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h Paper IF Citations

205 TwoLdataYdrivenLapproachesLtoLidentifyingLtheLspectrumLofLproblematicLopioidLuselLsLpilotLstudyL
withinLaLchronicLpainLcohortZLInternationalaJournalaofaMedicalaInformaticsXL2021XLcghXLcbfhdc 5.3 1

204 MitochondrialLvNsLhaplogroupsLandLweightLgainLfollowingLswitchLtoLintegraseLstrandLtransferL
inhibitorYbasedLantiretroviralLtherapyZLAidsXL2021XLegXLfekYffg 3.5 2

203 xateLorLcoincidencelLdoLuOPvLandLmajorLdepressionLshareLgeneticLriskLfactorsqZLHumanaMoleculara
GeneticsXL2021XLebXLhckYhdj 5.6 2

202 MitochondrialLvNsLhaplogroupsLandLdomainYspecificLneurocognitiveLperformanceLinLadultsLwithL
z VZLJournalaofaNeuroVirologyXL2021XLdiXLggiYghi 3.9

201 zigherLuSxLxerritinLzeavyYuhainLTxthcULandLTransferrinLPredictLtetterLNeurocognitiveLPerformanceL
inLPeopleLwithLz VZLMolecularaNeurobiologyXL2021XLgjXLfjfdYfjgg 6.2

200 LYSMvelLsLmammalianLpatternLrecognitionLreceptorLforLchitinZLCellaReportsXL2021XLehXLcbkekd 10.6 1

199 PlasmaLsrginineLandLuitrullineLareLwlevatedLinLviabeticLRetinopathyZLAmericanaJournalaofa
OphthalmologyXL2021XL 4.9 2

198 TargetingLdiacylglycerolLlipaseLreducesLalcoholLconsumptionLinLpreclinicalLmodelsZLJournalaofa
ClinicalaInvestigationXL2021XL 15.9 2

197 wditPredictlLPredictionLofLRNsLeditableLsitesLwithLconvolutionalLneuralLnetworkZLGenomicsXL2021XL
cceXLejhfYejic 4.3 0

196 NonYcanonicalLRNsYvNsLdifferencesLandLotherLhumanLgenomicLfeaturesLareLenrichedLwithinLveryL
shortLtandemLrepeatsZLPLoSaComputationalaBiologyXL2020XLchXLecbbikhj 5 1

195
sfricanLMitochondrialLvNsLzaplogroupLLdL sLsssociatedLWithLSlowerLveclineLofL˛†YcellLxunctionLandL
LowerL ncidenceLofLviabetesLMellitusLinLNonYzispanicXLtlackLWomenLLivingLWithLzumanL
 mmunodeficiencyLVirusZLClinicalaInfectiousaDiseasesXL2020XLicXLedcjYeddg

11.6 0

194 MitochondrialLvNsLzaplogroupsLandLxrailtyLinLsdultsLLivingLwithLz VZLAIDSaResearchaandaHumana
RetrovirusesXL2020XLehXLdcfYdck 1.6 4

193 slternativeLspplicationsLofLyenotypingLsrrayLvataLUsingLMultivariantLMethodsZLTrendsainaGeneticsXL
2020XLehXLjgiYjhi 8.5 3

192 NucleicLacidLoxidationLisLassociatedLwithLbiomarkersLofLneurodegenerationLinLuSxLinLpeopleLwithL
z VZLNeurology:aNeuroimmunologyaandaNeuroInflammationXL2020XLiXL 9.1 2

191 ylobalLsutozygosityL sLsssociatedLwithLuancerLRiskXLMutationalLSignatureLandLPrognosisZLCancersXL
2020XLcdXL 6.6 1

190 MutwxlLaLmultifacetedLgatewayLforLexploringLintegrativeLpanYcancerLgenomicLdataZLBriefingsaina
BioinformaticsXL2020XLdcXLcfikYcfjh 13.4 4

189 NonYcanonicalLRNsYvNsLdifferencesLandLotherLhumanLgenomicLfeaturesLareLenrichedLwithinLveryL
shortLtandemLrepeatsL2020XLchXLecbbikhj
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188 NonYcanonicalLRNsYvNsLdifferencesLandLotherLhumanLgenomicLfeaturesLareLenrichedLwithinLveryL
shortLtandemLrepeatsL2020XLchXLecbbikhj

187 NonYcanonicalLRNsYvNsLdifferencesLandLotherLhumanLgenomicLfeaturesLareLenrichedLwithinLveryL
shortLtandemLrepeatsL2020XLchXLecbbikhj

186 NonYcanonicalLRNsYvNsLdifferencesLandLotherLhumanLgenomicLfeaturesLareLenrichedLwithinLveryL
shortLtandemLrepeatsL2020XLchXLecbbikhj

185 NonYcanonicalLRNsYvNsLdifferencesLandLotherLhumanLgenomicLfeaturesLareLenrichedLwithinLveryL
shortLtandemLrepeatsL2020XLchXLecbbikhj

184 NonYcanonicalLRNsYvNsLdifferencesLandLotherLhumanLgenomicLfeaturesLareLenrichedLwithinLveryL
shortLtandemLrepeatsL2020XLchXLecbbikhj

183 srchitecturesLandLaccuracyLofLartificialLneuralLnetworkLforLdiseaseLclassificationLfromLomicsLdataZL
BMCaGenomicsXL2019XLdbXLchi 4.5 24

182 yenomicLPositionalLvissectionLofLRNsLwditomesLinLTumorLandLNormalLSamplesZLFrontiersainaGenetics
XL2019XLcbXLdcc 4.5 10

181  dentificationLofLserumLmetabolitesLassociatingLwithLchronicLkidneyLdiseaseLprogressionLandL
antiYfibroticLeffectLofLgYmethoxytryptophanZLNatureaCommunicationsXL2019XLcbXLcfih 17.4 95

180 QualityLandLconcordanceLofLgenotypingLarrayLdataLofLcdXbhfLsamplesLfromLgjfbLcancerLpatientsZL
GenomicsXL2019XLcccXLkgbYkgi 4.3 4

179 NuclearYMitochondrialLinteractionsLinfluenceLsusceptibilityLtoLz VYassociatedLneurocognitiveL
impairmentZLMitochondrionXL2019XLfhXLdfiYdgg 4.9 2

178
RelationshipsLtetweenLsdiposeLMitochondrialLxunctionXLSerumLsdiponectinXLandL nsulinLResistanceL
inLPersonsLWithLz VLsfterLkhLWeeksLofLsntiretroviralLTherapyZLJournalaofaAcquiredaImmunea
DeficiencyaSyndromesait999lXL2019XLjbXLegjYehh

3.1 5

177 MitochondrialLvNsLzaplogroupsLandLveliriumLvuringLSepsisZLCriticalaCareaMedicineXL2019XLfiXLcbhgYcbic1.4 9

176
PeripheralLtloodLMitochondrialLvNsLuopyLNumberLObtainedLxromLyenomeYWideLyenotypeLvataL sL
sssociatedLWithLNeurocognitiveL mpairmentLinLPersonsLWithLuhronicLz VL nfectionZLJournalaofa
AcquiredaImmuneaDeficiencyaSyndromesait999lXL2019XLjbXLekgYecbd

3.1 12

175
uerebrospinalLxluidLueruloplasminXLzaptoglobinXLandLVascularLwndothelialLyrowthLxactorLsreL
sssociatedLwithLNeurocognitiveL mpairmentLinLsdultsLwithLz VL nfectionZLMolecularaNeurobiologyXL
2019XLghXLejbjYejcj

6.2 19

174 SingleYnucleotideLvariantsLinLhumanLRNslLRNsLeditingLandLbeyondZLBriefingsainaFunctionalaGenomicsXL
2019XLcjXLebYek 4.9 10

173 yenomicLandLtranscriptomicLcharacterizationLofLtheLmitochondrialYrichLoncocyticLphenotypeLonLaL
thyroidLcarcinomaLbackgroundZLMitochondrionXL2019XLfhXLcdeYcee 4.9 7

172 TheLRoleLofLMitochondrialLvNsLVariationLinLsgeYRelatedLveclineLinLyaitLSpeedLsmongLOlderLMenL
LivingLWithLzumanL mmunodeficiencyLVirusZLClinicalaInfectiousaDiseasesXL2018XLhiXLiijYijf 11.6 6

171 PowerLandLsampleLsizeLcalculationsLforLhighYthroughputLsequencingYbasedLexperimentsZLBriefingsaina
BioinformaticsXL2018XLckXLcdfiYcdgg 13.4 22

(2018-2020)
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170 StrategiesLforLprocessingLandLqualityLcontrolLofL lluminaLgenotypingLarraysZLBriefingsaina
BioinformaticsXL2018XLckXLihgYiig 13.4 26

169 uancerYspecificLexpressionLquantitativeLlociLareLaffectedLbyLexpressionLdysregulationZLBriefingsaina
BioinformaticsXL2018XL 13.4 2

168 tiYstreamLuNNLvownLSyndromeLscreeningLmodelLbasedLonLgenotypingLarrayZLBMCaMedicala
GenomicsXL2018XLccXLcbg 3.7 3

167 MutationYspecificLeffectsLinLgermlineLtransmissionLofLpathogenicLmtvNsLvariantsZLHumana
ReproductionXL2018XLeeXLceecYcefc 5.7 21

166 RelationLofLtodyLMassL ndexLtoLSymptomLturdenLinLPatientsLwithstrialLxibrillationZLAmericana
JournalaofaCardiologyXL2018XLcddXLdegYdfc 3 6

165 zemochromatosisLTzxwULyeneLVariantsLsreLsssociatedLwithL ncreasedLMitochondrialLvNsLLevelsL
vuringLz VYcL nfectionLandLsntiretroviralLTherapyZLAIDSaResearchaandaHumanaRetrovirusesXL2018XLefXLkfdYkfk1.6 2

164  mprovementsLandLimpactsLofLyRuhejLhumanLreferenceLonLhighLthroughputLsequencingLdataL
analysisZLGenomicsXL2017XLcbkXLjeYkb 4.3 66

163 StrandScriptlLevaluationLofL lluminaLgenotypingLarrayLdesignLandLstrandLcorrectionZLBioinformaticsXL
2017XLeeXLdekkYdfbc 7.2 5

162 yenomeYwideLassociationLstudyLofLz VYassociatedLneurocognitiveLdisorderLTzsNvUlLsLuzsRTwRL
groupLstudyZLAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsXL2017XLcifXLfceYfdh 3.5 23

161
STRsTwy wSLxORLwQU TstLwLPzsRMsuOywNOM uYyU vwvLWsRxsR NLvOS NyLsMONyL
wUROPwsNLsNvLsxR usNLsMwR usNL Nv V vUsLSL NLsLuL N usLLPOPULsT ONZLPacificaSymposiuma
onaBiocomputingaPacificaSymposiumaonaBiocomputingXL2017XLddXLgfgYggh

1.3 6

160 uurrentLResearchLonLNonYuodingLRibonucleicLscidLTRNsUZLGenesXL2017XLjXL 4.2 35

159 MitochondrialLzaplogroupsLsffectLSeverityLtutLNotLPrevalenceLofLviabeticLRetinopathyL2017XLgjXLcefhYcegc 7

158 MitochondrialLzaplogroupsLModifyLtheLwffectLofLviabetesLvurationLandLzbsccLonLProliferativeL
viabeticLRetinopathyLRiskLinLPatientsLWithLTypeLdLviabetesL2017XLgjXLhfjcYhfjj 6

157 TheLdiscrepancyLamongLsingleLnucleotideLvariantsLdetectedLbyLvNsLandLRNsLhighLthroughputL
sequencingLdataZLBMCaGenomicsXL2017XLcjXLhkb 4.5 18

156 TriYallelicLheteroplasmiesXLvNsYRNsLdifferencesLandLtheirLpolynucleotideLtractLassociationsLinLtheL
mitochondrialLgenomeZLGenomicsXL2017XLccbXLdccYdcc 4.3 2

155 wstimatingLrelativeLmitochondrialLvNsLcopyLnumberLusingLhighLthroughputLsequencingLdataZL
GenomicsXL2017XLcbkXLfgiYfhd 4.3 13

154 uerebrospinalLfluidLTuSxULbiomarkersLofLironLstatusLareLassociatedLwithLuSxLviralLloadXLantiretroviralL
therapyXLandLdemographicLfactorsLinLz VYinfectedLadultsZLFluidsaandaBarriersaofatheaCNSXL2017XLcfXLcc 7 10

153 vownLsyndromeLpredictionascreeningLmodelLbasedLonLdeepLlearningLandLilluminaLgenotypingLarrayL
2017XL 3
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152 OStPLcbXLRXRsLandLlipidLmetabolismLconferLsfricanYancestryLprotectionLagainstLdengueL
haemorrhagicLfeverLinLadmixedLuubansZLPLoSaPathogensXL2017XLceXLecbbhddb 7.6 41

151 MultiYperspectiveLqualityLcontrolLofL lluminaLRNsLsequencingLdataLanalysisZLBriefingsainaFunctionala
GenomicsXL2017XLchXLckfYdbf 4.9 41

150 MitochondriaLsequenceLmappingLstrategiesLandLpracticabilityLofLmitochondriaLvariantLdetectionL
fromLexomeLandLRNsLsequencingLdataZLBriefingsainaBioinformaticsXL2016XLciXLddfYed 13.4 23

149 PracticabilityLofLmitochondrialLheteroplasmyLdetectionLthroughLanL lluminaLgenotypingLarrayZL
MitochondrionXL2016XLecXLigYij 4.9 3

148 zeterozygosityLRatioXLaLRobustLylobalLyenomicLMeasureLofLsutozygosityLandL tsLsssociationLwithL
zeightLandLviseaseLRiskZLGeneticsXL2016XLdbfXLjkeYkbf 4 16

147 MitochondriaLsingleLnucleotideLvariationLacrossLsixLbloodLcellLtypesZLMitochondrionXL2016XLdjXLchYdd 4.9 6

146 MitochondrialLvNsLsequenceLcharacteristicsLmodulateLtheLsizeLofLtheLgeneticLbottleneckZLHumana
MolecularaGeneticsXL2016XLdgXLcbecYfc 5.6 44

145 wuropeanLMitochondrialLvNsLzaplogroupsLareLsssociatedLwithLuerebrospinalLxluidLtiomarkersLofL
 nflammationLinLz VL nfectionZLPathogensaandaImmunityXL2016XLcXLeebYegc 4.9 7

144 zomeostaticLResponsesLRegulateLSelfishLMitochondrialLyenomeLvynamicsLinLuZ´ elegansZLCella
MetabolismXL2016XLdfXLkcYcbe 24.6 91

143 MitochondrialLzaplogroupsLasLaLRiskLxactorLforLzerpesLZosterZLOpenaForumaInfectiousaDiseasesXL2016
XLeXLofwcjf 1 3

142 MitochondrialLvNsLzaplogroupsLandLNeurocognitiveL mpairmentLvuringLz VL nfectionZLClinicala
InfectiousaDiseasesXL2015XLhcXLcfihYjf 11.6 23

141 yenomeLmeasuresLusedLforLqualityLcontrolLareLdependentLonLgeneLfunctionLandLancestryZL
BioinformaticsXL2015XLecXLecjYde 7.2 92

140 slternativeLapplicationsLforLdistinctLRNsLsequencingLstrategiesZLBriefingsainaBioinformaticsXL2015XL
chXLhdkYek 13.4 29

139 RandomnessLinLtheLhybridLmodelingLandLsimulationLofLinsulinLsecretionLpathwaysLinLpancreaticL
isletsZLTsinghuaaScienceaandaTechnologyXL2015XLdbXLffcYfgd 3.4

138 xineLTimeLScalingLofLPurifyingLSelectionLonLzumanLNonsynonymousLmtvNsLMutationsLtasedLonL
theLWorldwideLPopulationLTreeLandLMotherYuhildLPairsZLHumanaMutationXL2015XLehXLccbbYcc 4.7 9

137 PopulationLstructureLanalysisLonLdgbfLindividualsLacrossLdhLancestriesLusingLbioinformaticsL
approachesZLBMCaBioinformaticsXL2015XLchXLPck 3.6 2

136 PracticalityLofLidentifyingLmitochondriaLvariantsLfromLexomeLandLRNsseqLdataZLBMCaBioinformaticsXL
2015XLchXLPh 3.6 3

135 RNsseqLbyLTotalLRNsLLibraryL dentifiesLsdditionalLRNssLuomparedLtoLPolyTsULRNsLLibraryZLBioMeda
ResearchaInternationalXL2015XLdbcgXLjhdceb 3 26

(2015-2017)
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134 zighLproportionLofLheteroresistanceLinLgyrsLandLgyrtLinLfluoroquinoloneYresistantLMycobacteriumL
tuberculosisLclinicalLisolatesZLAntimicrobialaAgentsaandaChemotherapyXL2014XLgjXLedibYg 5.9 45

133 ThreeYstageLqualityLcontrolLstrategiesLforLvNsLreYsequencingLdataZLBriefingsainaBioinformaticsXL2014XL
cgXLjikYjk 13.4 106

132  lluminaLhumanLexomeLgenotypingLarrayLclusteringLandLqualityLcontrolZLNatureaProtocolsXL2014XLkXLdhfeYhd18.8 101

131 zighYthroughputLsequencingLinLmitochondrialLvNsLresearchZLMitochondrionXL2014XLciXLcgiYhe 4.9 65

130 vataLfromLartificialLmodelsLofLmitochondrialLvNsLdisordersLareLnotLalwaysLapplicableLtoLhumansZL
CellaReportsXL2014XLiXLkeeYf 10.6 19

129 ylobalLhumanLfrequenciesLofLpredictedLnuclearLpathogenicLvariantsLandLtheLroleLplayedLbyLproteinL
hydrophobicityLinLpathogenicityLpotentialZLScientificaReportsXL2014XLfXLicgg 4.9 5

128 yeneticLvariationLinLironLmetabolismLisLassociatedLwithLneuropathicLpainLandLpainLseverityLinL
z VYinfectedLpatientsLonLantiretroviralLtherapyZLPLoSaONEXL2014XLkXLecbecde 3.7 21

127 MitochondrialLhaplogroupsLareLassociatedLwithLseverityLofLdiabeticLretinopathyL2014XLggXLggjkYkg 14

126 wpidermalLnerveLfiberLdensityXLoxidativeLstressXLandLmitochondrialLhaplogroupsLinLz VYinfectedL
ThaisLinitiatingLtherapyZLAidsXL2014XLdjXLchdgYee 3.5 6

125 MitochondrialLvNsLrearrangementsLinLhealthLandLdiseaseYYaLcomprehensiveLstudyZLHumanaMutation
XL2014XLegXLcYcf 4.7 55

124 MultiYperspectiveLqualityLcontrolLofL lluminaLexomeLsequencingLdataLusingLQueZLGenomicsXL2014XL
cbeXLedeYj 4.3 61

123 xindingLtheLlostLtreasuresLinLexomeLsequencingLdataZLTrendsainaGeneticsXL2013XLdkXLgkeYk 8.5 105

122 UniversalLheteroplasmyLofLhumanLmitochondrialLvNsZLHumanaMolecularaGeneticsXL2013XLddXLejfYkb 5.6 278

121 TheLeffectLofLunhealthyL˛†YcellsLonLinsulinLsecretionLinLpancreaticLisletsZLBMCaMedicalaGenomicsXL2013
XLhLSupplLeXLSh 3.7 1

120 PreventingLtheLtransmissionLofLpathogenicLmitochondrialLvNsLmutationslLuanLweLachieveL
longYtermLbenefitsLfromLgermYlineLgeneLtransferqZLHumanaReproductionXL2013XLdjXLggfYk 5.7 23

119 uomparativeLstudyLofLexomeLcopyLnumberLvariationLestimationLtoolsLusingLarrayLcomparativeL
genomicLhybridizationLasLcontrolZLBioMedaResearchaInternationalXL2013XLdbceXLkcgheh 3 36

118 RecurrentLtissueYspecificLmtvNsLmutationsLareLcommonLinLhumansZLPLoSaGeneticsXL2013XLkXLecbbekdk 6 105

117 MitoSeeklLextractingLmitochondriaLinformationLandLperformingLhighYthroughputLmitochondriaL
sequencingLanalysisZLBioinformaticsXL2013XLdkXLcdcbYc 7.2 76
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116 MutationLdependanceLofLtheLmitochondrialLvNsLcopyLnumberLinLtheLfirstLstagesLofLhumanL
embryogenesisZLHumanaMolecularaGeneticsXL2013XLddXLcjhiYid 5.6 61

115 MitochondrialLgenomicsLandLantiretroviralLtherapyYassociatedLmetabolicLcomplicationsLinL
z VYinfectedLtlackLSouthLsfricanslLaLpilotLstudyZLAIDSaResearchaandaHumanaRetrovirusesXL2013XLdkXLcbecYk1.6 15

114 NoLevidenceLofLanLassociationLbetweenLmitochondrialLvNsLvariantsLandLosteoarthritisLinLiekeLcasesL
andLgcddLcontrolsZLAnnalsaofatheaRheumaticaDiseasesXL2013XLidXLcehYk 2.4 25

113 wvaluationLofLalleleLfrequencyLestimationLusingLpooledLsequencingLdataLsimulationZLScientificaWorlda
JournaloaTheXL2013XLdbceXLjkgfkh 2.2 15

112 wvaluatingLpurifyingLselectionLinLtheLmitochondrialLvNsLofLvariousLmammalianLspeciesZLPLoSaONEXL
2013XLjXLegjkke 3.7 33

111 LargeLscaleLcomparisonLofLgeneLexpressionLlevelsLbyLmicroarraysLandLRNsseqLusingLTuysLdataZL
PLoSaONEXL2013XLjXLeicfhd 3.7 149

110 TheLotherLgenomelLaLsystematicLreviewLofLstudiesLofLmitochondrialLvNsLhaplogroupsLandL
outcomesLofLz VLinfectionLandLantiretroviralLtherapyZLAIDSaReviewsXL2013XLcgXLdceYdb 1.5 21

109 VariationLinLgermlineLmtvNsLheteroplasmyLisLdeterminedLprenatallyLbutLmodifiedLduringL
subsequentLtransmissionZLNatureaGeneticsXL2012XLffXLcdjdYg 36.3 102

108 MitochondrialLvNsLvariationLandLz VYassociatedLsensoryLneuropathyLinLuzsRTwRZLJournalaofa
NeuroVirologyXL2012XLcjXLgccYdb 3.9 20

107
uorrelatedLtissueLexpressionLofLgenesLofLcytoplasmicLandLmitochondrialLnucleotideLmetabolismsLinL
normalLtissuesLisLdisruptedLinLtransformedLtissuesZLNucleosidesoaNucleotidesaandaNucleicaAcidsXL2012XL
ecXLccdYdk

1.4 4

106 wpigeneticsXLepidemiologyLandLmitochondrialLvNsLdiseasesZLInternationalaJournalaofaEpidemiologyXL
2012XLfcXLciiYji 7.8 124

105 UniqueLmitochondrialLvNsLinLhighlyLinbredLferalLcattleZLMitochondrionXL2012XLcdXLfejYfb 4.9 4

104
TheLuseLofLnextLgenerationLsequencingLtechnologyLtoLstudyLtheLeffectLofLradiationLtherapyLonL
mitochondrialLvNsLmutationZLMutationaResearchapaGeneticaToxicologyaandaEnvironmentala
MutagenesisXL2012XLiffXLcgfYhb

3 46

103 TheLeffectLofLstrandLbiasLinL lluminaLshortYreadLsequencingLdataZLBMCaGenomicsXL2012XLceXLhhh 4.5 85

102
SomaticLmitochondrialLvNsLmutationsLinLcancerLescapeLpurifyingLselectionLandLhighLpathogenicityL
mutationsLleadLtoLtheLoncocyticLphenotypelLpathogenicityLanalysisLofLreportedLsomaticLmtvNsL
mutationsLinLtumorsZLBMCaCancerXL2012XLcdXLge

4.8 64

101 MitochondrialLvNsLdeletionsLareLassociatedLwithLnonYtLvNsLconformationsZLNucleicaAcidsaResearchXL
2012XLfbXLihbhYdc 20.1 49

100 WhatLisLinfluencingLtheLphenotypeLofLtheLcommonLhomozygousLpolymeraseY˛‡LmutationL
pZslafhiThrqZLBrainXL2012XLcegXLehcfYdh 11.2 39

99 sdultYonsetLspinocerebellarLataxiaLsyndromesLdueLtoLMTsTPhLmutationsZLJournalaofaNeurologyoa
NeurosurgeryaandaPsychiatryXL2012XLjeXLjjeYh 5.5 31

(2012-2013)
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98
RiskLfactorsLforLsymptomaticLhyperlactatemiaLandLlacticLacidosisLamongLcombinationLantiretroviralL
therapyYtreatedLadultsLinLtotswanalLresultsLfromLaLclinicalLtrialZLAIDSaResearchaandaHumana
RetrovirusesXL2012XLdjXLigkYhg

1.6 13

97 TLcellLactivationLmarkersLandLsfricanLmitochondrialLvNsLhaplogroupsLamongLnonYzispanicLblackL
participantsLinLs vSLclinicalLtrialsLgroupLstudyLejfZLPLoSaONEXL2012XLiXLefejbe 3.7 7

96 NonYrandomLmtvNsLsegregationLpatternsLindicateLaLmetastableLheteroplasmicLsegregationLunitLinL
mZedfespyLcybridLcellsZLPLoSaONEXL2012XLiXLegdbjb 3.7 15

95 uommonLmtvNsLPolymorphismsLandLNeurodegenerativeLvisordersL2012XLheYij

94 MitochondrialLagingLisLacceleratedLbyLantiYretroviralLtherapyLthroughLtheLclonalLexpansionLofL
mtvNsLmutationsZLNatureaGeneticsXL2011XLfeXLjbhYcb 36.3 160

93
POLyLmutationsLcauseLdecreasedLmitochondrialLvNsLrepopulationLratesLfollowingLinducedL
depletionLinLhumanLfibroblastsZLBiochimicaaEtaBiophysicaaActaapaMolecularaBasisaofaDiseaseXL2011XL
cjcdXLedcYg

6.9 27

92 MitochondrialLgenomicsLandLuvfLTYcellLcountLrecoveryLafterLantiretroviralLtherapyLinitiationLinLs vSL
clinicalLtrialsLgroupLstudyLejfZLJournalaofaAcquiredaImmuneaDeficiencyaSyndromesait999lXL2011XLgjXLeheYib3.1 18

91
sLreviewLcomparingLdeoxyribonucleosideLtriphosphateLTdNTPULconcentrationsLinLtheLmitochondrialL
andLcytoplasmicLcompartmentsLofLnormalLandLtransformedLcellsZLNucleosidesoaNucleotidesaanda
NucleicaAcidsXL2011XLebXLeciYek

1.4 41

90 uomparingLphylogenyLandLtheLpredictedLpathogenicityLofLproteinLvariationsLrevealsLequalLpurifyingL
selectionLacrossLtheLglobalLhumanLmtvNsLdiversityZLAmericanaJournalaofaHumanaGeneticsXL2011XLjjXLfeeYk11 85

89 PoorLcorrelationsLinLtheLlevelsLofLpathogenicLmitochondrialLvNsLmutationsLinLpolarLbodiesLversusL
oocytesLandLblastomeresLinLhumansZLAmericanaJournalaofaHumanaGeneticsXL2011XLjjXLfkfYj 11 31

88 SegregationLofLmtvNsLthroughoutLhumanLembryofetalLdevelopmentlLmZedfespyLasLaLmodelL
systemZLHumanaMutationXL2011XLedXLcchYdg 4.7 79

87
TheLtclYdYassociatedLdeathLpromoterLTtsvULlowersLtheLthresholdLatLwhichLtheLtclYdYinteractingL
domainLdeathLagonistLTt vULtriggersLmitochondriaLdisintegrationZLJournalaofaTheoreticalaBiologyXL
2011XLdicXLccfYde

2.3 26

86 wnzymeLkineticsLofLtheLmitochondrialLdeoxyribonucleosideLsalvageLpathwayLareLnotLsufficientLtoL
supportLrapidLmtvNsLreplicationZLPLoSaComputationalaBiologyXL2011XLiXLecbbdbij 5 10

85 ReplicationLpausesLofLtheLwildYtypeLandLmutantLmitochondrialLvNsLpolymeraseLgammalLaL
simulationLstudyZLPLoSaComputationalaBiologyXL2011XLiXLecbbddji 5 3

84 ReassessingLevidenceLforLaLpostnatalLmitochondrialLgeneticLbottleneckZLNatureaGeneticsXL2010XLfdXL
ficYdmLauthorLreplyLfidYe 36.3 25

83 OPscLmutationsLcauseLcytochromeLcLoxidaseLdeficiencyLdueLtoLlossLofLwildYtypeLmtvNsLmoleculesZL
HumanaMolecularaGeneticsXL2010XLckXLebfeYgd 5.6 83

82  nformationLforLgeneticLmanagementLofLmtvNsLdiseaselLsamplingLpathogenicLmtvNsLmutantsLinL
theLhumanLgermlineLandLinLplacentaZLJournalaofaMedicalaGeneticsXL2010XLfiXLdgiYhc 5.8 32

81 snalysisLofLenzymeLkineticLdataLforLmtvNsLreplicationZLMethodsXL2010XLgcXLejgYkc 4.6 1
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80
PreviousLestimatesLofLmitochondrialLvNsLmutationLlevelLvarianceLdidLnotLaccountLforLsamplingL
errorlLcomparingLtheLmtvNsLgeneticLbottleneckLinLmiceLandLhumansZLAmericanaJournalaofaHumana
GeneticsXL2010XLjhXLgfbYgb

11 29

79 ReplyLtoLLeeLandLSawcerZLTrendsainaGeneticsXL2010XLdhXLdfdYdfe 8.5 2
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