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n Paper IF Citations

138 XarayMstructureMofMaMwlwMchlorideMchannelMatMgbdMuMrevealsMtheMmolecularMbasisMofManionMselectivitybM
NatureZM2002ZMheiZMflkamh 50.4 1364

137 MatrixaussistedMLaserMxesorptioncβonizationMMassMSpectrometryMofMviopolymersbMAnalyticall
ChemistryZM1991ZMjgZMeemguaefdgu 7.8 1220

136 TheMyeastMnuclearMporeMcomplexnMcompositionZMarchitectureZMandMtransportMmechanismbMJournallofl
CelllBiologyZM2000ZMehlZMjgiaie 7.3 1207

135 TheMmolecularMarchitectureMofMtheMnuclearMporeMcomplexbMNatureZM2007ZMhidZMjmiakde 50.4 830

134 xistinctMregulationMofMautophagicMactivityMbyMutgehLMandMRubiconMassociatedMwithMveclinM
eaphosphatidylinositolagakinaseMcomplexbMNaturelCelllBiologyZM2009ZMeeZMhjlakj 23.4 725

133 ProbingMconformationalMchangesMinMproteinsMbyMmassMspectrometrybMJournalloflthelAmericanl
ChemicallSocietyZM1990ZMeefZMmdefamdeg 16.4 551

132 βnfluenceMofMmatrixMsolutionMconditionsMonMtheMMuLxβaMSManalysisMofMpeptidesMandMproteinsbM
AnalyticallChemistryZM1996ZMjlZMgeak 7.8 485

131 xeterminingMtheMarchitecturesMofMmacromolecularMassembliesbMNatureZM2007ZMhidZMjlgamh 50.4 437

130 ObservationMofMtheMhemeaglobinMcomplexMinMnativeMmyoglobinMbyMelectrosprayaionizationMmassM
spectrometrybMJournalloflthelAmericanlChemicallSocietyZM1991ZMeegZMlighaligi 16.4 396

129 StructuralMconservationMinMprokaryoticMandMeukaryoticMpotassiumMchannelsbMScienceZM1998ZMfldZMedjam 33.3 371

128 POTeainteractingMproteinMPβPenMaMtelomereMlengthMregulatorMthatMrecruitsMPOTeMtoMtheMTβNfcTRzeM
complexbMGeneslandlDevelopmentZM2004ZMelZMejhmaih 12.6 318

127 womponentsMofMcoatedMvesiclesMandMnuclearMporeMcomplexesMshareMaMcommonMmolecularM
architecturebMPLoSlBiologyZM2004ZMfZMegld 9.7 318

126 whemistrybMMassMspectrometrynMbottomaupMorMtopadownsbMScienceZM2006ZMgehZMjiaj 33.3 314

125 RifeMpreventsMresectionMofMxNuMbreaksMandMpromotesMimmunoglobulinMclassMswitchingbMScienceZM2013
ZMggmZMkeeai 33.3 304

124 βntegrativeMstructureMandMfunctionalManatomyMofMaMnuclearMporeMcomplexbMNatureZM2018ZMiiiZMhkiahlf 50.4 280

123 YngeMPαxMfingerMbindingMtoMαgMtrimethylatedMatMKhMpromotesMNuugMαuTMactivityMatMKehMofMαgMandM
transcriptionMatMaMsubsetMofMtargetedMORzsbMMolecularlCellZM2006ZMfhZMkliakmj 17.6 255

122 uMrobustMpipelineMforMrapidMproductionMofMversatileMnanobodyMrepertoiresbMNaturelMethodsZM2014ZMeeZMefigajd21.6 253
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121 StructuralMsimilarityMbetweenMTuzsMandMtheMheterotetramericMcoreMofMtheMhistoneMoctamerbMNatureZM
1996ZMgldZMgejaff 50.4 232

120 SimpleMfoldMcompositionMandMmodularMarchitectureMofMtheMnuclearMporeMcomplexbMProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2006ZMedgZMfekfak 11.5 231

119 TβNfMbindsMTRzeMandMTRzfMsimultaneouslyMandMstabilizesMtheMTRzfMcomplexMonMtelomeresbMJournallofl
BiologicallChemistryZM2004ZMfkmZMhkfjhake 5.4 229

118 womprehensiveManalysisMofMdiverseMribonucleoproteinMcomplexesbMNaturelMethodsZM2007ZMhZMmieaj 21.6 212

117 zluorescentMproteinsMasMproteomicMprobesbMMolecularlandlCellularlProteomicsZM2005ZMhZMemggahe 7.6 202

116 StructuralMvasisMforMαelicaseaPolymeraseMwouplingMinMtheMSuRSawoVafMReplicationaTranscriptionM
womplexbMCellZM2020ZMelfZMeijdaeikgbeeg 56.2 191

115 uMmodularMcrossalinkingMapproachMforMexploringMproteinMinteractionsbMJournalloflthelAmericanl
ChemicallSocietyZM2003ZMefiZMfhejafi 16.4 172

114 yvidenceMforMaMsharedMnuclearMporeMcomplexMarchitectureMthatMisMconservedMfromMtheMlastMcommonM
eukaryoticMancestorbMMolecularlandlCellularlProteomicsZM2009ZMlZMfeemagd 7.6 169

113 NuclearMuRPfcgMdrivesMxNuMbreakMclusteringMforMhomologyadirectedMrepairbMNatureZM2018ZMiimZMjeajj 50.4 164

112 βdentificationMandMcharacterizationMofMposttranslationalMmodificationsMofMproteinsMbyMMuLxβMionMtrapM
massMspectrometrybMAnalyticallChemistryZM1997ZMjmZMhddfam 7.8 164

111 αumanMcytomegalovirusMproteinMULglMinhibitsMhostMcellMstressMresponsesMbyMantagonizingMtheM
tuberousMsclerosisMproteinMcomplexbMCelllHostlandlMicrobeZM2008ZMgZMfigajf 23.4 149

110 uMrobustZMdetergentafriendlyMmethodMforMmassMspectrometricManalysisMofMintegralMmembraneM
proteinsbMAnalyticallChemistryZM2000ZMkfZMijiial 7.8 149

109 ProbingMtheMsolutionMstructureMofMtheMxNuabindingMproteinMMaxMbyMaMcombinationMofMproteolysisMandM
massMspectrometrybMProteinlScienceZM1995ZMhZMedllamm 6.3 139

108 NupfpMdynamicallyMassociatesMwithMtheMdistalMregionsMofMtheMyeastMnuclearMporeMcomplexbMJournallofl
CelllBiologyZM2001ZMeigZMehjiakl 7.3 137

107 uutomaticMidentificationMofMproteinsMwithMaMMuLxβaquadrupoleMionMtrapMmassMspectrometerbM
AnalyticallChemistryZM2001ZMkgZMidjjakk 7.8 135

106 uffinityMproteomicsMrevealsMhumanMhostMfactorsMimplicatedMinMdiscreteMstagesMofMLβNyaeM
retrotranspositionbMCellZM2013ZMeiiZMedghahl 56.2 133

105 TheMarchitectureMofMaMeukaryoticMreplisomebMNaturelStructurallandlMolecularlBiologyZM2015ZMffZMmkjalf 17.6 127

104 StructuralMcharacterizationMbyMcrossalinkingMrevealsMtheMdetailedMarchitectureMofMaMcoatomerarelatedM
heptamericMmoduleMfromMtheMnuclearMporeMcomplexbMMolecularlandlCellularlProteomicsZM2014ZMegZMfmfkahg7.6 122

(2014-1996)
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103 βaxβRTZMaMgeneralMmethodMforMdistinguishingMbetweenMspecificMandMnonspecificMproteinMinteractionsbM
JournalloflProteomelResearchZM2005ZMhZMekifaj 5.6 119

102
RapidlyMswitchableMmatrixaassistedMlaserMdesorptioncionizationMandMelectrosprayM
quadrupoleatimeaofaflightMmassMspectrometryMforMproteinMidentificationbMJournalloflthelAmericanl
SocietylforlMasslSpectrometryZM2000ZMeeZMhmgaidh

3.5 114

101 StructureMandMzunctionMofMtheMNuclearMPoreMwomplexMwytoplasmicMmRNuMyxportMPlatformbMCellZM
2016ZMejkZMefeiaefflbefi 56.2 110

100 TargetedMproteomicMstudyMofMtheMcyclinawdkMmodulebMMolecularlCellZM2004ZMehZMjmmakee 17.6 100

99 xetectionMofMsecretedMpeptidesMbyMusingMhypothesisadrivenMmultistageMmassMspectrometrybM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2003ZMeddZMfkmialdd 11.5 98

98 uctivationMofMxSvMprocessingMrequiresMphosphorylationMofMwtβPMbyMuTRbMMolecularlCellZM2013ZMhmZMjikajk 17.6 95

97 StructureafunctionMmappingMofMaMheptamericMmoduleMinMtheMnuclearMporeMcomplexbMJournalloflCelll
BiologyZM2012ZMemjZMhemagh 7.3 95

96 uMstrategyMforMdissectingMtheMarchitecturesMofMnativeMmacromolecularMassembliesbMNaturelMethodsZM
2015ZMefZMeegial 21.6 94

95 βmmunoglobulinMmotifMxNuMrecognitionMandMheterodimerizationMofMtheMPyvPfcwvzMRuntMdomainbM
NaturelStructurallBiologyZM1999ZMjZMjeiam 86

94 αostMfactorsMassociatedMwithMtheMSindbisMvirusMRNuadependentMRNuMpolymerasenMroleMforM gvPeMandM
 gvPfMinMvirusMreplicationbMJournalloflVirologyZM2010ZMlhZMjkfdagf 6.6 81

93 TheMnuclearMbasketMproteinsMMlpepMandMMlpfpMareMpartMofMaMdynamicMinteractomeMincludingMyscepM
andMtheMproteasomebMMolecularlBiologyloflthelCellZM2013ZMfhZMgmfdagl 3.5 80

92 ReconstitutionMofMactiveMhumanMcoreMMediatorMcomplexMrevealsMaMcriticalMroleMofMtheMMyxehMsubunitbM
NaturelStructurallandlMolecularlBiologyZM2014ZMfeZMedflagh 17.6 78

91 TheMcompleteMstructureMofMtheMsmallasubunitMprocessomebMNaturelStructurallandlMolecularlBiologyZM
2017ZMfhZMmhhamig 17.6 76

90
yscherichiaMcoliMcondensinMMukvMstimulatesMtopoisomeraseMβVMactivityMbyMaMdirectMphysicalM
interactionbMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2010ZM
edkZMellgfak

11.5 75

89 αumanMleptinMcharacterizationbMNatureZM1996ZMglfZMilm 50.4 72

88 StructuralMbasisMofMtranscriptionMarrestMbyMcoliphageMαKdffMNunMinManMRNuMpolymeraseMelongationM
complexbMELifeZM2017ZMjZM 8.9 70

87 TheMnuclearMporeMcomplexaassociatedMproteinZMMlpfpZMbindsMtoMtheMyeastMspindleMpoleMbodyMandM
promotesMitsMefficientMassemblybMJournalloflCelllBiologyZM2005ZMekdZMffiagi 7.3 68

86 whemicalMproteomicsMrevealsMaM˛‡αfuXaigvPeMinteractionMinMtheMxNuMdamageMresponsebMNaturel
ChemicallBiologyZM2015ZMeeZMldkaeh 11.7 66
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85 unalysisMofMproteinMphosphorylationMbyMhypothesisadrivenMmultipleastageMmassMspectrometrybM
AnalyticallChemistryZM2004ZMkjZMhhkfalg 7.8 66

84 ModularMassemblyMofMtheMnucleolarMpreajdSMribosomalMsubunitbMNatureZM2018ZMiijZMefjaefm 50.4 65

83 RrpekpMisMaMeukaryoticMexonucleaseMrequiredMforMiUMendMprocessingMofMPreajdSMribosomalMRNubM
MolecularlCellZM2009ZMgjZMkjlale 17.6 64

82 MassMspectrometryMasMaMtoolMforMproteinMcrystallographybMAnnuallReviewloflBiophysicslandl
BiomolecularlStructureZM2001ZMgdZMjkali 59

81 TranscriptionalMregulationMbyMPolMββV WMinvolvingMmediatorMandMcompetitiveMinteractionsMofM downeM
andMTzββzMwithMPolMββbMMolecularlCellZM2012ZMhiZMieajg 17.6 58

80 usymmetricMMolecularMurchitectureMofMtheMαumanM˛‡aTubulinMRingMwomplexbMCellZM2020ZMeldZMejiaekibeej 56.2 56

79  lobalManalysisMofMwdcehMphosphataseMrevealsMdiverseMrolesMinMmitoticMprocessesbMJournallofl
BiologicallChemistryZM2011ZMfljZMihghahi 5.4 55

78 TwoastepMselectiveMformationMofMthreeMdisulfideMbridgesMinMtheMsynthesisMofMtheMwaterminalMepidermalM
growthMfactoralikeMdomainMinMhumanMbloodMcoagulationMfactorMβXbMProteinlScienceZM1994ZMgZMefjkaki 6.3 55

77
βntegrativeMstructureafunctionMmappingMofMtheMnucleoporinMNupeggMsuggestsMaMconservedM
mechanismMforMmembraneManchoringMofMtheMnuclearMporeMcomplexbMMolecularlandlCellularl
ProteomicsZM2014ZMegZMfmeeafj

7.6 54

76 ProteomicMstudiesMofMaMsingleMwNSMsynapseMtypenMtheMparallelMfibercpurkinjeMcellMsynapsebMPLoSl
BiologyZM2009ZMkZMelg 9.7 54

75 RapidZMoptimizedMinteractomicMscreeningbMNaturelMethodsZM2015ZMefZMiigajd 21.6 53

74
NrbffMproteinMsuppressesMautophagyMbyMmodulatingMutgehLMproteinacontainingMveclinMeaVpsghM
complexMarchitectureMandMreducingMintracellularMphosphatidylinositolagMphosphateMlevelsbMJournallofl
BiologicallChemistryZM2014ZMflmZMfjdfeafjdgk

5.4 53

73
ProteomicsMofMαwVMvirionsMrevealsManMessentialMroleMforMtheMnucleoporinMNupmlMinMvirusM
morphogenesisbMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM
2016ZMeegZMfhlham

11.5 52

72 MolecularMarchitectureMandMfunctionMofMtheMSyuMcomplexZMaMmodulatorMofMtheMTORweMpathwaybM
MolecularlandlCellularlProteomicsZM2014ZMegZMfliiakd 7.6 52

71 MassMspectrometryMinMtheMpostgenomicMerabMAnnuallReviewloflBiochemistryZM2011ZMldZMfgmahj 29.1 52

70 ProteinMarginineMmethyltransferaseMPrmtiaMepidMmethylatesMhistonesMαfuMandMαhMandMtheMhistoneM
chaperoneMnucleoplasminMinMXenopusMlaevisMeggsbMJournalloflBiologicallChemistryZM2011ZMfljZMhfffeahffge5.4 48

69 PalaeoproteomicsMresolvesMslothMrelationshipsbMNaturelEcologylandlEvolutionZM2019ZMgZMeefeaeegd 12.3 47

68
MatrixaassistedMlaserMdesorptionMmassMspectrometricMpeptideMmappingMofMproteinsMseparatedMbyM
twoadimensionalMgelMelectrophoresisnMdeterminationMofMphosphorylationMinMsynapsinMβbMProteinl
ScienceZM1994ZMgZMjkkalj

6.3 46

(1994-2004)
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67 RevealingMαigherMOrderMProteinMStructureMUsingMMassMSpectrometrybMJournalloflthelAmericanlSocietyl
forlMasslSpectrometryZM2016ZMfkZMmifaji 3.5 45

66 StepwiseMPromoterMMeltingMbyMvacterialMRNuMPolymerasebMMolecularlCellZM2020ZMklZMfkiafllbej 17.6 43

65 UtpuMandMUtpvMchaperoneMnascentMprearibosomalMRNuMandMUgMsnoRNuMtoMinitiateMeukaryoticM
ribosomeMassemblybMNaturelCommunicationsZM2016ZMkZMefdmd 17.4 43

64 uMwhemicalMProteomicsMupproachMtoMRevealMxirectMProteinaProteinMβnteractionsMinMLivingMwellsbMCelll
ChemicallBiologyZM2018ZMfiZMeedaefdbeg 8.2 41

63 vywLβNMeaVPSghMwOMPLyXMuRwαβTywTURynMUNxyRSTuNxβN MTαyMNUTSMuNxMvOLTSMOzM
TαyRuPyUTβwMTuR yTSbMFrontierslinlBiologyZM2015ZMedZMgmlahfj 40

62 uffinityMproteomicsMtoMstudyMendogenousMproteinMcomplexesnMpointersZMpitfallsZMpreferencesMandM
perspectivesbMBioTechniquesZM2015ZMilZMedgaem 2.5 39

61 xissectionMofMaffinityMcapturedMLβNyaeMmacromolecularMcomplexesbMELifeZM2018ZMkZM 8.9 38

60 βmprovedMmethodologyMforMtheMaffinityMisolationMofMhumanMproteinMcomplexesMexpressedMatMnearM
endogenousMlevelsbMBioTechniquesZM2012ZMeaj 2.5 36

59 urchitectureMofMaMαostaParasiteMβnterfacenMwomplexMTargetingMMechanismsMRevealedMThroughM
ProteomicsbMMolecularlandlCellularlProteomicsZM2015ZMehZMemeeafj 7.6 34

58 αβVahostMinteractomeMrevealedMdirectlyMfromMinfectedMcellsbMNaturelMicrobiologyZM2016ZMeZMejdjl 26.6 33

57 uMpipelineMforMdeterminingMproteinaproteinMinteractionsMandMproximitiesMinMtheMcellularMmilieubM
MolecularlandlCellularlProteomicsZM2014ZMegZMflfhagi 7.6 33

56 wonjugationMofMmagneticMbeadsMforMimmunopurificationMofMproteinMcomplexesbMColdlSpringlHarborl
ProtocolsZM2011ZMfdeeZMpdbbprotijed 1.2 33

55 ModulationMofM TaeMxNuabindingMactivityMbyMcalciumadependentMphosphorylationbMPlantlMolecularl
BiologyZM1999ZMhdZMgkgalj 4.6 33

54 xevelopingMgeneticMtoolsMtoMexploitMwhaetomiumMthermophilumMforMbiochemicalManalysesMofM
eukaryoticMmacromolecularMassembliesbMScientificlReportsZM2016ZMjZMfdmgk 4.9 29

53 StructuralMbasisMforMbacktrackingMbyMtheMSuRSawoVafMreplicationatranscriptionMcomplexbMProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2021ZMeelZM 11.5 29

52 yxaminingMpostatranslationalMmodificationamediatedMproteinaproteinMinteractionsMusingMaMchemicalM
proteomicsMapproachbMProteinlScienceZM2013ZMffZMflkami 6.3 27

51  enomeawideMgeneMexpressionMtuningMrevealsMdiverseMvulnerabilitiesMofMMb´ tuberculosisbMCellZM2021ZM
elhZMhikmahimfbefh 56.2 27

50 MassMspectrometryaaaMusefulMtoolMforMtheMproteinMXarayMcrystallographerMandMNMRMspectroscopistbM
StructureZM1994ZMfZMhjiak 5.2 25
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49 McmedMhasMpotentMstrandaannealingMactivityMandMlimitsMtranslocaseamediatedMforkMregressionbM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2019ZMeejZMkmlaldg 11.5 22

48 uMRobustMWorkflowMforMNativeMMassMSpectrometricMunalysisMofMuffinityaβsolatedMyndogenousMProteinM
ussembliesbMAnalyticallChemistryZM2016ZMllZMfkmmaldk 7.8 19

47
MethodMforMidentifyingMphosphorylatedMsubstratesMofMspecificMcyclinccyclinadependentMkinaseM
complexesbMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2014ZM
eeeZMeegfgal

11.5 19

46 TheMTrypanosomeMyxocystnMuMwonservedMStructureMRevealingMaMNewMRoleMinMyndocytosisbMPLoSl
PathogensZM2017ZMegZMeeddjdjg 7.6 19

45 αighayfficiencyMβsolationMofMNuclearMynvelopeMProteinMwomplexesMfromMTrypanosomesbMMethodslinl
MolecularlBiologyZM2016ZMeheeZMjkald 1.4 19

44 xynamicMregulationMofMTMselectionMduringMtheMgerminalMcentreMreactionbMNatureZM2021ZMimeZMhilahjg 50.4 19

43 zunctionalMPlasticityMofMtheMugrwMReceptorMαistidineMKinaseMRequiredMforMStaphylococcalMVirulencebM
CelllChemicallBiologyZM2017ZMfhZMkjalj 8.2 18

42 womprehensiveMstructureMandMfunctionalMadaptationsMofMtheMyeastMnuclearMporeMcomplexbbMCellZM2021ZM 56.2 18

41 ussemblyMandMMolecularMurchitectureMofMtheMPhosphoinositideMgaKinaseMpli˛–MαomodimerbMJournall
oflBiologicallChemistryZM2015ZMfmdZMgdgmdahdi 5.4 17

40 uffinityMisolationMandMβaxβRTMmassMspectrometricManalysisMofMtheMyscherichiaMcoliMOeiknαkMSakaiMRNuM
polymeraseMcomplexbMJournalloflBacteriologyZM2008ZMemdZMeflham 3.5 17

39 StructuralMbasisMofMsubstrateMrecognitionMbyMaMpolypeptideMprocessingMandMsecretionMtransporterbM
ELifeZM2020ZMmZM 8.9 17

38 uMmethodMforMtheMrapidMandMefficientMelutionMofMnativeMaffinityapurifiedMproteinMuMtaggedMcomplexesbM
JournalloflProteomelResearchZM2005ZMhZMffidaj 5.6 16

37 urchitectureMofMPolMββV WMandMmolecularMmechanismMofMtranscriptionMregulationMbyM downebMNaturel
StructurallandlMolecularlBiologyZM2018ZMfiZMlimaljk 17.6 16

36 TheMwhromatinMReaderMZMYNxlMRegulatesMβghMynhancersMtoMPromoteMβmmunoglobulinMwlassMSwitchM
RecombinationbMMolecularlCellZM2018ZMkfZMjgjajhmbel 17.6 15

35
RapidMisolationMandMidentificationMofMbacteriophageMThaencodedMmodificationsMofMyscherichiaMcoliM
RNuMpolymerasenMaMgenericMmethodMtoMstudyMbacteriophagechostMinteractionsbMJournalloflProteomel
ResearchZM2008ZMkZMefhhaid

5.6 14

34 StructuralMbasisMforMtranscriptionMcomplexMdisruptionMbyMtheMMfdMtranslocasebMELifeZM2021ZMedZM 8.9 14

33 yfficientMidentificationMofMphosphorylationMbyMmassMspectrometricMphosphopeptideMfingerprintingbM
AnalyticallChemistryZM2008ZMldZMfhemafi 7.8 13

32 TheMreplicationMinitiatorMofMtheMcholeraMpathogenUsMsecondMchromosomeMshowsMstructuralMsimilarityM
toMplasmidMinitiatorsbMNucleiclAcidslResearchZM2017ZMhiZMgkfhagkgk 20.1 13

(2017-2019)
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31 MalariaMparasitesMuseMaMsolubleMRhopαMcomplexMforMerythrocyteMinvasionMandManMintegralMformMforM
nutrientMuptakebMELifeZM2021ZMedZM 8.9 13

30 LineageaspecificMproteinsMessentialMforMendocytosisMinMtrypanosomesbMJournalloflCelllScienceZM2017ZM
egdZMegkmaegmf 5.3 11

29 OptimizingMselectionMofMlargeManimalsMforMantibodyMproductionMbyMscreeningMimmuneMresponseMtoM
standardMvaccinesbMJournalloflImmunologicallMethodsZM2016ZMhgdZMijajd 2.5 11

28 NativeMMassMSpectrometryMunalysisMofMuffinityawapturedMyndogenousMYeastMRNuMyxosomeM
womplexesbMMethodslinlMolecularlBiologyZM2020ZMfdjfZMgikaglf 1.4 11

27 xissectingMtheMStructuralMxynamicsMofMtheMNuclearMPoreMwomplexbMMolecularlCellZM2021ZMleZMeigaejibek 17.6 11

26 βntegrativeMstructureMandMfunctionMofMtheMyeastMexocystMcomplexbMProteinlScienceZM2020ZMfmZMehljaeide 6.3 10

25 ProteomicsMonMtheMrimsnMinsightsMintoMtheMbiologyMofMtheMnuclearMenvelopeMandMflagellarMpocketMofM
trypanosomesbMParasitologyZM2012ZMegmZMeeilajk 2.7 10

24 NativeMMassMSpectrometryavasedMScreeningMforMOptimalMSampleMPreparationMinMSingleaParticleM
wryoayMbMStructureZM2021ZMfmZMeljaemibej 5.2 10

23 MechanismsMofMopeningMandMclosingMofMtheMbacterialMreplicativeMhelicasebMELifeZM2018ZMkZM 8.9 9

22 wripplingMlifeMsupportMforMSuRSawoVafMandMotherMvirusesMthroughMsyntheticMlethalitybMJournalloflCelll
BiologyZM2020ZMfemZM 7.3 9

21 viochemicalMreconstitutionsMrevealMprinciplesMofMhumanM˛‡aTuRwMassemblyMandMfunctionbMJournallofl
CelllBiologyZM2021ZMffdZM 7.3 9

20 StructuralMbasisMforMbacktrackingMbyMtheMSuRSawoVafMreplicationatranscriptionMcomplexM2021ZM 8

19 uffinityMproteomicMdissectionMofMtheMhumanMnuclearMcapabindingMcomplexMinteractomebMNucleiclAcidsl
ResearchZM2020ZMhlZMedhijaedhjm 20.1 7

18 unalysisMofMtheMmechanosensorMchannelMfunctionalityMofMTuwuNbMELifeZM2021ZMedZM 8.9 7

17  elMfiltrationMofMdiluteMhumanMembryonicMhemoglobinsMrevealsMbasisMforMtheirMincreasedMoxygenM
bindingbMAnalyticallBiochemistryZM2017ZMiemZMglahe 3.1 6

16 uMPolycombMrepressiveMcomplexMisMrequiredMforMRNuiamediatedMheterochromatinMformationMandM
dynamicMdistributionMofMnuclearMbodiesbMNucleiclAcidslResearchZM2021ZMhmZMihdkaihfi 20.1 6

15 uMnovelMhighacapacityMionMtrapaquadrupoleMtandemMmassMspectrometerbMInternationallJournallofl
MasslSpectrometryZM2007ZMfjlZMmgaedi 1.9 5

14 StructuralMbasisMforMhelicaseapolymeraseMcouplingMinMtheMSuRSawoVafMreplicationatranscriptionM
complexM2020ZM 5
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13 βnteractionsMofMnuclearMtransportMfactorsMandMsurfaceaconjugatedMz MnucleoporinsnMβnsightsMandM
limitationsbMPLoSlONEZM2019ZMehZMedfeklmk 3.7 4

12
NationalMwancerMβnstituteMThinkaTankMMeetingMReportMonMProteomicMwartographyMandMviomarkersMatM
theMSingleawellMLevelnMβnterrogationMofMPremalignantMLesionsbMJournalloflProteomelResearchZM2020ZM
emZMemddaemef

5.6 4

11 αighawapacityMβonMTrapMwoupledMtoMaMTimeaofazlightMMassMSpectrometerMforMwomprehensiveMLinkedM
ScansMwithMnoMScanningMLossesbMInternationallJournalloflMasslSpectrometryZM2011ZMgdeZMfeeafem 1.9 4

10 NanobodyMRepertoiresMforMyxposingMVulnerabilitiesMofMSuRSawoVafM2021ZM 4

9 αighlyMsynergisticMcombinationsMofMnanobodiesMthatMtargetMSuRSawoVafMandMareMresistantMtoMescapebM
ELifeZM2021ZMedZM 8.9 3
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