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Infant Formula Feeding Changes the Proliferative Status in Piglet Neonatal Mammary Glands
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Multiple microRNAs function as self-protective modules in acetaminophen-induced hepatotoxicity in
humans. Archives of Toxicology, 2018, 92, 845-858.

MicroRNA regulation of CYP 1A2, CYP3A4 and CYP2E1 expression in acetaminophen toxicity. Scientific - 47
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