstrandedI
RαpVbindingIproteinIZuaWIJournalloflMolecularlBiologyUI2005UIbdZUIfZgVbY 6.5 16

154 SequenceIdeterminantsIofIaIproteinIfoldingIpathwayWIJournalloflMolecularlBiologyUI2005UIbdZUIbgbVha 6.5 46
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153 tlucidationIofItheIproteinIfoldingIlandscapeIbyIαMRWIMethodslinlEnzymologyUI2005UIbhcUIahhVbaZ 1.7 80

152 StructureIandIuunctionIofItheIrqγXpbYYITpZIsomainsI2005UIZZcVZaY 2

151 xntrinsicallyIunstructuredIproteinsIandItheirIfunctionsWINaturelReviewslMolecularlCelllBiologyUI2005UI
eUIZhfVaYg 48.7 2985

150 venerationIofInativeVlikeIproteinIstructuresIfromIlimitedIαMRIdataUImodernIforceIfieldsIandI
advancedIconformationalIsamplingWIJournalloflBiomolecularlNMRUI2005UIbZUIdhVec 3 35

149 qackboneIandIsideIchainIZwUIZbrIandIZdαIassignmentsIforItscherichiaIcoliISdipZVZfZUItheI
autoinducerVbindingIdomainIofIaIquorumIsensingIproteinWIJournalloflBiomolecularlNMRUI2005UIbZUIbfbVc 3 6

148 sefiningItheIroleIofIactiveVsiteIloopIfluctuationsIinIdihydrofolateIreductaseIcatalysisWIProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2005UIZYaUIdYbaVf 11.5 143

147
tnhancedIpictureIofIproteinVfoldingIintermediatesIusingIorganicIsolventsIinIwXsIexchangeIandI
quenchVflowIexperimentsWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaUI2005UIZYaUIcfedVfY

11.5 52

146
xnteractionIofItheITpZZIdomainIofItheIrRtqVbindingIproteinIwithItheIactivationIdomainIofIrxTtsaiI
regulationIbyIcompetitionIbetweenIintrinsicallyIunstructuredIligandsIforInonVidenticalIbindingI
sitesWIJournalloflBiologicallChemistryUI2004UIafhUIbYcaVh

5.4 76

145 pctivationIofItheIredoxVregulatedIchaperoneIwspbbIbyIdomainIunfoldingWIJournalloflBiologicall
ChemistryUI2004UIafhUIaYdahVbg 5.4 75

144 RecognitionIofItheImRαpIpUVrichIelementIbyItheIzincIfingerIdomainIofITxSZZdWINaturelStructurall
andlMolecularlBiologyUI2004UIZZUIadfVec 17.6 280

143 sisulfideIbondingIarrangementsIinIactiveIformsIofItheIsomatomedinIqIdomainIofIhumanI
vitronectinWIBiochemistryUI2004UIcbUIedZhVbc 3.2 35

142 TheI·tuVZIhighVmobilityIgroupIdomainIundergoesIaIdisorderVtoVorderItransitionIuponIformationIofI
aIcomplexIwithIcognateIsαpWIBiochemistryUI2004UIcbUIgfadVbc 3.2 57

141 tffectIofIcofactorIbindingIandIloopIconformationIonIsideIchainImethylIdynamicsIinIdihydrofolateI
reductaseWIBiochemistryUI2004UIcbUIbfcVgb 3.2 71

140 ronformationalIchangesIinItheIactiveIsiteIloopsIofIdihydrofolateIreductaseIduringItheIcatalyticI
cycleWIBiochemistryUI2004UIcbUIZeYceVdd 3.2 103

139 UnfoldedIproteinsIandIproteinIfoldingIstudiedIbyIαMRWIChemicallReviewsUI2004UIZYcUIbeYfVaa 68.1 541

138 γackingUIspecificityUIandImutabilityIatItheIbindingIinterfaceIbetweenItheIpZeYIcoactivatorIandI
rRtqVbindingIproteinWIProteinlScienceUI2004UIZbUIaYbVZY 6.3 59

137 SolutionIstructureIofItheIzxXIdomainIofIrqγIboundItoItheItransactivationIdomainIofIcVMybWIJournall
oflMolecularlBiologyUI2004UIbbfUIdaZVbc 6.5 154

136 StructuralIcharacterizationIofIunfoldedIstatesIofIapomyoglobinIusingIresidualIdipolarIcouplingsWI
JournalloflMolecularlBiologyUI2004UIbcYUIZZbZVca 6.5 157

(2004-2005)
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135 TheIzincVdependentIredoxIswitchIdomainIofItheIchaperoneIwspbbIhasIaInovelIfoldWIJournallofl
MolecularlBiologyUI2004UIbcZUIghbVh 6.5 35

134 ZZIdomainIofIrqγiIanIunusualIzincIfingerIfoldIinIaIproteinIinteractionImoduleWIJournalloflMolecularl
BiologyUI2004UIbcbUIZYgZVhb 6.5 72

133 StructureUIdynamicsUIandIcatalyticIfunctionIofIdihydrofolateIreductaseWIAnnuallReviewloflBiophysicsl
andlBiomolecularlStructureUI2004UIbbUIZZhVcY 384

132 TheIrqγXpbYYITpZZIdomainIinIitsInativeIstateIisInotIaIbindingIpartnerIofIMsMaWIBiochemicall
JournalUI2004UIbgZUIegdVhZ 3.8 37

131 siagnosticIchemicalIshiftImarkersIforIloopIconformationIandIsubstrateIandIcofactorIbindingIinI
dihydrofolateIreductaseIcomplexesWIProteinlScienceUI2003UIZaUIaabYVg 6.3 38

130 rhangesIinIstructureIandIdynamicsIofItheIuvIfragmentIofIaIcatalyticIantibodyIuponIbindingIofI
inhibitorWIProteinlScienceUI2003UIZaUIZbgeVhc 6.3 13

129 RoleIofIaIsolventVexposedItryptophanIinItheIrecognitionIandIbindingIofIantibioticIsubstratesIforIaI
metalloVbetaVlactamaseWIProteinlScienceUI2003UIZaUIZbegVfd 6.3 53

128 StructureIofItheInuclearIfactorIp·YiIinsightsIintoIpostVtranscriptionalIregulatoryIandImRαpInuclearI
exportIprocessesWIBiochemistryUI2003UIcaUIfbcgVdf 3.2 19

127 RoleIofItheIqIhelixIinIearlyIfoldingIeventsIinIapomyoglobiniIevidenceIfromIsiteVdirectedI
mutagenesisIforInativeVlikeIlongIrangeIinteractionsWIJournalloflMolecularlBiologyUI2003UIbbcUIahbVbYf 6.5 48

126 MonomericIcomplexIofIhumanIorphanIestrogenIrelatedIreceptorVaIwithIsαpiIaIpseudoVdimerI
interfaceImediatesIextendedIhalfVsiteIrecognitionWIJournalloflMolecularlBiologyUI2003UIbafUIgZhVba 6.5 79

125 uoldingIofIaIbetaVsheetIproteinImonitoredIbyIrealVtimeIαMRIspectroscopyWIJournalloflMolecularl
BiologyUI2003UIbagUIZZeZVfZ 6.5 28

124 rouplingIofIfoldingIandIbindingIforIunstructuredIproteinsWICurrentlOpinionlinlStructurallBiologyUI
2002UIZaUIdcVeY 8.1 1121

123 MutualIsynergisticIfoldingIinIrecruitmentIofIrqγXpbYYIbyIpZeYInuclearIreceptorIcoactivatorsWI
NatureUI2002UIcZdUIdchVdb 50.4 373

122 romparisonIofIproteinIsolutionIstructuresIrefinedIbyImolecularIdynamicsIsimulationIinIvacuumUI
withIaIgeneralizedIqornImodelUIandIwithIexplicitIwaterWIJournalloflBiomolecularlNMRUI2002UIaaUIbZfVbZ 3 105

121 pssignmentIofIaIZdIksaIproteinIcomplexIformedIbetweenItheIpZeYIcoactivatorIprTRIandIrRtqI
bindingIproteinWIJournalloflBiomolecularlNMRUI2002UIaaUIbffVg 3 6

120
RolesIofIphosphorylationIandIhelixIpropensityIinItheIbindingIofItheIzxXIdomainIofIrRtqVbindingI
proteinIbyIconstitutiveIQcVMybRIandIinducibleIQrRtqRIactivatorsWIJournalloflBiologicallChemistryUI
2002UIaffUIcaacZVg

5.4 122

119 StructuralIbasisIforIwifVZIalphaIXrqγIrecognitionIinItheIcellularIhypoxicIresponseWIProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2002UIhhUIdafZVe 11.5 333

118 MolecularIhingesIinIproteinIfoldingiItheIureaVdenaturedIstateIofIapomyoglobinWIBiochemistryUI2002UI
cZUIZaegZVe 3.2 123
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117 xnsightsIintoItheIstructureIandIdynamicsIofIunfoldedIproteinsIfromInuclearImagneticIresonanceWI
AdvanceslinlProteinlChemistryUI2002UIeaUIbZZVcY 183

116 TheIapomyoglobinIfoldingIpathwayIrevisitediIstructuralIheterogeneityIinItheIkineticIburstIphaseI
intermediateWIJournalloflMolecularlBiologyUI2002UIbaaUIcgbVh 6.5 86

115
rooperativityIinItranscriptionIfactorIbindingItoItheIcoactivatorIrRtqVbindingIproteinIQrqγRWITheI
mixedIlineageIleukemiaIproteinIQM··RIactivationIdomainIbindsItoIanIallostericIsiteIonItheIzxXI
domainWIJournalloflBiologicallChemistryUI2002UIaffUIcbZegVfc

5.4 139

114 MappingIlongVrangeIcontactsIinIaIhighlyIunfoldedIproteinWIJournalloflMolecularlBiologyUI2002UIbaaUIeddVea6.5 130

113 SpαtIQStructureIpssistedIαβtItvaluationRiIanIautomatedImodelVbasedIapproachIforIαβtI
assignmentWIJournalloflBiomolecularlNMRUI2001UIZhUIbaZVh 3 105

112 γotentialIbiasIinIαMRIrelaxationIdataIintroducedIbyIpeakIintensityIanalysisIandIcurveIfittingI
methodsWIJournalloflBiomolecularlNMRUI2001UIaZUIZVh 3 42

111 venomicVscaleIcomparisonIofIsequenceVIandIstructureVbasedImethodsIofIfunctionIpredictioniIdoesI
structureIprovideIadditionalIinsightnWIProteinlScienceUI2001UIZYUIZYYdVZc 6.3 64

110 TwoIdifferentIneurodegenerativeIdiseasesIcausedIbyIproteinsIwithIsimilarIstructuresWIProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2001UIhgUIabdaVf 11.5 134

109 StructuralIandIdynamicIcharacterizationIofIanIunfoldedIstateIofIpoplarIapoVplastocyaninIformedI
underInondenaturingIconditionsWIProteinlScienceUI2001UIZYUIZYdeVee 6.3 75

108 αMRIstructuralIandIdynamicIcharacterizationIofItheIacidVunfoldedIstateIofIapomyoglobinIprovidesI
insightsIintoItheIearlyIeventsIinIproteinIfoldingWIBiochemistryUI2001UIcYUIbdeZVfZ 3.2 203

107 qackboneIdynamicsIinIdihydrofolateIreductaseIcomplexesiIroleIofIloopIflexibilityIinItheIcatalyticI
mechanismWIBiochemistryUI2001UIcYUIhgceVdh 3.2 226

106 αuclearImagneticIresonanceImethodsIforIelucidationIofIstructureIandIdynamicsIinIdisorderedI
statesWIMethodslinlEnzymologyUI2001UIbbhUIadgVfY 1.7 137

105 SequenceVdependentIcorrectionIofIrandomIcoilIαMRIchemicalIshiftsWIJournalloflthelAmericanl
ChemicallSocietyUI2001UIZabUIahfYVg 16.4 509

104 SolutionIstructureIofItscherichiaIcoliIglutaredoxinVaIshowsIsimilarityItoImammalianI
glutathioneVSVtransferasesWIJournalloflMolecularlBiologyUI2001UIbZYUIhYfVZg 6.5 67

103
SolutionIstructureIofItheIthirdIimmunoglobulinIdomainIofItheIneuralIcellIadhesionImoleculeI
αVrpMiIcanIsolutionIstudiesIdefineItheImechanismIofIhomophilicIbindingnWIJournalloflMolecularl
BiologyUI2001UIbZZUIZeZVfa

6.5 23

102 ronformationalIandIdynamicIcharacterizationIofItheImoltenIglobuleIstateIofIanIapomyoglobinI
mutantIwithIanIalteredIfoldingIpathwayWIBiochemistryUI2001UIcYUIZccdhVef 3.2 43

101 ·ocalIstructuralIplasticityIofItheIprionIproteinWIpnalysisIofIαMRIrelaxationIdynamicsWIBiochemistryUI
2001UIcYUIafcbVdb 3.2 164

100 pmideIprotonIhydrogenIexchangeIratesIforIspermIwhaleImyoglobinIobtainedIfromIZdαVZwIαMRI
spectraWIProteinlScienceUI2000UIhUIZgeVhb 6.3 18

(2000-2002)

11



99 ronservationIofIfoldingIpathwaysIinIevolutionarilyIdistantIglobinIsequencesWINaturelStructurall
BiologyUI2000UIfUIefhVge 88

98 qackboneIwQαRUIαUIralphaUIrPIandIrbetaIassignmentsIofItheIZhIksaIswuRXαpsγwIcomplexIatIhI
degreesIrIandIpwIfWeWIJournalloflBiomolecularlNMRUI2000UIZeUIbchVdY 3 3

97 pssignmentIofIZwUIZbrIandIZdαIresonancesIofItheIxVdomainIofIhumanIleukocyteIfunctionI
associatedIantigenVZWIJournalloflBiomolecularlNMRUI2000UIZeUIafZVa 3 6

96 RandomIcoilIchemicalIshiftsIinIacidicIgIMIureaiIimplementationIofIrandomIcoilIshiftIdataIinI
αMRViewWIJournalloflBiomolecularlNMRUI2000UIZgUIcbVg 3 258

95
MolecularIbasisIforImodulationIofIbiologicalIfunctionIbyIalternateIsplicingIofItheIWilmsPItumorI
suppressorIproteinWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI
2000UIhfUIZZhbaVd

11.5 103

94 sαpVinducedIalphaVhelixIcappingIinIconservedIlinkerIsequencesIisIaIdeterminantIofIbindingIaffinityI
inIrysQaRVwisQaRIzincIfingersWIJournalloflMolecularlBiologyUI2000UIahdUIfZhVaf 6.5 129

93 αMRIsolutionIstructureIofItheIinsertedIdomainIofIhumanIleukocyteIfunctionIassociatedIantigenVZWI
JournalloflMolecularlBiologyUI2000UIahdUIZadZVec 6.5 65

92 SolutionIstructureIofItheIcysteineVrichIdomainIofItheItscherichiaIcoliIchaperoneIproteinIsnayWI
JournalloflMolecularlBiologyUI2000UIbYYUIgYdVZg 6.5 102

91 tfficientIinhibitionIofItscherichiaIcoliIRαpIpolymeraseIbyItheIbacteriophageITcIpsipIproteinI
requiresIthatIpsipIbindsIfirstItoIfreeIsigmafYWIJournalloflMolecularlBiologyUI2000UIbYcUIfbZVh 6.5 52

90 SolutionIstructureIofItheITpZaIQrwbRIdomainIofItheItranscriptionalIadaptorIproteinIrqγWIJournallofl
MolecularlBiologyUI2000UIbYbUIacbVdb 6.5 101

89 SolutionIstructureIandIacetylVlysineIbindingIactivityIofItheIvrαdIbromodomainWIJournallofl
MolecularlBiologyUI2000UIbYcUIbddVfY 6.5 135

88 xdentificationIofItheIregionsIinvolvedIinIsαpIbindingIbyItheImouseIγtqγaalphaIproteinWIFEBSl
LettersUI2000UIcfYUIZadVbY 3.8 14

87 synamicsIofItheImetalloVbetaVlactamaseIfromIqacteroidesIfragilisIinItheIpresenceIandIabsenceIofIaI
tightVbindingIinhibitorWIBiochemistryUI2000UIbhUIZbbdeVec 3.2 53

86 plternativeIsplicingIofIWilmsPItumorIsuppressorIproteinImodulatesIsαpIbindingIactivityIthroughI
isoformVspecificIsαpVinducedIconformationalIchangesWIBiochemistryUI2000UIbhUIdbcZVg 3.2 50

85 rhangesIinItheIapomyoglobinIfoldingIpathwayIcausedIbyImutationIofItheIdistalIhistidineIresidueWI
BiochemistryUI2000UIbhUIZZaafVbf 3.2 62

84 αativeIandInonVnativeIsecondaryIstructureIandIdynamicsIinItheIpwIcIintermediateIofI
apomyoglobinWIBiochemistryUI2000UIbhUIaghcVhYZ 3.2 116

83 κuenchVflowIexperimentsIcombinedIwithImassIspectrometryIshowIapomyoglobinIfoldsIthroughI
andIobligatoryIintermediateWIProteinlScienceUI1999UIgUIcdVh 6.3 80

82 ropperIbindingItoItheIprionIproteiniIstructuralIimplicationsIofIfourIidenticalIcooperativeIbindingI
sitesWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI1999UIheUIaYcaVf 11.5 485
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81 rharacterizationIofImonomericIandIdimericIqIdomainIofIStaphylococcalIproteinIpWIChemicallBiologyl
andlDruglDesignUI1999UIdcUIbccVda 4

80 xnherentIflexibilityIinIaIpotentIinhibitorIofIbloodIcoagulationUIrecombinantInematodeIanticoagulantI
proteinIcaWIFEBSlJournalUI1999UIaedUIdbhVcg 36

79 qackboneIresonanceIassignmentsIforItheIuvIfragmentIofItheIcatalyticIantibodyIαγαcbrhIwithI
boundIpVnitrophenolWIJournalloflBiomolecularlNMRUI1999UIZdUIgbVc 3 4

78 xmprovedIlowIpwIbicelleIsystemIforIorientingImacromoleculesIoverIaIwideItemperatureIrangeWI
JournalloflBiomolecularlNMRUI1999UIZbUIbgfVhZ 3 77

77 pssignmentIofIZwUIZbrUIandIZdαIresonancesIofIreducedItscherichiaIcoliIglutaredoxinIaWIJournallofl
BiomolecularlNMRUI1999UIZcUIZhfVg 3 2

76 pssociationIbetweenItheIfirstItwoIimmunoglobulinVlikeIdomainsIofItheIneuralIcellIadhesionI
moleculeIαVrpMWIFEBSlLettersUI1999UIcdZUIZeaVg 3.8 25

75 αMRIcharacterizationIofItheImetalloVbetaVlactamaseIfromIqacteroidesIfragilisIandIitsIinteractionI
withIaItightVbindingIinhibitoriIroleIofIanIactiveVsiteIloopWIBiochemistryUI1999UIbgUIZcdYfVZc 3.2 99

74 tffectIofIwIhelixIdestabilizingImutationsIonItheIkineticIandIequilibriumIfoldingIofIapomyoglobinWI
JournalloflMolecularlBiologyUI1999UIagdUIaehVga 6.5 72

73
StructuralIanalysesIofIrRtqVrqγItranscriptionalIactivatorVcoactivatorIcomplexesIbyIαMRI
spectroscopyiIimplicationsIforImappingItheIboundariesIofIstructuralIdomainsWIJournalloflMolecularl
BiologyUI1999UIagfUIgdhVed

6.5 66

72 xntrinsicallyIunstructuredIproteinsiIreVassessingItheIproteinIstructureVfunctionIparadigmWIJournallofl
MolecularlBiologyUI1999UIahbUIbaZVbZ 6.5 2343

71 pIαβtSYVwSκrIsimulationIprogramUISγxRxTWIJournalloflBiomolecularlNMRUI1998UIZZUIZfVah 3 15

70 ZwUIZbrIandIZdαIαMRIbackboneIassignmentsIofIadWdIksaImetalloVbetaVlactamaseIfromIqacteroidesI
fragilisWIJournalloflBiomolecularlNMRUI1998UIZaUIaYZVa 3 5

69 StructuralIandIdynamicIcharacterizationIofIpartiallyIfoldedIstatesIofIapomyoglobinIandIimplicationsI
forIproteinIfoldingWINaturelStructurallBiologyUI1998UIdUIZcgVdd 318

68 tquilibriumIαMRIstudiesIofIunfoldedIandIpartiallyIfoldedIproteinsWINaturelStructurallBiologyUI1998UI
dISupplUIchhVdYb 169

67 SequenceIrequirementsIforIstabilizationIofIaIpeptideIreverseIturnIinIwaterIsolutionVVprolineIisInotI
essentialIforIstabilityWIFEBSlJournalUI1998UIaddUIceaVfZ 22

66 αMRIcharacterizationIofIaIsingleVcysteineImutantIofItscherichiaIcoliIthioredoxinIandIaIcovalentI
thioredoxinVpeptideIcomplexWIFEBSlJournalUI1998UIadfUIahhVbYg 14

65 TheIidentificationIofImetalVbindingIligandIresiduesIinImetalloproteinsIusingInuclearImagneticI
resonanceIspectroscopyWIProteinlScienceUI1998UIfUIacfeVh 6.3 5

64 ronformationalIpreferencesIinItheISerZbbVphosphorylatedIandInonVphosphorylatedIformsIofItheI
kinaseIinducibleItransactivationIdomainIofIrRtqWIFEBSlLettersUI1998UIcbYUIbZfVaa 3.8 125

(1998-1999)
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63 ralculationsIofIelectrostaticIinteractionsIandIpzasIinItheIactiveIsiteIofItscherichiaIcoliIthioredoxinWI
BiochemistryUI1998UIbfUIZYahgVbYe 3.2 76

62
vlycosylationIofIThreonineIofItheIRepeatingIUnitIofIRαpIγolymeraseIxxIwithI˛†V·inkedI
αVpcetylglucosameI·eadsItoIaITurnlikeIStructureWIJournalloflthelAmericanlChemicallSocietyUI1998UI
ZaYUIZZdefVZZdfd

16.4 73

61 wighVresolutionIsolutionIstructureIofItheIretinoidIXIreceptorIsαpVbindingIdomainWIJournallofl
MolecularlBiologyUI1998UIagZUIafZVgc 6.5 54

60 sαpVinducedIconformationalIchangesIareItheIbasisIforIcooperativeIdimerizationIbyItheIsαpI
bindingIdomainIofItheIretinoidIXIreceptorWIJournalloflMolecularlBiologyUI1998UIagcUIdbbVh 6.5 62

59
StructureIofItheIrecombinantIfullVlengthIhamsterIprionIproteinIγrγQahVabZRiItheIαIterminusIisI
highlyIflexibleWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI
1997UIhcUIZbcdaVf

11.5 626

58
tffectsIofIburiedIchargedIgroupsIonIcysteineIthiolIionizationIandIreactivityIinItscherichiaIcoliI
thioredoxiniIstructuralIandIfunctionalIcharacterizationIofImutantsIofIpspIaeIandI·ysIdfWI
BiochemistryUI1997UIbeUIaeaaVbe

3.2 176

57 rontributionIofIincreasedIlengthIandIintactIcappingIsequencesItoItheIconformationalIpreferenceI
forIhelixIinIaIbZVresidueIpeptideIfromItheIrIterminusIofImyohemerythrinWIBiochemistryUI1997UIbeUIdabcVcc3.2 41

56 StructureVbasedIdesignIofIaIconstrainedIpeptideImimicIofItheIwxVVZIVbIloopIneutralizationIsiteWI
JournalloflMolecularlBiologyUI1997UIaeeUIbZVh 6.5 72

55 SolutionIstructureIofItheIzxXIdomainIofIrqγIboundItoItheItransactivationIdomainIofIrRtqiIaImodelI
forIactivatoricoactivatorIinteractionsWICellUI1997UIhZUIfcZVda 56.2 648

54 γopulatingItheIequilibriumImoltenIglobuleIstateIofIapomyoglobinIunderIconditionsIsuitableIforI
structuralIcharacterizationIbyIαMRWIFEBSlLettersUI1997UIcZfUIhaVe 3.8 47

53 rhemicalIshiftIdispersionIandIsecondaryIstructureIpredictionIinIunfoldedIandIpartlyIfoldedI
proteinsWIFEBSlLettersUI1997UIcZhUIagdVh 3.8 121

52 γrRVbasedIgeneIsynthesisIandIproteinIαMRIspectroscopyWIStructureUI1997UIdUIZcYfVZa 5.2 21

51 uoldingIpropensitiesIofIpeptideIfragmentsIofImyoglobinWIProteinlScienceUI1997UIeUIfYeVZe 6.3 76

50 pbsenceIofIaIstableIintermediateIonItheIfoldingIpathwayIofIproteinIpWIProteinlScienceUI1997UIeUIZcchVdf 6.3 113

49 ReplacementIofITrpagIinItscherichiaIcoliIthioredoxinIbyIsiteVdirectedImutagenesisIaffectsI
thermodynamicIstabilityIbutInotIfunctionWIJournalloflBiologicallChemistryUI1996UIafZUIbYhZVe 5.4 24

48 xnsightsIintoIproteinIfoldingIfromIαMRWIAnnuallReviewloflPhysicallChemistryUI1996UIcfUIbehVhd 15.7 137

47 αMRIsolutionIstructureIofIruQxRIrusticyaninIfromIThiobacillusIferrooxidansiIstructuralIbasisIforItheI
extremeIacidIstabilityIandIredoxIpotentialWIJournalloflMolecularlBiologyUI1996UIaebUIfdaVef 6.5 85

46 veneIsynthesisUIhighVlevelIexpressionIandIassignmentIofIbackboneIZdαIandIZbrIresonancesIofI
soybeanIleghemoglobinWIFEBSlLettersUI1996UIbhhUIagbVh 3.8 9
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45 sirectImeasurementIofItheIasparticIacidIaeIpzaIforIreducedItscherichiaIcoliIthioredoxinIbyIZbrI
αMRWIBiochemistryUI1996UIbdUIZVe 3.2 69

44 SolutionIconformationIofIanIimmunogenicIpeptideIderivedIfromItheIprincipalIneutralizingI
determinantIofItheIwxVVaIenvelopeIglycoproteinIgpZadWIFoldinglslDesignUI1996UIZUIZdfVed 8

43 ZwUIZbrIandIZdαIchemicalIshiftIreferencingIinIbiomolecularIαMRWIJournalloflBiomolecularlNMRUI
1995UIeUIZbdVcY 3 2054

42 PRandomIcoilPIZwIchemicalIshiftsIobtainedIasIaIfunctionIofItemperatureIandItrifluoroethanolI
concentrationIforItheIpeptideIseriesIvvXvvWIJournalloflBiomolecularlNMRUI1995UIdUIZcVac 3 453

41 pntigenicIpeptidesWIFASEBlJournalUI1995UIhUIbfVca 0.9 89

40 setectionIofIaIcatalyticIantibodyIspeciesIacylatedIatItheIactiveIsiteIbyIelectrosprayImassI
spectrometryWIBiochemistryUI1995UIbcUIfaYVb 3.2 39

39 romparisonIofItheIhydrogenVexchangeIbehaviorIofIreducedIandIoxidizedItscherichiaIcoliI
thioredoxinWIBiochemistryUI1995UIbcUIeZZVh 3.2 59

38 γrotonIsharingIbetweenIcysteineIthiolsIinItscherichiaIcoliIthioredoxiniIimplicationsIforItheI
mechanismIofIproteinIdisulfideIreductionWIBiochemistryUI1995UIbcUIZYZYZVd 3.2 93

37 rompleteIZbrIassignmentsIforIrecombinantIruQxRIrusticyaninWIγredictionIofIsecondaryIstructureI
fromIpatternsIofIchemicalIshiftsWIFEBSlLettersUI1995UIbedUIbdVcZ 3.8 6

36 veneIsynthesisUIhighVlevelIexpressionUIandImutagenesisIofIThiobacillusIferrooxidansIrusticyaniniIwisI
gdIisIaIligandItoItheIblueIcopperIcenterWIBiochemistryUI1995UIbcUIeecYVg 3.2 59
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