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156 SolutionIstructureIofItscherichiaIcoliIglutaredoxinVaIshowsIsimilarityItoImammalianI
glutathioneVSVtransferasesWIJournalloflMolecularlBiologyUI2001UIbZYUIhYfVZg 6.5 67

155 γrotonVtransferIeffectsIinItheIactiveVsiteIregionIofItscherichiaIcoliIthioredoxinIusingI
twoVdimensionalIZwIαMRWIBiochemistryUI1991UIbYUIcaeaVg 3.2 67

154
StructuralIanalysesIofIrRtqVrqγItranscriptionalIactivatorVcoactivatorIcomplexesIbyIαMRI
spectroscopyiIimplicationsIforImappingItheIboundariesIofIstructuralIdomainsWIJournalloflMolecularl
BiologyUI1999UIagfUIgdhVed

6.5 66
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153 αMRIsolutionIstructureIofItheIinsertedIdomainIofIhumanIleukocyteIfunctionIassociatedIantigenVZWI
JournalloflMolecularlBiologyUI2000UIahdUIZadZVec 6.5 65

152 venomicVscaleIcomparisonIofIsequenceVIandIstructureVbasedImethodsIofIfunctionIpredictioniIdoesI
structureIprovideIadditionalIinsightnWIProteinlScienceUI2001UIZYUIZYYdVZc 6.3 64

151 rhangesIinItheIapomyoglobinIfoldingIpathwayIcausedIbyImutationIofItheIdistalIhistidineIresidueWI
BiochemistryUI2000UIbhUIZZaafVbf 3.2 62

150 sαpVinducedIconformationalIchangesIareItheIbasisIforIcooperativeIdimerizationIbyItheIsαpI
bindingIdomainIofItheIretinoidIXIreceptorWIJournalloflMolecularlBiologyUI1998UIagcUIdbbVh 6.5 62

149 rqγXpbYYITpZZIdomainIformsIaIstructuredIscaffoldIforIligandIbindingWIBiochemistryUI2005UIccUIchYVf 3.2 61

148 RolesIofIintrinsicIdisorderIinIproteinVnucleicIacidIinteractionsWIMolecularlBioSystemsUI2012UIgUIhfVZYc 60

147 xnducedIfitIandIKlockIandIkeyKIrecognitionIofIdSIRαpIbyIzincIfingersIofItranscriptionIfactorIxxxpWI
JournalloflMolecularlBiologyUI2006UIbdfUIafdVhZ 6.5 60

146 γackingUIspecificityUIandImutabilityIatItheIbindingIinterfaceIbetweenItheIpZeYIcoactivatorIandI
rRtqVbindingIproteinWIProteinlScienceUI2004UIZbUIaYbVZY 6.3 59

145 romparisonIofItheIhydrogenVexchangeIbehaviorIofIreducedIandIoxidizedItscherichiaIcoliI
thioredoxinWIBiochemistryUI1995UIbcUIeZZVh 3.2 59

144 veneIsynthesisUIhighVlevelIexpressionUIandImutagenesisIofIThiobacillusIferrooxidansIrusticyaniniIwisI
gdIisIaIligandItoItheIblueIcopperIcenterWIBiochemistryUI1995UIbcUIeecYVg 3.2 59

143 synamicIxnteractionIofIwsphYIwithIxtsIrlientIγroteinIpdbWIJournalloflMolecularlBiologyUI2011UIcZZUIZdgVfb6.5 58

142 TheI·tuVZIhighVmobilityIgroupIdomainIundergoesIaIdisorderVtoVorderItransitionIuponIformationIofI
aIcomplexIwithIcognateIsαpWIBiochemistryUI2004UIcbUIgfadVbc 3.2 57

141
RecognitionIofItheIdisorderedIpdbItransactivationIdomainIbyItheItranscriptionalIadapterIzincIfingerI
domainsIofIrRtqVbindingIproteinWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaUI2016UIZZbUItZgdbVea

11.5 56

140 ·ocalizedIstructuralIfluctuationsIpromoteIamyloidogenicIconformationsIinItransthyretinWIJournallofl
MolecularlBiologyUI2013UIcadUIhffVgg 6.5 56

139 TransferIofIflexibilityIbetweenIankyrinIrepeatsIinIxkappaqSIuponIformationIofItheIαuVkappaqI
complexWIJournalloflMolecularlBiologyUI2008UIbgYUIhZfVbZ 6.5 56

138 MakingISenseIofIxntrinsicallyIsisorderedIγroteinsWIBiophysicallJournalUI2016UIZZYUIZYZbVe 2.9 55

137 wighVresolutionIsolutionIstructureIofItheIretinoidIXIreceptorIsαpVbindingIdomainWIJournallofl
MolecularlBiologyUI1998UIagZUIafZVgc 6.5 54

136 ·ocalizationIofIsitesIofIinteractionIbetweenIpabIandIwsphYIinIsolutionWIJournalloflBiologicall
ChemistryUI2006UIagZUIZccdfVec 5.4 53

(2006-2000)
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135 RoleIofIaIsolventVexposedItryptophanIinItheIrecognitionIandIbindingIofIantibioticIsubstratesIforIaI
metalloVbetaVlactamaseWIProteinlScienceUI2003UIZaUIZbegVfd 6.3 53

134 synamicsIofItheImetalloVbetaVlactamaseIfromIqacteroidesIfragilisIinItheIpresenceIandIabsenceIofIaI
tightVbindingIinhibitorWIBiochemistryUI2000UIbhUIZbbdeVec 3.2 53

133
tnhancedIpictureIofIproteinVfoldingIintermediatesIusingIorganicIsolventsIinIwXsIexchangeIandI
quenchVflowIexperimentsWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaUI2005UIZYaUIcfedVfY

11.5 52

132 tfficientIinhibitionIofItscherichiaIcoliIRαpIpolymeraseIbyItheIbacteriophageITcIpsipIproteinI
requiresIthatIpsipIbindsIfirstItoIfreeIsigmafYWIJournalloflMolecularlBiologyUI2000UIbYcUIfbZVh 6.5 52

131
γolypeptideIbackboneIresonanceIassignmentsIandIsecondaryIstructureIofIqacillusIsubtilisIenzymeI
xxxglcIdeterminedIbyItwoVdimensionalIandIthreeVdimensionalIheteronuclearIαMRIspectroscopyWI
BiochemistryUI1991UIbYUIegheVhYf

3.2 52

130 ronformationalIrelaxationIfollowingIhydrideItransferIplaysIaIlimitingIroleIinIdihydrofolateI
reductaseIcatalysisWIBiochemistryUI2008UIcfUIhaafVbb 3.2 50

129 plternativeIsplicingIofIWilmsPItumorIsuppressorIproteinImodulatesIsαpIbindingIactivityIthroughI
isoformVspecificIsαpVinducedIconformationalIchangesWIBiochemistryUI2000UIbhUIdbcZVg 3.2 50

128 γrionIproteinsIwithIpathogenicIandIprotectiveImutationsIshowIsimilarIstructureIandIdynamicsWI
BiochemistryUI2009UIcgUIgZaYVg 3.2 49

127 TailoringIrelaxationIdispersionIexperimentsIforIfastVassociatingIproteinIcomplexesWIJournalloflthel
AmericanlChemicallSocietyUI2007UIZahUIZbcYeVf 16.4 49

126 RoleIofItheIqIhelixIinIearlyIfoldingIeventsIinIapomyoglobiniIevidenceIfromIsiteVdirectedI
mutagenesisIforInativeVlikeIlongIrangeIinteractionsWIJournalloflMolecularlBiologyUI2003UIbbcUIahbVbYf 6.5 48

125 xdentificationIofIrysaddIinIwxuVZ˛–IasIaInovelIsiteIforIdevelopmentIofIcovalentIinhibitorsIofI
wxuVZ˛–XpRαTIγasqIdomainIproteinVproteinIinteractionWIProteinlScienceUI2012UIaZUIZggdVhe 6.3 47

124 γopulatingItheIequilibriumImoltenIglobuleIstateIofIapomyoglobinIunderIconditionsIsuitableIforI
structuralIcharacterizationIbyIαMRWIFEBSlLettersUI1997UIcZfUIhaVe 3.8 47

123 SequenceIdeterminantsIofIaIproteinIfoldingIpathwayWIJournalloflMolecularlBiologyUI2005UIbdZUIbgbVha 6.5 46

122 TheIintrinsicallyIdisorderedIRαRIinhibitorISmlZIisIaIdynamicIdimerWIBiochemistryUI2008UIcfUIZbcagVbf 3.2 45

121 ronformationalIandIdynamicIcharacterizationIofItheImoltenIglobuleIstateIofIanIapomyoglobinI
mutantIwithIanIalteredIfoldingIpathwayWIBiochemistryUI2001UIcYUIZccdhVef 3.2 43

120 TheIhighVriskIwγVZeItfIoncoproteinImediatesIinteractionIbetweenItheItranscriptionalIcoactivatorI
rqγIandItheIretinoblastomaIproteinIpRbWIJournalloflMolecularlBiologyUI2014UIcaeUIcYbYVcYcg 6.5 42

119 γotentialIbiasIinIαMRIrelaxationIdataIintroducedIbyIpeakIintensityIanalysisIandIcurveIfittingI
methodsWIJournalloflBiomolecularlNMRUI2001UIaZUIZVh 3 42

118 ·ongVrangeIregulationIofIpdbIsαpIbindingIbyIitsIintrinsicallyIdisorderedIαVterminalItransactivationI
domainWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2018UIZZdUItZZbYaVtZZbZY11.5 42
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117 rontributionIofIincreasedIlengthIandIintactIcappingIsequencesItoItheIconformationalIpreferenceI
forIhelixIinIaIbZVresidueIpeptideIfromItheIrIterminusIofImyohemerythrinWIBiochemistryUI1997UIbeUIdabcVcc3.2 41

116 γredictionIofItheIrotationalItumblingItimeIforIproteinsIwithIdisorderedIsegmentsWIJournalloflthel
AmericanlChemicallSocietyUI2009UIZbZUIegZcVaZ 16.4 39

115 setectionIofIaIcatalyticIantibodyIspeciesIacylatedIatItheIactiveIsiteIbyIelectrosprayImassI
spectrometryWIBiochemistryUI1995UIbcUIfaYVb 3.2 39

114 TheIsependenceIofIrarbohydrateVpromaticIxnteractionIStrengthsIonItheIStructureIofItheI
rarbohydrateWIJournalloflthelAmericanlChemicallSocietyUI2016UIZbgUIfebeVcg 16.4 38

113 siagnosticIchemicalIshiftImarkersIforIloopIconformationIandIsubstrateIandIcofactorIbindingIinI
dihydrofolateIreductaseIcomplexesWIProteinlScienceUI2003UIZaUIaabYVg 6.3 38

112
rofactorVMediatedIronformationalIsynamicsIγromoteIγroductIReleaseIuromItscherichiaIcoliI
sihydrofolateIReductaseIviaIanIpllostericIγathwayWIJournalloflthelAmericanlChemicallSocietyUI2015UI
ZbfUIhcdhVeg

16.4 37

111 TheIrqγXpbYYITpZZIdomainIinIitsInativeIstateIisInotIaIbindingIpartnerIofIMsMaWIBiochemicall
JournalUI2004UIbgZUIegdVhZ 3.8 37

110 xnherentIflexibilityIinIaIpotentIinhibitorIofIbloodIcoagulationUIrecombinantInematodeIanticoagulantI
proteinIcaWIFEBSlJournalUI1999UIaedUIdbhVcg 36

109 RoleIofIdisorderIinIx˛”qVαu˛”qIinteractionWIIUBMBlLifeUI2012UIecUIchhVdYd 4.7 35

108 sisulfideIbondingIarrangementsIinIactiveIformsIofItheIsomatomedinIqIdomainIofIhumanI
vitronectinWIBiochemistryUI2004UIcbUIedZhVbc 3.2 35

107 TheIzincVdependentIredoxIswitchIdomainIofItheIchaperoneIwspbbIhasIaInovelIfoldWIJournallofl
MolecularlBiologyUI2004UIbcZUIghbVh 6.5 35

106 venerationIofInativeVlikeIproteinIstructuresIfromIlimitedIαMRIdataUImodernIforceIfieldsIandI
advancedIconformationalIsamplingWIJournalloflBiomolecularlNMRUI2005UIbZUIdhVec 3 35

105 pssignmentIofItheIZdαIαMRIspectraIofIreducedIandIoxidizedItscherichiaIcoliIthioredoxinWIFEBSl
LettersUI1991UIagcUIZfgVgb 3.8 35

104 StructuralIdifferencesIbetweenIoxidizedIandIreducedIthioredoxinImonitoredIbyItwoVdimensionalI
ZwIαMRIspectroscopyWIFEBSlLettersUI1988UIaagUIadcVg 3.8 35

103 RoleIofItheIrqγIcatalyticIcoreIinIintramolecularISUMβylationIandIcontrolIofIhistoneIwbIacetylationWI
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2017UIZZcUItdbbdVtdbca11.5 33

102 sifferentialISideIrhainIwydrationIinIaI·inearIγeptideIrontainingIaITypeIVxITurnWIJournalloflthel
AmericanlChemicallSocietyUI1994UIZZeUIZaYdZVZaYda 16.4 33

101 tffectIofIdisulfideIbridgeIformationIonItheIαMRIspectrumIofIaIproteiniIstudiesIonIoxidizedIandI
reducedItscherichiaIcoliIthioredoxinWIJournalloflBiomolecularlNMRUI1994UIcUIcZZVba 3 29

100 wowIsoesIYourIγroteinIuoldnItlucidatingItheIppomyoglobinIuoldingIγathwayWIAccountsloflChemicall
ResearchUI2017UIdYUIZYdVZZZ 24.3 28

(2017-1997)
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99 TheIRelpInuclearIlocalizationIsignalIfoldsIuponIbindingItoIx˛”q˛–WIJournalloflMolecularlBiologyUI2011UI
cYdUIfdcVec 6.5 28

98 uoldingIofIaIbetaVsheetIproteinImonitoredIbyIrealVtimeIαMRIspectroscopyWIJournalloflMolecularl
BiologyUI2003UIbagUIZZeZVfZ 6.5 28

97 ·eueagIofItheIzxXIdomainIofIrqγIisIaIkeyIresidueIforItheIinteractionIwithItheIM··ItransactivationI
domainWIFEBSlLettersUI2010UIdgcUIcdYYVc 3.8 26

96 qindingIofIhaptenItoIaIsingleVchainIcatalyticIantibodyIdemonstratedIbyIelectrosprayImassI
spectrometryWIJournalloflthelAmericanlChemicallSocietyUI1994UIZZeUIfhbfVfhbg 16.4 26

95 xnteractionIofItheIxkappaqalphaIrVterminalIγtSTIsequenceIwithIαuVkappaqiIinsightsIintoItheI
inhibitionIofIαuVkappaqIsαpIbindingIbyIxkappaqalphaWIJournalloflMolecularlBiologyUI2009UIbggUIgacVbg 6.5 25

94 pssociationIbetweenItheIfirstItwoIimmunoglobulinVlikeIdomainsIofItheIneuralIcellIadhesionI
moleculeIαVrpMWIFEBSlLettersUI1999UIcdZUIZeaVg 3.8 25

93 ReplacementIofITrpagIinItscherichiaIcoliIthioredoxinIbyIsiteVdirectedImutagenesisIaffectsI
thermodynamicIstabilityIbutInotIfunctionWIJournalloflBiologicallChemistryUI1996UIafZUIbYhZVe 5.4 24

92 TheIkineticIandIequilibriumImoltenIglobuleIintermediatesIofIapoleghemoglobinIdifferIinIstructureWI
JournalloflMolecularlBiologyUI2008UIbfgUIfZdVad 6.5 23

91
SolutionIstructureIofItheIthirdIimmunoglobulinIdomainIofItheIneuralIcellIadhesionImoleculeI
αVrpMiIcanIsolutionIstudiesIdefineItheImechanismIofIhomophilicIbindingnWIJournalloflMolecularl
BiologyUI2001UIbZZUIZeZVfa

6.5 23

90 SequenceIrequirementsIforIstabilizationIofIaIpeptideIreverseIturnIinIwaterIsolutionVVprolineIisInotI
essentialIforIstabilityWIFEBSlJournalUI1998UIaddUIceaVfZ 22

89 uunctionalIimportanceIofIstrippingIinIαu˛”qIsignalingIrevealedIbyIaIstrippingVimpairedIx˛”q˛–ImutantWI
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2017UIZZcUIZhZeVZhaZ 11.5 21

88 uunctionalIdynamicsIofItheIfoldedIankyrinIrepeatsIofIxIkappaIqIalphaIrevealedIbyInuclearImagneticI
resonanceWIBiochemistryUI2009UIcgUIgYabVbZ 3.2 21

87 γrRVbasedIgeneIsynthesisIandIproteinIαMRIspectroscopyWIStructureUI1997UIdUIZcYfVZa 5.2 21

86 αMRIilluminatesIintrinsicIdisorderWICurrentlOpinionlinlStructurallBiologyUI2021UIfYUIccVda 8.1 21

85 SlowIsynamicsIofITryptophanVWaterIαetworksIinIγroteinsWIJournalloflthelAmericanlChemicallSociety
UI2018UIZcYUIefdVega 16.4 20

84 γerspectiveiItheIessentialIroleIofIαMRIinItheIdiscoveryIandIcharacterizationIofIintrinsicallyI
disorderedIproteinsWIJournalloflBiomolecularlNMRUI2019UIfbUIedZVedh 3 20

83
setectionIofIaIternaryIcomplexIofIαuVkappaqIandIxkappaqalphaIwithIsαpIprovidesIinsightsIintoI
howIxkappaqalphaIremovesIαuVkappaqIfromItranscriptionIsitesWIProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2011UIZYgUIZbefVfa

11.5 20

82
tmbryonicIneuralIinducingIfactorIchurchillIisInotIaIsαpVbindingIzincIfingerIproteiniIsolutionI
structureIrevealsIaIsolventVexposedIbetaVsheetIandIzincIbinuclearIclusterWIJournalloflMolecularl
BiologyUI2007UIbfZUIZafcVgh

6.5 20
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81 RoleIofIqackboneIsynamicsIinIModulatingItheIxnteractionsIofIsisorderedI·igandsIwithItheITpZZI
somainIofItheIrRtqVqindingIγroteinWIBiochemistryUI2019UIdgUIZbdcVZbea 3.2 20

80 sefiningItheIStructuralIqasisIforIpllostericIγroductIReleaseIfromItWIcoliIsihydrofolateIReductaseI
UsingIαMRIRelaxationIsispersionWIJournalloflthelAmericanlChemicallSocietyUI2017UIZbhUIZZabbVZZacY 16.4 19

79 StructureIofItheInuclearIfactorIp·YiIinsightsIintoIpostVtranscriptionalIregulatoryIandImRαpInuclearI
exportIprocessesWIBiochemistryUI2003UIcaUIfbcgVdf 3.2 19

78 pntigenVantibodyIinteractionsiIanIαMRIapproachWIBiochemicallPharmacologyUI1990UIcYUIgbVg 6 19

77 pmideIprotonIhydrogenIexchangeIratesIforIspermIwhaleImyoglobinIobtainedIfromIZdαVZwIαMRI
spectraWIProteinlScienceUI2000UIhUIZgeVhb 6.3 18

76 αMRIsolutionIstructureIofItheIpeptideIfragmentIZVbYUIderivedIfromIunprocessedImouseIsoppelI
proteinUIinIswγrImicellesWIBiochemistryUI2006UIcdUIZdhVee 3.2 18

75 pccordingItoIcurrentItextbooksUIaIwellVdefinedIthreeVdimensionalIstructureIisIaIprerequisiteIforItheI
functionIofIaIproteinWIxsIthisIcorrectnWIIUBMBlLifeUI2006UIdgUIZYfVh 4.7 18

74 rharacterizationIbyIZwIαMRIofIaIrbaSUrbdSIdoubleImutantIofItscherichiaIcoliIthioredoxinIconfirmsI
itsIresemblanceItoItheIreducedIwildVtypeIproteinWIFEBSlLettersUI1994UIbbhUIZZVf 3.8 18

73 αMRIMeasurementsIRevealItheIStructuralIqasisIofITransthyretinIsestabilizationIbyIγathogenicI
MutationsWIBiochemistryUI2018UIdfUIccaZVccbY 3.2 16

72 zineticIanalysisIofItheImultistepIaggregationIpathwayIofIhumanItransthyretinWIProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2018UIZZdUIteaYZVteaYg 11.5 16

71 zaisoIusesIallIthreeIzincIfingersIandIadjacentIsequenceImotifsIforIhighIaffinityIbindingItoI
sequenceVspecificIandImethylVrpvIsαpItargetsWIFEBSlLettersUI2012UIdgeUIfbcVh 3.8 16

70 tnergeticIfrustrationIofIapomyoglobinIfoldingiIroleIofItheIqIhelixWIJournalloflMolecularlBiologyUI
2010UIbheUIZbZhVag 6.5 16

69 SolutionIstructureIofItheIαVterminalIzincIfingersIofItheIXenopusIlaevisIdoubleVstrandedI
RαpVbindingIproteinIZuaWIJournalloflMolecularlBiologyUI2005UIbdZUIfZgVbY 6.5 16

68 StructuralIqasisIforIxnteractionIofItheITandemIZincIuingerIsomainsIofIwumanIMuscleblindIwithI
rognateIRαpIfromIwumanIrardiacITroponinITWIBiochemistryUI2017UIdeUIcZdcVcZeg 3.2 15

67 SideVchainIconformationalIheterogeneityIofIintermediatesIinItheItscherichiaIcoliIdihydrofolateI
reductaseIcatalyticIcycleWIBiochemistryUI2013UIdaUIbcecVff 3.2 15

66 pIαβtSYVwSκrIsimulationIprogramUISγxRxTWIJournalloflBiomolecularlNMRUI1998UIZZUIZfVah 3 15

65 StructuralIcharacterizationIofIpartiallyIfoldedIintermediatesIofIapomyoglobinIwecuWIProteinlScience
UI2008UIZfUIbZbVaZ 6.3 15

64 StructuralIcharacterizationIofIinteractionsIbetweenItheIdoubleVstrandedIRαpVbindingIzincIfingerI
proteinIypZIandInucleicIacidsWIBiochemistryUI2014UIdbUIZchdVdZY 3.2 14

(2014-2019)
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63 ronsequencesIofIstabilizingItheInativelyIdisorderedIfIhelixIforItheIfoldingIpathwayIofI
apomyoglobinWIJournalloflMolecularlBiologyUI2011UIcZZUIacgVeb 6.5 14

62 αMRIcharacterizationIofIaIsingleVcysteineImutantIofItscherichiaIcoliIthioredoxinIandIaIcovalentI
thioredoxinVpeptideIcomplexWIFEBSlJournalUI1998UIadfUIahhVbYg 14

61 StructureIdiscriminationIforItheIrVterminalIdomainIofItscherichiaIcoliItriggerIfactorIinIsolutionWI
JournalloflBiomolecularlNMRUI2008UIcYUIabVbY 3 14

60 xdentificationIofItheIregionsIinvolvedIinIsαpIbindingIbyItheImouseIγtqγaalphaIproteinWIFEBSl
LettersUI2000UIcfYUIZadVbY 3.8 14

59 uluorotryptophanIxncorporationIModulatesItheIStructureIandIStabilityIofITransthyretinIinIaI
SiteVSpecificIMannerWIBiochemistryUI2017UIdeUIddfYVddgZ 3.2 13

58 rhangesIinIstructureIandIdynamicsIofItheIuvIfragmentIofIaIcatalyticIantibodyIuponIbindingIofI
inhibitorWIProteinlScienceUI2003UIZaUIZbgeVhc 6.3 13

57
xmmunogenicIpeptidesIcorrespondingItoItheIdominantIantigenicIregionIalanineVdhfItoI
cysteineVeZhIinItheItransmembraneIproteinIofIsimianIimmunodeficiencyIvirusIhaveIaIpropensityItoI
foldIinIaqueousIsolutionWIBiochemistryUI1992UIbZUIZcdgVeb

3.2 13

56 wowIsoIxntrinsicallyIsisorderedIViralIγroteinsIwijackItheIrellnWIBiochemistryUI2018UIdfUIcYcdVcYce 3.2 12

55 wydrogenVdeuteriumIexchangeIstrategyIforIdelineationIofIcontactIsitesIinIproteinIcomplexesWIFEBSl
LettersUI2008UIdgaUIZchdVdYY 3.8 12

54 MappingItheIinteractionsIofIadenoviralItZpIproteinsIwithItheIpZeYInuclearIreceptorIcoactivatorI
bindingIdomainIofIrqγWIProteinlScienceUI2016UIadUIaadeVaaef 6.3 12

53 TheIreducedUIdenaturedIsomatomedinIqIdomainIofIvitronectinIrefoldsIintoIaIstableUIbiologicallyI
activeImoleculeWIBiochemistryUI2006UIcdUIbahfVbYe 3.2 11

52 rw´•´•´•βIwydrogenIqondsIMediateIwighlyISpecificIRecognitionIofIMethylatedIrpvISitesIbyItheIZincI
uingerIγroteinIzaisoWIBiochemistryUI2018UIdfUIaZYhVaZaY 3.2 10

51 γrobingItheInonVnativeIwIhelixItranslocationIinIapomyoglobinIfoldingIintermediatesWIBiochemistryUI
2014UIdbUIbfefVgY 3.2 10

50 ·ongVrangeIeffectsIandIfunctionalIconsequencesIofIstabilizingImutationsIinItheIankyrinIrepeatI
domainIofIx˛”q˛–WIJournalloflMolecularlBiologyUI2013UIcadUIhYaVZb 6.5 10

49
StructuralIbasisIforIcooperativeIregulationIofIzxXVmediatedItranscriptionIpathwaysIbyItheIwT·VVZI
wqZIactivationIdomainWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaUI2018UIZZdUIZYYcYVZYYcd

11.5 10

48 TheIrwaIdomainIofIrqγXpbYYIisIaInovelIzincIfingerWIFEBSlLettersUI2013UIdgfUIadYeVZZ 3.8 9

47 veneIsynthesisUIhighVlevelIexpressionIandIassignmentIofIbackboneIZdαIandIZbrIresonancesIofI
soybeanIleghemoglobinWIFEBSlLettersUI1996UIbhhUIagbVh 3.8 9

46 rharacterizationIofIanIwsphYVxndependentIxnteractionIbetweenIroVrhaperoneIpabIandI
TranscriptionIuactorIpdbWIBiochemistryUI2018UIdfUIhbdVhcc 3.2 8
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45 SolutionIconformationIofIanIimmunogenicIpeptideIderivedIfromItheIprincipalIneutralizingI
determinantIofItheIwxVVaIenvelopeIglycoproteinIgpZadWIFoldinglslDesignUI1996UIZUIZdfVed 8

44 ManagementIofIwsphYVsependentIγroteinIuoldingIbyISmallIMoleculesITargetingItheIphaZI
roVrhaperoneWICelllChemicallBiologyUI2020UIafUIahaVbYdWee 8.2 8

43 αMRIdetectionIofIadventitiousIxyloseIbindingItoItheIquorumVsensingIproteinISdipIofItscherichiaI
coliWIBioorganiclandlMedicinallChemistrylLettersUI2007UIZfUIeaYaVd 2.9 7

42 pIphosphorylationVdependentIswitchIinItheIdisorderedIpdbItransactivationIdomainIregulatesIsαpI
bindingWIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaUI2021UIZZgUI 11.5 7

41 αMRIcharacterizationIofIaIfaIksaItranscriptionIfactorIusingIdifferentialIisotopicIlabelingWIProteinl
ScienceUI2016UIadUIdhfVeYc 6.3 6

40 pssignmentIofIaIZdIksaIproteinIcomplexIformedIbetweenItheIpZeYIcoactivatorIprTRIandIrRtqI
bindingIproteinWIJournalloflBiomolecularlNMRUI2002UIaaUIbffVg 3 6

39 qackboneIandIsideIchainIZwUIZbrIandIZdαIassignmentsIforItscherichiaIcoliISdipZVZfZUItheI
autoinducerVbindingIdomainIofIaIquorumIsensingIproteinWIJournalloflBiomolecularlNMRUI2005UIbZUIbfbVc 3 6

38 pssignmentIofIZwUIZbrIandIZdαIresonancesIofItheIxVdomainIofIhumanIleukocyteIfunctionI
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