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37 WholeNgenomeNsequencingNidentifiesNaNmissenseNpolymorphismNinNPxDImNassociatedNwithN
testicularfovotesticularNXXNdisorderNofNsexNdevelopmentNinNdogseNGenomicscN2022cNhhkcNhhgjop 4.3 0

36 xlteredNexpressionNofNCYPhnxhNandNCYPhpxhNinNundescendedNtestesNofNdogsNwithNunilateralN
cryptorchidismeNAnimalnGeneticscN2020cNlhcNnmjdnnh 2.5 1

35
ScreeningNforNstructuralNvariantsNofNfourNcandidateNgenesNinNdogsNwithNdisordersNofNsexN
developmentNrevealedNtheNfirstNcaseNofNaNlargeNdeletionNinNNRlxheNAnimalnReproductionnSciencecN
2020cNiijcNhgmmji

2.1 1

34 PolymorphismsNofNCSFhRNandNWISPhNgenesNareNassociatedNwithNseverityNofNfamilialNadenomatousN
polyposisNinNxPCNpigseNGenecN2020cNnlpcNhkkpoo 3.8 1

33
xnalysisNofNtranscriptNandNmethylationNlevelsNofNINSLjNandNRXFPiNinNundescendedNandNdescendedN
dogNtestesNsuggestedNpromisingNbiomarkersNassociatedNwithNcryptorchidismeNTheriogenologycN2020cN
hlncNkojdkop

2.8 4

32
TheNexpressionNofNcandidateNgenecNbutNnotNitsNpolymorphismNandNmethylationcNisNassociatedNwithN
colonicNpolypNformationNinNaNporcineNmodelNofNhumanNfamilialNadenomatousNpolyposiseNAnimaln
BiotechnologycN2020cNjhcNjgmdjhj

1.4 0

31
xnalysisNofNalleledspecificNexpressionNofNsevenNcandidateNgenesNinvolvedNinNlipidNmetabolismNinNpigN
skeletalNmuscleNandNfatNtissuesNrevealsNallelicNimbalanceNofNxCxCxcNLEPcNSCDcNandNTNFeNJournalnofn
AppliednGeneticscN2019cNmgcNpndhgh

2.5 5

30 xssociationNbetweenNpolymorphismsNinNtheNSOXpNregionNandNcanineNdisorderNofNsexNdevelopmentN
XnocXXrNSRYdnegativeYNrevisitedNinNaNmultibreedNcasedcontrolNstudyeNPLoSnONEcN2019cNhkcNegiholml 3.7 13

29 FTONandNIRXjNGenesNareNNotNPromisingNMarkersNforNObesityNinNLabradorNRetrieverNDogseNAnnalsnofn
AnimalnSciencecN2019cNhpcNjkjdjln 2 2

28 xmorphusNGlobosusNFoetusesNinNPolishNHolsteinNCattleqNxnatomicalcNHistologicalcNandNGeneticN
StudieseNJournalnofnVeterinarynResearchnyPoland)cN2019cNmjcNjphdjpo 1.8 1

27 ElevatedNexpressionNofNpljNinNearlyNcolonNpolypsNinNaNpigNmodelNofNhumanNfamilialNadenomatousN
polyposiseNJournalnofnAppliednGeneticscN2018cNlpcNkoldkph 2.5 3

26
InvestigationNofNalleledspecificNexpressionNofNgenesNinvolvedNinNadipogenesisNandNlipidNmetabolismN
suggestsNcomplexNregulatoryNmechanismsNofNPPxRGChxNexpressionNinNporcineNfatNtissueseNBMCn
GeneticscN2018cNhpcNhgn

2.6 5

25 xlteredNmiRNxdkjihNexpressionNinNmaternalNandNfoetalNplacentaNofNintrauterineNgrowthNrestrictedN
bovineNfoetuseseNPlacentacN2018cNngcNlgdli 3.4 3

24 DisorderNofNsexNdevelopmentNinNaNcatNwithNchromosomeNmosaicismNjncXfjocXcrXYYeNReproductionninn
DomesticnAnimalscN2017cNlicNphkdphn 1.6 5

23 PolymorphismNandNmethylationNofNtheNMCkRNgeneNinNobeseNandNnondobeseNdogseNMolecularnBiologyn
ReportscN2017cNkkcNjjjdjjp 2.8 2

22 PorcineNfamilialNadenomatousNpolyposisNmodelNenablesNsystematicNanalysisNofNearlyNeventsNinN
adenomaNprogressioneNScientificnReportscN2017cNncNmmhj 4.9 14

21 PolymorphismsNinNtheNSOXpNregionNandNtesticularNdisorderNofNsexNdevelopmentNXjocXXrN
SRYdnegativeYNinNpigseNLivestocknSciencecN2017cNigjcNkodlj 1.7 13
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20 xlteredNmicroRNxNprofilesNduringNearlyNcolonNadenomaNprogressionNinNaNporcineNmodelNofNfamilialN
adenomatousNpolyposiseNOncotargetcN2017cNocNpmhlkdpmhmg 3.3 11

19 SequenceNanalysisNofNthreeNcanineNadipokineNgenesNrevealedNanNassociationNbetweenNTNFN
polymorphismsNandNobesityNinNLabradorNdogseNAnimalnGeneticscN2016cNkncNikldp 2.5 12

18 TheNfirstNcaseNofNjocXXNXSRYdpositiveYNdisorderNofNsexNdevelopmentNinNaNcateNMolecularnCytogeneticscN
2015cNocNii 2 15

17 PolymorphismNinNjWNuntranslatedNregionNofNtheNpigNPPxRxNgeneNinfluencesNitsNtranscriptNlevelNandNisN
associatedNwithNadiposeNtissueNaccumulationeNJournalnofnAnimalnSciencecN2014cNpicNijmjdnh 0.7 18

16
TheNxCxCxNandNSREyFhNgenesNareNpromisingNmarkersNforNpigNcarcassNandNperformanceNtraitscNbutN
notNforNfattyNacidNcontentNinNtheNlongissimusNdorsiNmuscleNandNadiposeNtissueeNMeatnSciencecN2013cN
plcNmkdnh

6.4 27

15 EffectNofNthreeNcommonNSNPsNinNlWdflankingNregionNofNLEPNandNxDIPOQNgenesNonNtheirNexpressionNinN
PolishNobeseNchildrenNandNadolescentseNMolecularnBiologynReportscN2012cNjpcNjplhdl 2.8 11

14 MaternalNproteinNandNfolicNacidNintakeNduringNgestationNdoesNnotNprogramNleptinNtranscriptionNorN
serumNconcentrationNinNratNprogenyeNGenesnandnNutritioncN2012cNncNihndii 4.3 9

13 ProteinNandNfolicNacidNcontentNinNtheNmaternalNdietNdetermineNlipidNmetabolismNandNresponseNtoN
highdfatNfeedingNinNratNprogenyNinNanNageddependentNmannereNGenesnandnNutritioncN2012cNncNiijdjk 4.3 21

12 PolymorphismsNinNlWdflankingNregionsNofNgenesNencodingNadiponectincNleptincNandNresistinNareNnotN
associatedNwithNobesityNofNPolishNchildrenNandNadolescentseNMolecularnBiologynReportscN2011cNjocNhnpjdo 2.8 14

11 PostnatalNtranscriptionNprofileNandNpolymorphismNofNtheNxDIPORhNgeneNinNfiveNpigNbreedseNAnimaln
GeneticscN2010cNkhcNpndhgg 2.5 3

10 GeneticsNofNfatNtissueNaccumulationNinNpigsqNaNcomparativeNapproacheNJournalnofnAppliednGeneticscN
2010cNlhcNhljdmo 2.5 74

9
TheNpigNCxRTNXcocainedNandNamphetaminedregulatedNtranscriptYNgeneNandNassociationNofNitsN
microsatelliteNpolymorphismNwithNproductionNtraitseNJournalnofnAnimalnBreedingnandnGeneticscN2009cN
himcNjndki

2.9 10

8 SNPsNinNtheNporcineNPPxRGChaNgeneqNinterbreedNdifferencesNandNtheirNphenotypicNeffectseNCellularn
andnMolecularnBiologynLetterscN2007cNhicNijhdp 8.1 20

7 CytogeneticNmappingNofNDGxThcNPPxRxcNxDIPORhNandNCREyNgenesNinNtheNpigeNJournalnofnAppliedn
GeneticscN2007cNkocNnjdm 2.5 14

6 PolymorphismNofNtheNporcineNleptinNgeneNpromoterNandNanalysisNofNitsNassociationNwithNgeneN
expressionNandNfatnessNtraitseNBiochemicalnGeneticscN2007cNklcNikldlj 2.4 16

5 xssociationNofNaNnewNSNPNinNpromoterNregionNofNtheNporcineNFxyPjNgeneNwithNfatnessNtraitsNinNaN
polishNsyntheticNlineeNAnimalnBiotechnologycN2007cNhocNjndkk 1.4 14

4
CrossdtalkNbetweenNsingletNoxygendNandNhydrogenNperoxideddependentNsignalingNofNstressN
responsesNinNxrabidopsisNthalianaeNProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitedn
StatesnofnAmericacN2007cNhgkcNmnidn

11.5 265

3 PolymorphismNandNchromosomalNlocationNofNtheNMCkRNXmelanocortindkNreceptorYNgeneNinNtheNdogN
andNredNfoxeNGenecN2007cNjpicNikndli 3.8 25
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2 xnNeffectNofNaNmissenseNmutationNinNtheNporcineNmelanocortindkNreceptorNXMCkRYNgeneNonN
productionNtraitsNinNPolishNpigNbreedsNisNdoubtfuleNAnimalnGeneticscN2006cNjncNlldn 2.5 42

1 NoNmajorNeffectNofNtheNleptinNgeneNpolymorphismNonNporcineNproductionNtraitseNJournalnofnAnimaln
BreedingnandnGeneticscN2004cNhihcNhkpdhll 2.9 18
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