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n Paper IF Citations

190 xenomeZwideLassociationLscanLofLtagLSNPsLidentifiesLaLsusceptibilityLlocusLforLlungLcancerLatL
bfqcf[b[LNatureiGeneticsYL2008YLeaYLgbgZcc 36.3 1036

189 xeneticLvariationLinLtheLprostateLstemLcellLantigenLgeneLPStrLconfersLsusceptibilityLtoLurinaryL
bladderLcancer[LNatureiGeneticsYL2009YLebYLjjbZf 36.3 270

188 sladderLcancerLpredispositionkLaLmultigenicLapproachLtoLuNrZrepairLandLcellZcycleZcontrolLgenes[L
AmericaniJournaliofiHumaniGeneticsYL2006YLhiYLegeZhj 11 234

187 RareLvariantsLofLlargeLeffectLinLsRtrcLandLtyvKcLaffectLriskLofLlungLcancer[LNatureiGeneticsYL2014YL
egYLhdgZeb 36.3 228

186 MitochondrialLuNrLcontentkLitsLgeneticLheritabilityLandLassociationLwithLrenalLcellLcarcinoma[L
JournaliofitheiNationaliCanceriInstituteYL2008YLbaaYLbbaeZbc 9.7 206

185 SingleLnucleotideLpolymorphismsLofLmicroRNrLmachineryLgenesLmodifyLtheLriskLofLrenalLcellL
carcinoma[LClinicaliCanceriResearchYL2008YLbeYLhjfgZgc 12.9 197

184 xeneticLvariationsLinLmicroRNrZrelatedLgenesLareLnovelLsusceptibilityLlociLforLesophagealLcancerL
risk[LCanceriPreventioniResearchYL2008YLbYLegaZj 3.2 178

183 ysaZmiRZjLmethylationLstatusLisLassociatedLwithLcancerLdevelopmentLandLmetastaticLrecurrenceLinL
patientsLwithLclearLcellLrenalLcellLcarcinoma[LOncogeneYL2010YLcjYLfhceZi 9.2 177

182 xeneticLvariationsLinLradiationLandLchemotherapyLdrugLactionLpathwaysLpredictLclinicalLoutcomesLinL
esophagealLcancer[LJournaliofiClinicaliOncologyYL2006YLceYLdhijZji 2.2 153

181 ProstateLstemLcellLantigenkLaLγekyllLandLyydeLmoleculep[LClinicaliCanceriResearchYL2010YLbgYLdfddZi 12.9 126

180 PolymorphismsLinLinflammationLgenesLandLbladderLcancerkLfromLinitiationLtoLrecurrenceYL
progressionYLandLsurvival[LJournaliofiClinicaliOncologyYL2005YLcdYLfhegZfg 2.2 123

179 vnergyLstressZinducedLlncRNrLwzLNtbLrepressesLcZMycZmediatedLenergyLmetabolismLandLinhibitsL
renalLtumorLdevelopment[LNatureiCommunicationsYL2017YLiYLhid 17.4 120

178 SystematicLevaluationLofLgeneticLvariantsLinLtheLinflammationLpathwayLandLriskLofLlungLcancer[L
CanceriResearchYL2007YLghYLgfcaZh 10.1 116

177 LongZtermLtumorZfreeLsurvivalLfromLtreatmentLwithLtheLxwPZTRrzLLfusionLgeneLexpressedLfromLtheL
hTvRTLpromoterLinLbreastLcancerLcells[LOncogeneYL2002YLcbYLiacaZi 9.2 112

176 MicroRNrLexpressionLsignaturesLinLsarrettTsLesophagusLandLesophagealLadenocarcinoma[LClinicali
CanceriResearchYL2009YLbfYLfheeZfc 12.9 110

175 xenomeZwideLassociationLstudyLidentifiesLmultipleLsusceptibilityLlociLforLdiffuseLlargeLsLcellL
lymphoma[LNatureiGeneticsYL2014YLegYLbcddZi 36.3 108

174 rnalysisLofLyeritabilityLandLSharedLyeritabilityLsasedLonLxenomeZWideLrssociationLStudiesLforL
ThirteenLtancerLTypes[LJournaliofitheiNationaliCanceriInstituteYL2015YLbahYLdjvchj 9.7 107
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173 xeneticLvariantsLinLMicroRNrLbiosynthesisLpathwaysLandLbindingLsitesLmodifyLovarianLcancerLriskYL
survivalYLandLtreatmentLresponse[LCanceriResearchYL2010YLhaYLjhgfZhg 10.1 105

172 xenomeZwideLassociationLstudyLidentifiesLmultipleLlociLassociatedLwithLbladderLcancerLrisk[LHumani
MoleculariGeneticsYL2014YLcdYLbdihZji 5.6 101

171 MosaicLlossLofLchromosomeLYLisLassociatedLwithLcommonLvariationLnearLTtLbr[LNatureiGeneticsYL
2016YLeiYLfgdZi 36.3 87

170 PrognosticLsignificanceLofLpretreatmentLserumLlevelsLofLalbuminYLLuyLandLtotalLbilirubinLinLpatientsL
withLnonZmetastaticLbreastLcancer[LCarcinogenesisYL2015YLdgYLcedZi 4.6 83

169 vffectsLofLNZacetylLtransferaseLbLandLcLpolymorphismsLonLbladderLcancerLriskLinLtaucasians[L
MutationiResearchiyiGeneticiToxicologyiandiEnvironmentaliMutagenesisYL2005YLfibYLjhZbae 3 83

168 NucleotideLexcisionLrepairLgeneLpolymorphismsLandLrecurrenceLafterLtreatmentLforLsuperficialL
bladderLcancer[LClinicaliCanceriResearchYL2005YLbbYLbeaiZbf 12.9 83

167 rLgenomeZwideLassociationLstudyLofLbladderLcancerLidentifiesLaLnewLsusceptibilityLlocusLwithinL
SLtberbYLaLureaLtransporterLgeneLonLchromosomeLbiqbc[d[LHumaniMoleculariGeneticsYL2011YLcaYLecicZj5.6 82

166 PathwayZbasedLserumLmicroRNrLprofilingLandLsurvivalLinLpatientsLwithLadvancedLstageLnonZsmallL
cellLlungLcancer[LCanceriResearchYL2013YLhdYLeiabZj 10.1 78

165 MicroRNrLinLtheLpathogenesisLandLprognosisLofLesophagealLcancer[LCurrentiPharmaceuticaliDesignYL
2013YLbjYLbcjcZdaa 3.3 78

164
zmputationLandLsubsetZbasedLassociationLanalysisLacrossLdifferentLcancerLtypesLidentifiesLmultipleL
independentLriskLlociLinLtheLTvRTZtLPTMbLLregionLonLchromosomeLfpbf[dd[LHumaniMoleculari
GeneticsYL2014YLcdYLggbgZdd

5.6 77

163 MicroRNrLexpressionLsignaturesLduringLmalignantLprogressionLfromLsarrettTsLesophagusLtoL
esophagealLadenocarcinoma[LCanceriPreventioniResearchYL2013YLgYLbjgZcaf 3.2 77

162 hTvRTLpromoterLinducesLtumorZspecificLsaxLgeneLexpressionLandLcellLkillingLinLsyngenicLmouseL
tumorLmodelLandLpreventsLsystemicLtoxicity[LGeneiTherapyYL2002YLjYLdaZh 4 76

161 xeneticLvariantsLinLinflammationZrelatedLgenesLareLassociatedLwithLradiationZinducedLtoxicityL
followingLtreatmentLforLnonZsmallLcellLlungLcancer[LPLoSiONEYL2010YLfYLebceac 3.7 75

160 xenomeZwideLassociationLstudyLidentifiesLfiveLsusceptibilityLlociLforLfollicularLlymphomaLoutsideL
theLyLrLregion[LAmericaniJournaliofiHumaniGeneticsYL2014YLjfYLegcZhb 11 74

159 rLgenomeZwideLassociationLstudyLidentifiesLaLnovelLsusceptibilityLlocusLforLrenalLcellLcarcinomaLonL
bcpbb[cd[LHumaniMoleculariGeneticsYL2012YLcbYLefgZgc 5.6 74

158 xenomeZwideLassociationLstudyLofLsurvivalLinLnonZsmallLcellLlungLcancerLpatientsLreceivingL
platinumZbasedLchemotherapy[LJournaliofitheiNationaliCanceriInstituteYL2011YLbadYLibhZcf 9.7 73

157 MetaZanalysisLofLgenomeZwideLassociationLstudiesLdiscoversLmultipleLlociLforLchronicLlymphocyticL
leukemia[LNatureiCommunicationsYL2016YLhYLbajdd 17.4 70

156 xeneticLvariationsLinLPzdKZrKTZmTORLpathwayLandLbladderLcancerLrisk[LCarcinogenesisYL2009YLdaYLcaehZfc4.6 70
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155 MutagenLsensitivityLhasLhighLheritabilitykLevidenceLfromLaLtwinLstudy[LCanceriResearchYL2006YLggYLfjjdZg 10.1 68

154
TargetedLexpressionLofLgreenLfluorescentLprotein]tumorLnecrosisLfactorZrelatedLapoptosisZinducingL
ligandLfusionLproteinLfromLhumanLtelomeraseLreverseLtranscriptaseLpromoterLelicitsLantitumorL
activityLwithoutLtoxicLeffectsLonLprimaryLhumanLhepatocytes[LCanceriResearchYL2002YLgcYLdgcaZf

10.1 68

153 TelomereLlengthLinLperipheralLbloodLleukocytesLandLlungLcancerLriskkLaLlargeLcaseZcontrolLstudyLinL
taucasians[LCanceriResearchYL2014YLheYLcehgZig 10.1 67

152
xenomeZwideLcatalogueLofLchromosomalLaberrationsLinLbarrettTsLesophagusLandLesophagealL
adenocarcinomakLaLhighZdensityLsingleLnucleotideLpolymorphismLarrayLanalysis[LCanceriPreventioni
ResearchYL2010YLdYLbbhgZig

3.2 67

151 xenomeZwideLprofilingLofLchromosomalLalterationsLinLrenalLcellLcarcinomaLusingLhighZdensityLsingleL
nucleotideLpolymorphismLarrays[LInternationaliJournaliofiCancerYL2009YLbcfYLcdecZi 7.5 66

150 ModulationLofLuNrLdamage]uNrLrepairLcapacityLbyLXPtLpolymorphisms[LDNAiRepairYL2008YLhYLbebZi 4.3 64

149 MutagenLsensitivitykLaLgeneticLpredispositionLfactorLforLcancer[LCanceriResearchYL2007YLghYLdejdZf 10.1 64

148 xeneticLpolymorphismsLinLMicroRNrZrelatedLgenesLasLpredictorsLofLclinicalLoutcomesLinLcolorectalL
adenocarcinomaLpatients[LClinicaliCanceriResearchYL2012YLbiYLdjicZjb 12.9 63

147 ProjectingLindividualizedLprobabilitiesLofLdevelopingLbladderLcancerLinLwhiteLindividuals[LJournaliofi
ClinicaliOncologyYL2007YLcfYLejheZib 2.2 63

146 rberrantLpromoterLmethylationLprofileLandLassociationLwithLsurvivalLinLpatientsLwithLnonZsmallLcellL
lungLcancer[LClinicaliCanceriResearchYL2006YLbcYLhdcjZdi 12.9 62

145 tonstitutiveLshortLtelomereLlengthLofLchromosomeLbhpLandLbcqLbutLnotLbbqLandLcpLisLassociatedL
withLanLincreasedLriskLforLesophagealLcancer[LCanceriPreventioniResearchYL2009YLcYLefjZgf 3.2 61

144 MatrixLmetalloproteinaseLpolymorphismsLandLbladderLcancerLrisk[LCanceriResearchYL2006YLggYLbbgeeZi 10.1 61

143 yighZorderLinteractionsLamongLgeneticLpolymorphismsLinLnucleotideLexcisionLrepairLpathwayLgenesL
andLsmokingLinLmodulatingLbladderLcancerLrisk[LCarcinogenesisYL2007YLciYLcbgaZf 4.6 61

142
rLgenomeZwideLassociationLstudyLidentifiesLaLlocusLonLchromosomeLbeqcbLasLaLpredictorLofL
leukocyteLtelomereLlengthLandLasLaLmarkerLofLsusceptibilityLforLbladderLcancer[LCanceriPreventioni
ResearchYL2011YLeYLfbeZcb

3.2 60

141 vpidemiologyLandLgeneticLsusceptibilityLtoLbladderLcancer[LBJUiInternationalYL2008YLbacYLbcahZbf 5.6 56

140 rLnonsynonymousLsingleZnucleotideLpolymorphismLinLtheLPuZZRhoLguanineLnucleotideLexchangeL
factorLUSerbebgxlyVLmodulatesLtheLriskLofLlungLcancerLinLMexicanLrmericans[LCancerYL2006YLbagYLchbgZce 6.4 55

139 tombinationLofLTRrzLLgeneLtherapyLandLchemotherapyLenhancesLantitumorLandLantimetastasisL
effectsLinLchemosensitiveLandLchemoresistantLbreastLcancers[LMoleculariTherapyYL2003YLiYLeebZi 11.7 55

138
PrognosticLsignificanceLofLataxiaZtelangiectasiaLmutatedYLuNrZdependentLproteinLkinaseLcatalyticL
subunitYLandLKuLheterodimericLregulatoryLcomplexLigZkuLsubunitLexpressionLinLpatientsLwithL
nonsmallLcellLlungLcancer[LCancerYL2008YLbbcYLchfgZge

6.4 53
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137 xeneticLvariationsLofLtheLPzdKZrKTZmTORLpathwayLandLclinicalLoutcomeLinLmuscleLinvasiveLandL
metastaticLbladderLcancerLpatients[LCarcinogenesisYL2010YLdbYLbdihZjb 4.6 52

136 NovelLsusceptibilityLlociLforLsecondLprimaryLtumors]recurrenceLinLheadLandLneckLcancerLpatientskL
largeZscaleLevaluationLofLgeneticLvariants[LCanceriPreventioniResearchYL2009YLcYLgbhZce 3.2 52

135 MatrixLmetalloproteinaseLpolymorphismsLareLassociatedLwithLbladderLcancerLinvasiveness[LClinicali
CanceriResearchYL2007YLbdYLcgbeZca 12.9 52

134 PzdK]PTvN]rKT]mTORLpathwayLgeneticLvariationLpredictsLtoxicityLandLdistantLprogressionLinLlungL
cancerLpatientsLreceivingLplatinumZbasedLchemotherapy[LLungiCancerYL2011YLhbYLicZi 5.9 51

133 PharmacogenomicsLofLplatinumZbasedLchemotherapyLinLNStLt[LExpertiOpinionioniDrugiMetabolismi
andiToxicologyYL2009YLfYLhefZff 5.5 51

132 RoleLofLinflammationLgeneLpolymorphismsLonLpainLseverityLinLlungLcancerLpatients[LCanceri
EpidemiologyiBiomarkersiandiPreventionYL2009YLbiYLcgdgZec 4 50

131 rLnovelLsingleLtetracyclineZregulativeLadenoviralLvectorLforLtumorZspecificLsaxLgeneLexpressionLandL
cellLkillingLinLvitroLandLinLvivo[LOncogeneYL2002YLcbYLehfhZge 9.2 50

130 vxpressionLofLtelomereZassociatedLgenesLasLprognosticLmarkersLforLoverallLsurvivalLinLpatientsLwithL
nonZsmallLcellLlungLcancer[LClinicaliCanceriResearchYL2006YLbcYLfhcaZf 12.9 46

129 xeneticLvariantsLinLcellLcycleLcontrolLpathwayLconferLsusceptibilityLtoLbladderLcancer[LCancerYL2008YL
bbcYLceghZhe 6.4 45

128 rLgenomeZwideLassociationLstudyLofLmarginalLzoneLlymphomaLshowsLassociationLtoLtheLyLrLregion[L
NatureiCommunicationsYL2015YLgYLfhfb 17.4 44

127 ProfilingLofLgeneticLvariationsLinLinflammationLpathwayLgenesLinLrelationLtoLbladderLcancerL
predisposition[LClinicaliCanceriResearchYL2008YLbeYLccdgZee 12.9 44

126 MechanismsLinvolvedLinLdevelopmentLofLresistanceLtoLadenovirusZmediatedLproapoptoticLgeneL
therapyLinLuLubLhumanLcolonLcancerLcellLline[LGeneiTherapyYL2002YLjYLbcgcZha 4 43

125 xeneticLvariationsLinLtheLsonicLhedgehogLpathwayLaffectLclinicalLoutcomesLinLnonZmuscleZinvasiveL
bladderLcancer[LCanceriPreventioniResearchYL2010YLdYLbcdfZef 3.2 42

124 rugmentingLtransgeneLexpressionLfromLcarcinoembryonicLantigenLUtvrVLpromoterLviaLaLxrLeLgeneL
regulatoryLsystem[LMoleculariTherapyYL2001YLdYLchiZid 11.7 42

123 tyclinLubLgeneLpolymorphismLasLaLriskLfactorLforLoralLpremalignantLlesions[LCarcinogenesisYL2006YL
chYLcadeZh 4.6 41

122 tombinedLeffectsLofLtheLpfdLandLphdLpolymorphismsLonLlungLcancerLrisk[LCanceriEpidemiologyi
BiomarkersiandiPreventionYL2006YLbfYLbfiZgb 4 41

121 MutagenLsensitivityLandLgeneticLvariantsLinLnucleotideLexcisionLrepairLpathwaykL
genotypeZphenotypeLcorrelation[LCanceriEpidemiologyiBiomarkersiandiPreventionYL2007YLbgYLcagfZhb 4 41

120 tombinedLTRrzLLandLsaxLgeneLtherapyLprolongedLsurvivalLinLmiceLwithLovarianLcancerLxenograft[L
GeneiTherapyYL2002YLjYLbdhjZig 4 41

(2002-2010)
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119 xermlineLgeneticLvariationsLinLdrugLactionLpathwaysLpredictLclinicalLoutcomesLinLadvancedLlungL
cancerLtreatedLwithLplatinumZbasedLchemotherapy[LPharmacogeneticsiandiGenomicsYL2008YLbiYLjffZgf 1.9 40

118 xeneticallyLpredictedLlongerLtelomereLlengthLisLassociatedLwithLincreasedLriskLofLsZcellLlymphomaL
subtypes[LHumaniMoleculariGeneticsYL2016YLcfYLbggdZhg 5.6 39

117 xWrSZidentifiedLcolorectalLcancerLsusceptibilityLlociLassociatedLwithLclinicalLoutcomes[L
CarcinogenesisYL2012YLddYLbdchZdb 4.6 39

116 uietaryLintakeLofLvegetablesLandLfruitsLandLtheLmodificationLeffectsLofLxSTMbLandLNrTcLgenotypesL
onLbladderLcancerLrisk[LCanceriEpidemiologyiBiomarkersiandiPreventionYL2009YLbiYLcajaZh 4 38

115 TheLabilityLofLbilirubinLinLidentifyingLsmokersLwithLhigherLriskLofLlungLcancerkLaLlargeLcohortLstudyLinL
conjunctionLwithLglobalLmetabolomicLprofiling[LClinicaliCanceriResearchYL2015YLcbYLbjdZcaa 12.9 36

114
xenomeZwideLassociationLstudyLidentifiesLvariantsLinLcaseinLkinaseLzzLUtSNKcrcVLtoLbeLassociatedL
withLleukocyteLtelomereLlengthLinLaLPunjabiLSikhLdiabeticLcohort[LCirculation:iCardiovasculari
GeneticsYL2014YLhYLcihZjf

36

113 vxpressionLofLmethylationZrelatedLgenesLisLassociatedLwithLoverallLsurvivalLinLpatientsLwithL
nonZsmallLcellLlungLcancer[LBritishiJournaliofiCancerYL2008YLjiYLbhbgZcc 8.7 36

112 xenomeZwideLmethylationLanalysisLshowsLsimilarLpatternsLinLsarrettTsLesophagusLandLesophagealL
adenocarcinoma[LCarcinogenesisYL2013YLdeYLchfaZg 4.6 35

111 xeneticLsusceptibilityLtoLbladderLcancerLriskLandLoutcome[LPersonalizediMedicineYL2011YLiYLdgfZdhe 2.2 35

110
rdenylationLofLsmallLRNrsLinLhumanLcells[LuevelopmentLofLaLcellZfreeLsystemLforLaccurateL
adenylationLonLtheLdTZendLofLhumanLsignalLrecognitionLparticleLRNr[LJournaliofiBiologicaliChemistryYL
1998YLchdYLgifdZj

5.4 35

109 LongLtelomeresLinLperipheralLbloodLleukocytesLareLassociatedLwithLanLincreasedLriskLofLsoftLtissueL
sarcoma[LCancerYL2013YLbbjYLbiifZjb 6.4 34

108 rssociationLofLmitochondrialLuNrLcopyLnumberLinLperipheralLbloodLleukocytesLwithLriskLofL
esophagealLadenocarcinoma[LCarcinogenesisYL2013YLdeYLcfcbZe 4.6 34

107 xlobalLassessmentLofLgeneticLvariationLinfluencingLresponseLtoLretinoidLchemopreventionLinLheadL
andLneckLcancerLpatients[LCanceriPreventioniResearchYL2011YLeYLbifZjd 3.2 34

106 PolymorphismsLofLSTKbfLUruroraZrVLgeneLandLlungLcancerLriskLinLtaucasians[LCarcinogenesisYL2007YL
ciYLdfaZf 4.6 34

105 TheLsomaticLmutationLlandscapeLofLpremalignantLcolorectalLadenoma[LGutYL2018YLghYLbcjjZbdaf 19.2 33

104 ReducedLmitochondrialLuNrLcopyLnumberLinLperipheralLbloodLleukocytesLincreasesLtheLriskLofLsoftL
tissueLsarcoma[LCarcinogenesisYL2013YLdeYLbadjZed 4.6 33

103 xeneticLandLintermediateLphenotypicLsusceptibilityLmarkersLofLgastricLcancerLinLyispanicL
rmericanskLaLcaseZcontrolLstudy[LCancerYL2014YLbcaYLdaeaZi 6.4 32

102 uepressiveLsymptomsLandLshortLtelomereLlengthLareLassociatedLwithLincreasedLmortalityLinLbladderL
cancerLpatients[LCanceriEpidemiologyiBiomarkersiandiPreventionYL2015YLceYLddgZed 4 31
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101
wormationLofLcTYdTZcyclicLphosphatesLatLtheLdTLendLofLhumanLUgLsmallLnuclearLRNrLinLvitro[L
zdentificationLofLcTYdTZcyclicLphosphatesLatLtheLdTLendsLofLhumanLsignalLrecognitionLparticleLandL
mitochondrialLRNrLprocessingLRNrs[LJournaliofiBiologicaliChemistryYL1997YLchcYLcbjijZjd

5.4 31

100 MovingLtowardLindividualizedLtherapyLbasedLonLNvRLpolymorphismsLthatLpredictLplatinumL
sensitivityLinLovarianLcancerLpatients[LGynecologiciOncologyYL2007YLbahYLSccdZj 4.9 31

99 rccurateLdTLendLprocessingLandLadenylationLofLhumanLsignalLrecognitionLparticleLRNrLandLaluLRNrL
inLvitro[LJournaliofiBiologicaliChemistryYL1998YLchdYLdfacdZdb 5.4 31

98 MicroRNrLprofilingLinLclearLcellLrenalLcellLcarcinomaLtissuesLpotentiallyLlinksLtumorigenesisLandL
recurrenceLwithLobesity[LBritishiJournaliofiCancerYL2017YLbbgYLhhZie 8.7 30

97 xeneticLvariationsLinLtheLtransformingLgrowthLfactorZbetaLpathwayLasLpredictorsLofLsurvivalLinL
advancedLnonZsmallLcellLlungLcancer[LCarcinogenesisYL2011YLdcYLbafaZg 4.6 30

96 znductionLofLapoptosisLandLdownZregulationLofLsclZXLLinLcancerLcellsLbyLaLnovelLsmallLmoleculeYL
c[[dZUcYdZdichlorophenoxyVpropyl]amino]ethanol[LCanceriResearchYL2004YLgeYLbbbaZd 10.1 30

95 saxZinductionLgeneLtherapyLofLpancreaticLcancer[LJournaliofiSurgicaliResearchYL2002YLbagYLdegZfb 2.5 30

94
SerumLMicroRNrZbfaLPredictsLPrognosisLforLvarlyZStageLNonZSmallLtellLLungLtancerLandLPromotesL
TumorLtellLProliferationLbyLTargetingLTumorLSuppressorLxeneLSRtzNb[LClinicaliPharmacologyiandi
TherapeuticsYL2018YLbadYLbagbZbahd

6.1 28

93 ShortLtelomereLlengthsLinLperipheralLbloodLleukocytesLareLassociatedLwithLanLincreasedLriskLofLoralL
premalignantLlesionLandLoralLsquamousLcellLcarcinoma[LCancerYL2013YLbbjYLechhZid 6.4 27

92 SevereLobesityLpriorLtoLdiagnosisLlimitsLsurvivalLinLcolorectalLcancerLpatientsLevaluatedLatLaLlargeL
cancerLcentre[LBritishiJournaliofiCancerYL2016YLbbeYLbadZj 8.7 25

91 TheLprostateLcancerLsusceptibilityLvariantLrschdfidjLnearLKLKdLgeneLisLassociatedLwithLaggressiveL
prostateLcancerLandLcanLstratifyLgleasonLscoreLhLpatients[LClinicaliCanceriResearchYL2014YLcaYLfbddZfbdj 12.9 25

90 zdentificationLofLSerumLMarkersLofLvsophagealLrdenocarcinomaLbyLxlobalLandLTargetedLMetabolicL
Profiling[LClinicaliGastroenterologyiandiHepatologyYL2015YLbdYLbhdaZbhdh[ej 6.9 25

89 znductionLofLpfdZregulatedLgenesLinLlungLcancerLcellskLimplicationsLofLtheLmechanismLforLadenoviralL
pfdZmediatedLapoptosis[LOncogeneYL2004YLcdYLbdaaZh 9.2 24

88 xeneticLpolymorphismLinLbladderLcancer[LFrontiersiiniBioscienceiyiLandmarkYL2007YLbcYLbjcZcbd 2.8 24

87 ProspectiveLanalysisLofLuNrLdamageLandLrepairLmarkersLofLlungLcancerLriskLfromLtheLProstateYL
LungYLtolorectalLandLOvarianLUPLtOVLtancerLScreeningLTrial[LCarcinogenesisYL2011YLdcYLgjZhd 4.6 22

86 TelomeraseLPromoterZurivenLtancerLtellLSuicide[LCanceriBiologyiandiTherapyYL2003YLcYLgdZgj 4.6 22

85 MitochondrialLuNrLcopyLnumberLinLperipheralLbloodLleukocytesLandLtheLriskLofLclearLcellLrenalLcellL
carcinoma[LCarcinogenesisYL2015YLdgYLcejZff 4.6 21

84 PersonalizedLRiskLrssessmentLinLNeverYLLightYLandLyeavyLSmokersLinLaLprospectiveLcohortLinL
Taiwan[LScientificiReportsYL2016YLgYLdgeic 4.9 21

(2016-1997)
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83 rssociationLofLruroraZrLUSTKbfVLkinaseLpolymorphismsLwithLclinicalLoutcomeLofLesophagealLcancerL
treatedLwithLpreoperativeLchemoradiation[LCancerYL2012YLbbiYLedegZfd 6.4 21

82 xeneticLsusceptibilityLtoLbladderLcancerLwithLanLemphasisLonLgeneZgeneLandLgeneZenvironmentalL
interactions[LCurrentiOpinioniiniUrologyYL2008YLbiYLejdZi 2.8 21

81 TelomeraseLpromoterZdrivenLcancerLgeneLtherapy[LCanceriBiologyiandiTherapyYL2003YLcYLSgeZha 4.6 21

80 SystematicLevaluationLofLapoptoticLpathwayLgeneLpolymorphismsLandLlungLcancerLrisk[L
CarcinogenesisYL2012YLddYLbgjjZhag 4.6 20

79 STKbfLwdbzLpolymorphismLisLassociatedLwithLincreasedLuterineLcancerLriskkLaLpilotLstudy[LGynecologici
OncologyYL2007YLbahYLhbZe 4.9 20

78 RolesLofLtumorLsuppressorLandLtelomereLmaintenanceLgenesLinLcancerLandLagingZZanL
epidemiologicalLstudy[LCarcinogenesisYL2005YLcgYLbhebZh 4.6 20

77 MitochondrialLuNrLcopyLnumberLinLperipheralLbloodLleukocytesLandLtheLaggressivenessLofLlocalizedL
prostateLcancer[LOncotargetYL2015YLgYLebjiiZjg 3.3 20

76 LeukocyteLmitochondrialLuNrLcontentkLaLnovelLbiomarkerLassociatedLwithLprognosisLandL
therapeuticLoutcomeLinLcolorectalLcancer[LCarcinogenesisYL2015YLdgYLfedZfc 4.6 19

75 xeneticLvariantsLofLtheLWntLsignalingLpathwayLasLpredictorsLofLrecurrenceLandLsurvivalLinL
earlyZstageLnonZsmallLcellLlungLcancerLpatients[LCarcinogenesisYL2014YLdfYLbcieZjb 4.6 19

74 xermlineLprognosticLmarkersLforLurinaryLbladderLcancerkLobstaclesLandLopportunities[LUrologici
Oncology:iSeminarsiandiOriginaliInvestigationsYL2012YLdaYLfceZdc 2.8 19

73 xenomicLuNrLyypomethylationLandLRiskLofLRenalLtellLtarcinomakLrLtaseZtontrolLStudy[LClinicali
CanceriResearchYL2016YLccYLcaheZic 12.9 18

72 xeneticLvariationsLinLtheLregulatorLofLxZproteinLsignalingLgenesLareLassociatedLwithLsurvivalLinL
lateZstageLnonZsmallLcellLlungLcancer[LPLoSiONEYL2011YLgYLecbbca 3.7 18

71 vnhancingLadenovirusZmediatedLgeneLtransferLinLvitroLandLinLvivoLbyLadditionLofLprotamineLandL
hydrocortisone[LJournaliofiGeneiMedicineYL2003YLfYLigiZihf 3.5 18

70 PrognosticLsignificanceLofLpromoterLtpxLislandLmethylationLofLobesityZrelatedLgenesLinLpatientsL
withLnonmetastaticLrenalLcellLcarcinoma[LCancerYL2017YLbcdYLdgbhZdgch 6.4 17

69 PolymorphismsLinLgenesLrelatedLtoLepithelialZmesenchymalLtransitionLandLriskLofLnonZsmallLcellLlungL
cancer[LCarcinogenesisYL2017YLdiYLbacjZbadf 4.6 17

68
γointLeffectLofLmutagenLsensitivityLandLinsulinZlikeLgrowthLfactorsLinLpredictingLtheLriskLofL
developingLsecondaryLprimaryLtumorsLandLtumorLrecurrenceLinLpatientsLwithLheadLandLneckLcancer[L
ClinicaliCanceriResearchYL2006YLbcYLhbjeZcab

12.9 16

67 SmallLRNrLdatabase[LNucleiciAcidsiResearchYL1998YLcgYLbgaZc 20.1 16

66 zncreasedLleukocyteLmitochondrialLuNrLcopyLnumberLisLassociatedLwithLoralLpremalignantLlesionskL
anLepidemiologyLstudy[LCarcinogenesisYL2014YLdfYLbhgaZe 4.6 15
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65 zdentificationLofLtissueZLandLcancerZselectiveLpromotersLforLtheLintroductionLofLgenesLintoLhumanL
ovarianLcancerLcells[LGynecologiciOncologyYL2002YLifYLefbZi 4.9 15

64 xeneticLvariantsLinLtelomereZmaintenanceLgenesLandLbladderLcancerLrisk[LPLoSiONEYL2012YLhYLedaggf 3.7 15

63 ySudsLandLgeneZgeneLinteractionsLinLaLpathwayZbasedLanalysisLofLgeneticLsusceptibilityLtoLbladderL
cancer[LPLoSiONEYL2012YLhYLefbdab 3.7 14

62 zonizingLradiationZinducedL˛‡ZycrXLactivityLinLwholeLbloodLcultureLandLtheLriskLofLlungLcancer[LCanceri
EpidemiologyiBiomarkersiandiPreventionYL2013YLccYLeedZfb 4 14

61 zsolationLandLcharacterizationLofLaLnewLbbaLkuaLhumanLnuclearLRNrZbindingLproteinLUpbbanrbV[L
BiochimicaiEtiBiophysicaiActaiGeneiRegulatoryiMechanismsYL1998YLbdjjYLbZj 14

60 TheLpharmacogeneticLimpactLofLinflammatoryLgenesLonLbladderLcancerLrecurrence[L
PharmacogenomicsYL2005YLgYLfhfZie 2.6 14

59
yighLbaselineLlevelsLofLinterleukinZiLinLleukocytesLandLurineLpredictLtumorLrecurrenceLinL
nonZmuscleLinvasiveLbladderLcancerLpatientsLreceivingLbacillusLtalmetteZxuerinLtherapykLrL
longZtermLsurvivalLanalysis[LOncoImmunologyYL2017YLgYLebcgfhbj

7.2 13

58 LowLserumLtestosteroneLisLassociatedLwithLtumorLaggressivenessLandLpoorLprognosisLinLprostateL
cancer[LOncologyiLettersYL2017YLbdYLbjejZbjfh 2.6 12

57 rssociationLofLleukocyteLtelomereLlengthLinLperipheralLbloodLleukocytesLwithLendometrialLcancerL
riskLinLtaucasianLrmericans[LCarcinogenesisYL2015YLdgYLbdchZdc 4.6 12

56 tomprehensiveLpathwayZbasedLinterrogationLofLgeneticLvariationsLinLtheLnucleotideLexcisionLuNrL
repairLpathwayLandLriskLofLbladderLcancer[LCancerYL2012YLbbiYLcafZbf 6.4 12

55 rLmiRZSNPLbiomarkerLlinkedLtoLanLincreasedLlungLcancerLsurvivalLbyLmiRNrZmediatedL
downZregulationLofLwZueLexpressionLandLWntLsignaling[LScientificiReportsYL2017YLhYLjacj 4.9 12

54 TelomereLlengthLandLrecurrenceLriskLafterLcurativeLresectionLinLpatientsLwithLearlyZstageL
nonZsmallZcellLlungLcancerkLaLprospectiveLcohortLstudy[LJournaliofiThoraciciOncologyYL2015YLbaYLdacZi 8.9 12

53 RekLshortLtelomereLlengthYLcancerLsurvivalYLandLcancerLriskLinLehLbacLindividuals[LJournaliofithei
NationaliCanceriInstituteYL2013YLbafYLbbfh 9.7 12

52 senzoUaVpyreneLdiolLepoxideZinducedLchromosomeLjpcbLaberrationsLareLassociatedLwithLincreasedL
riskLofLbladderLcancer[LCanceriEpidemiologyiBiomarkersiandiPreventionYL2008YLbhYLceefZfa 4 12

51 vpigeneticLanalysisLofLmicroRNrLgenesLinLtumorsLfromLsurgicallyLresectedLlungLcancerLpatientsLandL
associationLwithLsurvival[LMoleculariCarcinogenesisYL2015YLfeLSupplLbYLvefZfb 5 11

50 LowerLmitochondrialLuNrLcopyLnumberLinLperipheralLbloodLleukocytesLincreasesLtheLriskLofL
endometrialLcancer[LMoleculariCarcinogenesisYL2016YLffYLbbbbZh 5 11

49 PredictorsLofLsurvivalLinLneverZsmokersLwithLnonZsmallLcellLlungLcancerkLaLlargeZscaleYLtwoZphaseL
geneticLstudy[LClinicaliCanceriResearchYL2012YLbiYLfjidZjb 12.9 11

48 PathwayLanalysisLofLbladderLcancerLgenomeZwideLassociationLstudyLidentifiesLnovelLpathwaysL
involvedLinLbladderLcancerLdevelopment[LGenesiandiCancerYL2016YLhYLccjZcdj 2.9 11

(2016-2002)
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47 SocialZdemographicsYLhealthLbehaviorsYLandLtelomereLlengthLinLtheLMexicanLrmericanLManoLaLManoL
tohort[LOncotargetYL2017YLiYLjgffdZjgfgh 3.3 11

46 tohortLProfilekLTheLMuLrndersonLtancerLPatientsLandLSurvivorsLtohortLUMurZtPStV[LInternationali
JournaliofiEpidemiologyYL2016YLefYLhbdZhbdf 7.8 10

45 zdentificationLofLpolymorphismsLinLultraconservedLelementsLassociatedLwithLclinicalLoutcomesLinL
locallyLadvancedLcolorectalLadenocarcinoma[LCancerYL2012YLbbiYLgbiiZji 6.4 10

44 RiskLassessmentLofLesophagealLadenocarcinomaLusingL˛‡ZycrXLassay[LCanceriEpidemiologyi
BiomarkersiandiPreventionYL2013YLccYLbhjhZiae 4 10

43 rLgeneticLvariantLnearLtheLPMrzPb]NoxaLgeneLisLassociatedLwithLincreasedLbleomycinLsensitivity[L
HumaniMoleculariGeneticsYL2011YLcaYLicaZg 5.6 10

42 tommonLgeneticLvariantsLinLcellLcycleLpathwayLareLassociatedLwithLsurvivalLinLstageLzzzZzVL
nonZsmallZcellLlungLcancer[LCarcinogenesisYL2011YLdcYLbighZhb 4.6 10

41
vvolutionaryLconservationLofLpostZtranscriptionalLdTLendLadenylationLofLsmallLRNrskLS[LcerevisiaeL
signalLrecognitionLparticleLRNrLandLUcLsmallLnuclearLRNrLareLpostZtranscriptionallyLadenylated[L
MoleculariandiCellulariBiochemistryYL2000YLcaiYLjjZbaj

4.2 10

40 yeritabilityLofLprostateLcancerkLaLtaleLofLrareLvariantsLandLcommonLsingleLnucleotideL
polymorphisms[LAnnalsiofiTranslationaliMedicineYL2016YLeYLcag 3.2 10

39 xeneticLvariationsLinLbaseLexcisionLrepairLpathwayLandLriskLofLbladderLcancerkLaLcaseZcontrolLstudyLinL
theLUnitedLStates[LMoleculariCarcinogenesisYL2015YLfeYLfaZh 5 9

38 tompilationLofLsmallLRNrLsequences[LNucleiciAcidsiResearchYL1994YLccYLdeibZc 20.1 9

37 yypoxiaLpathwayLgeneticLvariantsLpredictLsurvivalLofLnonZsmallZcellLlungLcancerLpatientsLreceivingL
platinumZbasedLchemotherapy[LCarcinogenesisYL2017YLdiYLebjZece 4.6 7

36 LongLLeukocyteLTelomereLLengthLzsLrssociatedLwithLzncreasedLRisksLofLSoftLTissueLSarcomakLrL
MendelianLRandomizationLStudy[LCancersYL2020YLbcYL 6.6 6

35 xeneticLvariantsLinLtelomereZmaintenanceLgenesLareLassociatedLwithLovarianLcancerLriskLandL
outcome[LJournaliofiCellulariandiMoleculariMedicineYL2017YLcbYLfbaZfbi 5.6 6

34 SmallLRNrLdatabase[LNucleiciAcidsiResearchYL1996YLceYLhdZf 20.1 6

33 LzNvZbLmethylationLinLperipheralLbloodLleukocytesLandLclinicalLcharacteristicsLandLprognosisLofL
prostateLcancerLpatients[LOncotargetYL2017YLiYLjeacaZjeach 3.3 6

32
xeneticLassociationsLofLTLcellLcancerLimmuneLresponseLwithLtumorLaggressivenessLinLlocalizedL
prostateLcancerLpatientsLandLdiseaseLreclassificationLinLanLactiveLsurveillanceLcohort[L
OncoImmunologyYL2019YLiYLebeiddad

7.2 6

31 ReplyLtoLTMosaicLlossLofLchromosomeLYLinLleukocytesLmattersT[LNatureiGeneticsYL2019YLfbYLhZj 36.3 6

30 LeukocyteLtelomereLlengthLisLassociatedLwithLaggressiveLprostateLcancerLinLlocalizedLprostateL
cancerLpatients[LEBioMedicineYL2020YLfcYLbacgbg 8.8 5
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29 xeneticLvariantsLinLtheLnucleotideLexcisionLrepairLgenesLareLassociatedLwithLtheLriskLofLdevelopingL
endometriosis[LBiologyiofiReproductionYL2019YLbabYLjciZjdh 3.9 5

28 MethylationLofLsubtelomericLrepeatLueZeLinLperipheralLbloodLleukocytesLisLassociatedLwithL
biochemicalLrecurrenceLinLlocalizedLprostateLcancerLpatients[LCarcinogenesisYL2017YLdiYLicbZicg 4.6 5

27 MitochondrialLuNrLcopyLnumberLinLperipheralLbloodLleukocytesLisLassociatedLwithLbiochemicalL
recurrenceLinLprostateLcancerLpatientsLinLrfricanLrmericans[LCarcinogenesisYL2020YLebYLcghZchd 4.6 5

26 zmprovedLPrognosticLStratificationLUsingLtirculatingLTumorLtellLtlustersLinLPatientsLwithL
MetastaticLtastrationZResistantLProstateLtancer[LCancersYL2021YLbdYL 6.6 5

25
xeneticLvariantsLofLtheLWntLsignalingLpathwayLasLpredictorsLofLaggressiveLdiseaseLandL
reclassificationLinLmenLwithLearlyLstageLprostateLcancerLonLactiveLsurveillance[LCarcinogenesisYL2016YL
dhYLjgfZjhb

4.6 4

24 LeukocyteLTelomereLLengthLandLtancerLRiskkLrLuynamicLProblem[LEBioMedicineYL2015YLcYLejdZe 8.8 4

23 xeneticLvariantsLwithinLultraconservedLelementsLandLsusceptibilityLtoLrightZLandLleftZsidedL
colorectalLadenocarcinoma[LCarcinogenesisYL2012YLddYLiebZh 4.6 4

22
MethylationLofLglobalLuNrLrepeatLLzNvZbLandLsubtelomericLuNrLrepeatsLueZeLinLleukocytesLisL
associatedLwithLbiochemicalLrecurrenceLinLrfricanLrmericanLprostateLcancerLpatients[L
CarcinogenesisYL2019YL

4.6 3

21 tellLtoLcellLcontactLrequiredLforLbystanderLeffectLofLtheLTNwZrelatedLapoptosisZinducingLligandL
UTRrzLVLgeneL2003YLccYLbceb 3

20 vlevatedLsystemicLinflammatoryLresponsesYLfactorsLassociatedLwithLphysicalLandLmentalLqualityLofL
lifeYLandLprognosisLofLhepatocellularLcarcinoma[LAgingYL2020YLbcYLedfhZedha 5.6 3

19 LeukocyteLTelomereLLengthLandLsladderLtancerLRiskkLrLLargeLtaseZtontrolLStudyLandLMendelianL
RandomizationLrnalysis[LCanceriEpidemiologyiBiomarkersiandiPreventionYL2021YLdaYLcadZcaj 4 3

18 MicroRNrsLinLvsophagealLtancerL2011YLcabZccb 2

17 zrradiationZinducedLtelomeraseLactivityLandLtheLriskLofLlungLcancerkLaLpilotLcaseZcontrolLstudy[L
CancerYL2007YLbajYLbbfhZgd 6.4 2

16 StrategiesLtoLzdentifyLPharmacogenomicLsiomarkerskLtandidateLxeneYLPathwayZsasedYLandL
xenomeZWideLrpproachesL2008YLdfdZdha 2

15 yighLcirculatingLinsulinZlikeLgrowthLfactorZbLreducesLtheLriskLofLrenalLcellLcarcinomakLaLMendelianL
randomizationLstudy[LCarcinogenesisYL2021YLecYLicgZida 4.6 2

14 rssociationsLofLgeneticallyLpredictedLcirculatingLinsulinZlikeLgrowthLfactorZbLandLinsulinZlikeLgrowthL
factorLbindingLproteinZdLwithLbladderLcancerLrisk[LMoleculariCarcinogenesisYL2021YLgaYLhcgZhdd 5 2

13 LeukocyteLtelomereLlengthLisLassociatedLwithLaggressiveLprostateLcancerLinLlocalizedLrfricanL
rmericanLprostateLcancerLpatients[LCarcinogenesisYL2020YLebYLbcbdZbcbi 4.6 1

12 PharmacogeneticsLinLtancerLthemotherapyL2008YLbbdZbci 1

(2008-2019)
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11 xeneticLvariationsLinLapoptosisLpathwayLandLtheLriskLofLovarianLcancer[LOncotargetYL2016YLhYLfghdhZfghef3.3 1

10 zntegrationLofLcirculatingLtumorLcellLandLneutrophilZlymphocyteLratioLtoLidentifyLhighZriskL
metastaticLcastrationZresistantLprostateLcancerLpatients[LBMCiCancerYL2021YLcbYLgff 4.8 1

9 PrognosticLvalueLofLleukocyteLtelomereLlengthLinLrenalLcellLcarcinomaLpatients[LAmericaniJournaliofi
CanceriResearchYL2020YLbaYLdeciZdedj 4.4 0

8 xenomeZwideLuNrLmethylationLprofilingLofLleukocytesLidentifiesLtpxLmethylationLsignaturesLofL
aggressiveLprostateLcancer[LAmericaniJournaliofiCanceriResearchYL2021YLbbYLjgiZjhi 4.4 0

7 siomarkersLforLrssessingLRiskLofLtancerL2015YLdbhZdda[ed

6 xeneticLvariantsLinLepithelialZmesenchymalLtransitionLgenesLasLpredictorsLofLclinicalLoutcomesLinL
localizedLprostateLcancer[LCarcinogenesisYL2020YLebYLbafhZbage 4.6

5
xeneticallyLpredictedLhighLcirculatingLinsulinZlikeLgrowthLfactorZbLandLinsulinZlikeLgrowthLfactorL
bindingLproteinZdLincreaseLtheLrisksLofLsoftLtissueLsarcoma[LAmericaniJournaliofiCanceriResearchYL
2021YLbbYLdjiaZdjij

4.4

4 rLwholeZexomeLcaseZcontrolLassociationLstudyLtoLcharacterizeLtheLcontributionLofLrareLcodingL
variationLtoLpancreaticLcancerLrisk[[LHumaniGeneticsiandiGenomicsiAdvancesYL2022YLdYLbaaahi 0.8

3 LeukocyteLtelomereLlengthLandLriskLofLsecondaryLprimaryLtumorsLinLlongZtermLbreastLcancerL
survivors[[LJournaliofiClinicaliOncologyYL2014YLdcYLjfjjZjfjj 2.2

2 PharmacogeneticsLofLLungLtancerL2010YLihZbag

1 PrognosticLsignificanceLofLcirculatingLinsulinLgrowthZlikeLfactorLbLandLinsulinLgrowthZlikeLfactorL
bindingLproteinLdLinLrenalLcellLcarcinomaLpatients[[LAmericaniJournaliofiCanceriResearchYL2022YLbcYLifcZiga4.4
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