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k Paper IF Citations

151 TranslocatedMLegionellaMpneumophilaMsmallMRNwsMmimicMeukaryoticMmicroRNwsMtargetingMtheMhostM
immuneMresponseddMNaturebCommunicationsbM2022bMgibMmlh 17.4 3

150 MicrobeMProfilepMcMaMcopycatMeukaryoteddMMicrobiologyblUnitedbKingdommbM2022bMglnbM 2.9 2

149 PolarizedMmitochondriaMasMguardiansMofMNKMcellMfitnessdMBloodbAdvancesbM2021bMkbMhlcin 7.8 14

148 zichotomousMmetabolicMnetworksMgovernMhumanMαLyhMproliferationMandMfunctiondMNatureb
ImmunologybM2021bMhhbMgilmcgimj 19.1 7

147 RevertingMtheMmodeMofMactionMofMtheMmitochondrialMFFcwTPaseMbyMpreservesMitsMreplicationMnichedM
ELifebM2021bMgfbM 8.9 1

146 zivergentM’volutionMofMRyygMRepeatM’ffectorsMzefinesMtheMRangeMofMRanM¿TPaseMyycleMTargetsdM
MBiobM2020bMggbM 7.8 5

145 PersistentMLegionnairesUMziseaseMandMwssociatedMwntibioticMTreatmentM’ngenderMaMéighlyMzisturbedM
PulmonaryMMicrobiomeM’nrichedMinMOpportunisticMMicroorganismsdMMBiobM2020bMggbM 7.8 3

144 yelebratingMtheMcareerMandMlegacyMofMProfessorMPascaleMyossartdMMolecularbMicrobiologybM2020bMggibMkikckim4.1

143 zangercassociatedMmetabolicMmodificationsMduringMbacterialMinfectionMofMmacrophagesdM
InternationalbImmunologybM2020bMihbMjmkcjni 4.9 4

142 MetagenomicMapproachesMinMmicrobialMecologypManMupdateMonMwholecgenomeMandMmarkerMgeneM
sequencingManalysesdMMicrobialbGenomicsbM2020bMlbM 4.4 25

141 LegionnairesUMziseasepMStateMofMtheMwrtMKnowledgeMofMPathogenesisMMechanismsMofdMAnnualbReviewb
ofbPathology:bMechanismsbofbDiseasebM2020bMgkbMjiocjll 34 56

140 MolecularMMimicrypMaMParadigmMofMéostcMicrobeMyoevolutionMαllustratedMbydMMBiobM2020bMggbM 7.8 17

139 ’volutionMandMfunctionMofMbacterialMRyygMrepeatMeffectorsdMCellularbMicrobiologybM2020bMhhbMegihjl 3.9 3

138 wMyomprehensiveMReviewMonMtheMManipulationMofMtheMSphingolipidMPathwayMbyMPathogenicMxacteriadM
FrontiersbinbCellbandbDevelopmentalbBiologybM2019bMmbMgln 5.7 11

137 ’volutionaryMzissectionMofMtheMzoteαcmMSystemMxasedMonMyomparativeM¿enomicsMofMknMLegionellaM
SpeciesdMGenomebBiologybandbEvolutionbM2019bMggbMhlgochlih 3.9 2

136 wnalysisMofMtheMPulmonaryMMicrobiomeMyompositionMofMLegionellaMpneumophilacαnfectedMPatientsdM
MethodsbinbMolecularbBiologybM2019bMgohgbMjhocjji 1.4 4

135 MitochondrialMzynamicsMandMwctivityMinMLegionellacαnfectedMyellsdMMethodsbinbMolecularbBiologybM
2019bMgohgbMhfkchhf 1.4 1
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134
MoreMthanMgnbfffMeffectorsMinMtheMgenusMgenomeMprovideMmultiplebMindependentMcombinationsMforM
replicationMinMhumanMcellsdMProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericabM2019bMgglbMhhlkchhmi

11.5 85

133 SymbiontcMediatedMzefenseMagainstMLegionellaMpneumophilaMinMwmoebaedMMBiobM2019bMgfbM 7.8 20

132 αntracellularMparasitismbMtheMdrivingMforceMofMevolutionMofMLegionellaMpneumophilaMandMtheMgenusM
LegionelladMGenesbandbImmunitybM2019bMhfbMiojcjfh 4.4 14

131 wMyacregulatedMdewMPylationMswitchMinMhumanMandMbacterialMFαyMproteinsdMNaturebCommunicationsbM
2019bMgfbMggjh 17.4 14

130 MetabolicMreprogrammingpManMinnateMcellularMdefenceMmechanismMagainstMintracellularMbacteriaudM
CurrentbOpinionbinbImmunologybM2019bMlfbMggmcghi 7.8 17

129 αntracellularMparasitismbMtheMdrivingMforceMofMevolutionMofMLegionellaMpneumophilaMandMtheMgenusM
LegionelladMMicrobesbandbInfectionbM2019bMhgbMhifchil 9.3 4

128 SortingMofMPhagocyticMyellsMαnfectedMwithMLegionellaMpneumophiladMMethodsbinbMolecularbBiologybM
2019bMgohgbMgmocgno 1.4 0

127 TheMpleiotropicMLegionellaMtranscriptionMfactorMLvbRMlinksMtheMLqsMandMccdic¿MPMregulatoryMnetworksM
toMcontrolMbiofilmMarchitectureMandMvirulencedMEnvironmentalbMicrobiologybM2019bMhgbMgfikcgfki 5.2 10

126 TargetingMofMRNwMPolymeraseMααMbyMaMnuclearMLegionellaMpneumophilaMzoteαcmMeffectorMSnpLdM
CellularbMicrobiologybM2018bMhfbMeghnkh 3.9 11

125 MetabolicMreprogrammingMofMhostMcellsMuponMbacterialMinfectionpMWhyMshiftMtoMaMWarburgclikeM
metabolismudMFEBSbJournalbM2018bMhnkbMhgjlchglf 5.7 71

124 LegionellaM’ffectorsM’xploredMwithMαNSeqpMNewMFunctionalMαnsightsdMTrendsbinbMicrobiologybM2018bMhlbMglocgmf12.4 2

123 TheMLifeMyycleMofMpMyellularMzifferentiationMαsMLinkedMtoMVirulenceMandMMetabolismdMFrontiersbinb
CellularbandbInfectionbMicrobiologybM2018bMnbMi 5.9 47

122 TheMLegionellaMpneumophilaMMethyltransferaseMRomwMMethylatesMwlsoMNonchistoneMProteinsMduringM
αnfectiondMJournalbofbMolecularbBiologybM2018bMjifbMgoghcgohk 6.5 9

121 ManipulationMofMwutophagyMbyMxacterialMPathogensMαmpactsMéostMαmmunitydMCurrentbIssuesbinb
MolecularbBiologybM2018bMhkbMngcon 2.9 5

120 wMUniqueMcisc’ncodedMSmallMNoncodingMRNwMαsMRegulatingMLegionellaMpneumophilaMéfqM’xpressionM
inMaMLifeMyycleczependentMMannerdMMBiobM2017bMnbM 7.8 10

119 MwMsMareMattractiveMtargetsMforMbacterialMrepurposingMofMtheMhostMcellpMMwMcfunctionsMmightMbeMkeyM
forMunderminingManMinfectedMcelldMBioEssaysbM2017bMiobMglffgmg 4.1 8

118 LegionellaMpneumophilaMModulatesMMitochondrialMzynamicsMtoMTriggerMMetabolicMRepurposingMofM
αnfectedMMacrophagesdMCellbHostbandbMicrobebM2017bMhhbMifhcigldem 23.4 104

117 ysrwMregulatesMaMmetabolicMswitchMfromMaminoMacidMtoMglycerolipidMmetabolismdMOpenbBiologybM2017bM
mbM 7 23

(2017-2019)
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116 xiologicalMziversityMandM’volutionMofMTypeMαVMSecretionMSystemsdMCurrentbTopicsbinbMicrobiologybandb
ImmunologybM2017bMjgibMgcif 3.3 21

115 TheMLegionellaMpneumophilaMgenomeMevolvedMtoMaccommodateMmultipleMregulatoryMmechanismsM
controlledMbyMtheMysrwcsystemdMPLoSbGeneticsbM2017bMgibMegffllho 6 45

114 zynamicsMandMimpactMofMhomologousMrecombinationMonMtheMevolutionMofMLegionellaMpneumophiladM
PLoSbGeneticsbM2017bMgibMegfflnkk 6 21

113 LegionellaMlongbeachaeMαsMαmmunologicallyMSilentMandMéighlyMVirulentMαnMVivodMJournalbofbInfectiousb
DiseasesbM2017bMhgkbMjjfcjkg 7 11

112 TheM˛–chydroxyketoneMLwαcgMregulatesMmotilitybMLqscdependentMphosphorylationMsignallingMandMgeneM
expressionMofMLegionellaMpneumophiladMMolecularbMicrobiologybM2016bMoobMmmncoi 4.1 29

111 LegionellaMpneumophilaMrestrainsMautophagyMbyMmodulatingMtheMhostUsMsphingolipidMmetabolismdM
AutophagybM2016bMghbMgfkicj 10.2 22

110 LegionellaMpneumophilaMSgPclyaseMtargetsMhostMsphingolipidMmetabolismMandMrestrainsMautophagydM
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericabM2016bMggibMgofgcl 11.5 91

109 TargetingMofMhostMorganellesMbyMpathogenicMbacteriapMaMsophisticatedMsubversionMstrategydMNatureb
ReviewsbMicrobiologybM2016bMgjbMkcgo 22.2 96

108 ModulationMofMéostMwutophagyMduringMxacterialMαnfectionpMSabotagingMéostMMunitionsMforMPathogenM
NutritiondMFrontiersbinbImmunologybM2016bMmbMng 8.4 37

107 MultipleMmajorMdiseasecassociatedMclonesMofMLegionellaMpneumophilaMhaveMemergedMrecentlyMandM
independentlydMGenomebResearchbM2016bMhlbMgkkkcgklj 9.7 48

106 xacterialMremodellingMofMtheMhostMepigenomepMfunctionalMroleMandMevolutionMofMeffectorsM
methylatingMhostMhistonesdMCellularbMicrobiologybM2015bMgmbMgfoncgfm 3.9 19

105 SmallMRNwsbMkUMUTRMelementsMandMRNwcbindingMproteinsMinMintracellularMbacteriapMimpactMonM
metabolismMandMvirulencedMFEMSbMicrobiologybReviewsbM2015bMiobMiigcjo 15.1 81

104 αroTemavNbMaMnewMironcregulatedMgeneMinvolvedMinMLegionellaMpneumophilaMvirulenceMagainstM
amoebaeMandMmacrophagesdMEnvironmentalbMicrobiologybM2015bMgmbMgiinckf 5.2 34

103 StreptococcusMagalactiaeMclonesMinfectingMhumansMwereMselectedMandMfixedMthroughMtheMextensiveM
useMofMtetracyclinedMNaturebCommunicationsbM2014bMkbMjkjj 17.4 144

102 LegionellaMpneumophilaMtypeMαVMeffectorsMhijackMtheMtranscriptionMandMtranslationMmachineryMofMtheM
hostMcelldMTrendsbinbCellbBiologybM2014bMhjbMmmgcn 18.3 37

101 WhatM¿enomicsMéasMTaughtMUsMaboutMαntracellularMPathogenspMtheM’xampleMofMListeriaM
monocytogenesM2014bMilgciog

100 TheMLegionellaMpneumophilaMkaiMoperonMisMimplicatedMinMstressMresponseMandMconfersMfitnessMinM
competitiveMenvironmentsdMEnvironmentalbMicrobiologybM2014bMglbMikocng 5.2 21

99 yomparativeManalysesMofMLegionellaMspeciesMidentifiesMgeneticMfeaturesMofMstrainsMcausingM
LegionnairesUMdiseasedMGenomebBiologybM2014bMgkbMkfk 18.3 65
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98 yomparativeManalysesMofMLegionellaMspeciesMidentifiesMgeneticMfeaturesMofMstrainsMcausingM
Legionnaires´¿MdiseaseM2014bMgkbMkfk 49

97 FromMamoebaMtoMmacrophagespMexploringMtheMmolecularMmechanismsMofMLegionellaMpneumophilaM
infectionMinMbothMhostsdMCurrentbTopicsbinbMicrobiologybandbImmunologybM2013bMimlbMgcij 3.3 70

96 éumanMsinglecchainMurokinaseMisMactivatedMbyMtheMomptinsMPgt’MofMSalmonellaMentericaMandMPlaMofM
YersiniaMpestisMdespiteMmutationsMofMactiveMsiteMresiduesdMMolecularbMicrobiologybM2013bMnobMkfmcgm 4.1 16

95 czNwMlibraryMconstructionMforMnextcgenerationMsequencingMtoMdetermineMtheMtranscriptionalM
landscapeMofMLegionellaMpneumophiladMMethodsbinbMolecularbBiologybM2013bMokjbMkkkcll 1.4 1

94 αnductionMofMcompetenceMforMnaturalMtransformationMinMLegionellaMpneumophilaMandMexploitationMforM
mutantMconstructiondMMethodsbinbMolecularbBiologybM2013bMokjbMgnicok 1.4 16

93 LegionellaMpneumophilaMeffectorMRomwMuniquelyMmodifiesMhostMchromatinMtoMrepressMgeneM
expressionMandMpromoteMintracellularMbacterialMreplicationdMCellbHostbandbMicrobebM2013bMgibMiokcjfk 23.4 159

92 Legionnairesâ��MziseaseM2013bMgjmchgm 10

91 yocimmunoprecipitationpMproteincRNwMandMproteinczNwMinteractiondMMethodsbinbMolecularbBiologybM
2013bMokjbMknicoi 1.4 6

90 NicotinicMacidMmodulatesMLegionellaMpneumophilaMgeneMexpressionMandMinducesMvirulenceMtraitsdM
InfectionbandbImmunitybM2013bMngbMojkckk 3.7 16

89 TheMLegionellaMpneumophilaMorphanMsensorMkinaseMLqsTMregulatesMcompetenceMandMpathogenchostM
interactionsMasMaMcomponentMofMtheMLwαcgMcircuitdMEnvironmentalbMicrobiologybM2013bMgkbMljlclh 5.2 50

88 ¿enomeMdynamicsMinMLegionellapMtheMbasisMofMversatilityMandMadaptationMtoMintracellularMreplicationdM
ColdbSpringbHarborbPerspectivesbinbMedicinebM2013bMibM 5.4 48

87 αnterdomainMéorizontalM¿eneMTransferMShapedMtheM¿enomesMofMLegionellaMpneumophilaMandM
LegionellaMlongbeachaeM2013bMgoochgo 2

86 zeepMsequencingMdefinesMtheMtranscriptionalMmapMofMLdMpneumophilaMandMidentifiesMgrowthM
phasecdependentMregulatedMncRNwsMimplicatedMinMvirulencedMRNAbBiologybM2012bMobMkficgo 4.8 69

85 LegionellaMpneumophilaMtranscriptionalMresponseMtoMchlorineMtreatmentdMWaterbResearchbM2012bMjlbMnfncgl12.5 17

84 PopulationMvariationMinMNwαPMfunctionalMcopyMnumberMconfersMincreasedMcellMdeathMuponMLegionellaM
pneumophilaMinfectiondMHumanbImmunologybM2012bMmibMgolchff 2.3 21

83 yomparativeMgenomicsMandMtranscriptomicsMofMlineagesMαbMααbMandMαααMstrainsMofMListeriaM
monocytogenesdMBMCbGenomicsbM2012bMgibMgjj 4.5 60

82 PostctranslationalMmodificationsMofMhostMproteinsMbyMLegionellaMpneumophilapMaMsophisticatedM
survivalMstrategydMFuturebMicrobiologybM2012bMmbMilocng 2.9 21

81 yharacterizationMofManMacetyltransferaseMthatMdetoxifiesMaromaticMchemicalsMinMLegionellaM
pneumophiladMBiochemicalbJournalbM2012bMjjkbMhgochn 3.8 12

(2012-2014)
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80 FattyMacidMcompositionMmodulatesMsensitivityMofMLegionellaMpneumophilaMtoMwarnericinMRKbManM
antimicrobialMpeptidedMBiochimicabEtbBiophysicabActabrbBiomembranesbM2011bMgnfnbMggjlcki 3.8 17

79 ¿amwMisMaMeukaryoticclikeMglucoamylaseMresponsibleMforMglycogencMandMstarchcdegradingMactivityMofM
LegionellaMpneumophiladMInternationalbJournalbofbMedicalbMicrobiologybM2011bMifgbMgiico 3.7 33

78 yomparativeMandMfunctionalMgenomicsMofMlegionellaMidentifiedMeukaryoticMlikeMproteinsMasMkeyM
playersMinMhostcpathogenMinteractionsdMFrontiersbinbMicrobiologybM2011bMhbMhfn 5.7 114

77 LegionellapMfromMprotozoaMtoMhumansdMFrontiersbinbMicrobiologybM2011bMhbMgnh 5.7 6

76 ’xtensiveMrecombinationMeventsMandMhorizontalMgeneMtransferMshapedMtheMLegionellaMpneumophilaM
genomesdMBMCbGenomicsbM2011bMghbMkil 4.5 104

75 zistinctMrolesMofMpp¿ppMandMzkswMinMLegionellaMpneumophilaMdifferentiationdMMolecularbMicrobiology
bM2010bMmlbMhffcgo 4.1 58

74
TheMautoinducerMsynthaseMLqswMandMputativeMsensorMkinaseMLqsSMregulateMphagocyteMinteractionsbM
extracellularMfilamentsMandMaMgenomicMislandMofMLegionellaMpneumophiladMEnvironmentalb
MicrobiologybM2010bMghbMghjicko

5.2 49

73 yircadianMclockMproteinsMinMprokaryotespMhiddenMrhythmsudMFrontiersbinbMicrobiologybM2010bMgbMgif 5.7 28

72 yontrolMofMflagellarMgeneMregulationMinMLegionellaMpneumophilaMandMitsMrelationMtoMgrowthMphasedM
JournalbofbBacteriologybM2010bMgohbMjjlckk 3.5 47

71 αsotopologueMprofilingMofMLegionellaMpneumophilapMroleMofMserineMandMglucoseMasMcarbonMsubstratesdM
JournalbofbBiologicalbChemistrybM2010bMhnkbMhhhihcji 5.4 79

70 TheMLegionellaMpneumophilaMLetweLetSMtwoccomponentMsystemMexhibitsMrheostatclikeMbehaviordM
InfectionbandbImmunitybM2010bMmnbMhkmgcni 3.7 25

69 wnalysisMofMtheMLegionellaMlongbeachaeMgenomeMandMtranscriptomeMuncoversMuniqueMstrategiesMtoM
causeMLegionnairesUMdiseasedMPLoSbGeneticsbM2010bMlbMegfffnkg 6 126

68 ListeriaMrocourtiaeMspdMnovdMInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologybM2010bM
lfbMhhgfchhgj 2.2 119

67 TheMoriginsMofMeukaryoticclikeMproteinsMinMLegionellaMpneumophiladMInternationalbJournalbofbMedicalb
MicrobiologybM2010bMiffbMjmfcng 3.7 72

66 MolecularMmimicrypManMimportantMvirulenceMstrategyMemployedMbyMLegionellaMpneumophilaMtoM
subvertMhostMfunctionsdMFuturebMicrobiologybM2009bMjbMlogcmfg 2.9 40

65 αnMvivoMtranscriptionalMprofilingMofMListeriaMmonocytogenesMandMmutagenesisMidentifyMnewMvirulenceM
factorsMinvolvedMinMinfectiondMPLoSbPathogensbM2009bMkbMegfffjjo 7.6 164

64 TwoMsmallMncRNwsMjointlyMgovernMvirulenceMandMtransmissionMinMLegionellaMpneumophiladMMolecularb
MicrobiologybM2009bMmhbMmjgclh 4.1 131

63 ListeriaMmonocytogenesMLcformsMrespondMtoMcellMwallMdeficiencyMbyMmodifyingMgeneMexpressionMandM
theMmodeMofMdivisiondMMolecularbMicrobiologybM2009bMmibMiflchh 4.1 46
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62 FrankMKunstbMgojichffodMMolecularbMicrobiologybM2009bMmjbMhkicl 4.1

61 ¿enomeMsequenceMofMVibrioMsplendiduspManMabundantMplanctonicMmarineMspeciesMwithMaMlargeM
genotypicMdiversitydMEnvironmentalbMicrobiologybM2009bMggbMgokocmf 5.2 88

60 wMtranscactingMriboswitchMcontrolsMexpressionMofMtheMvirulenceMregulatorMPrfwMinMListeriaM
monocytogenesdMCellbM2009bMgiobMmmfco 56.2 291

59 NeMeSyspMaMbiologicalMresourceMforMnarrowingMtheMgapMbetweenMsequenceMandMfunctionMinMtheM
humanMpathogenMNeisseriaMmeningitidisdMGenomebBiologybM2009bMgfbMRggf 18.3 78

58 SignificantMroleMforMladyMinMinitiationMofMLegionellaMpneumophilaMinfectiondMInfectionbandbImmunitybM
2008bMmlbMifmkcnk 3.7 25

57 SynergisticMcontributionMofMtheMLegionellaMpneumophilaMlqsMgenesMtoMpathogenchostMinteractionsdM
JournalbofbBacteriologybM2008bMgofbMmkihcjm 3.5 57

56 TheMLegionellaMautoinducerMsynthaseMLqswMproducesManMalphachydroxyketoneMsignalingMmoleculedM
JournalbofbBiologicalbChemistrybM2008bMhnibMgnggichi 5.4 87

55 MultigenomeManalysisMidentifiesMaMworldwideMdistributedMepidemicMLegionellaMpneumophilaMcloneM
thatMemergedMwithinMaMhighlyMdiverseMspeciesdMGenomebResearchbM2008bMgnbMjigcjg 9.7 131

54 TranscriptionalMprofilingMofMLegionellaMpneumophilaMbiofilmMcellsMandMtheMinfluenceMofMironMonM
biofilmMformationdMMicrobiologyblUnitedbKingdommbM2008bMgkjbMifcjg 2.9 83

53 PathogenomicspManMupdatedM’uropeanMResearchMwgendadMInfectionpbGeneticsbandbEvolutionbM2008bMnbMinlcoi4.5 6

52 LegionellaMpneumophilaMPathogenesispMLessonsMLearnedMfromM¿enomicsM2008bMgcig 1

51 xiodiversityMofMtheMspeciesMListeriaMmonocytogenesMandMtheMgenusMListeriadMMicrobesbandbInfectionbM
2007bMobMggjmckk 9.3 41

50
TheMLegionellaMpneumophilaMresponseMregulatorMLqsRMpromotesMhostMcellMinteractionsMasManM
elementMofMtheMvirulenceMregulatoryMnetworkMcontrolledMbyMRpoSMandMLetwdMCellularbMicrobiologybM
2007bMobMhofichf

3.9 128

49
¿eneticMdiversityMofMListeriaMmonocytogenesMrecoveredMfromMinfectedMpersonsMandMporkbMseafoodM
andMdairyMproductsMonMretailMsaleMinMFranceMduringMhfffMandMhffgdMInternationalbJournalbofbFoodb
MicrobiologybM2007bMggjbMgnmcoj

5.8 32

48 TheMpresenceMofMtheMinternalinMgeneMinMnaturalMatypicallyMhemolyticMListeriaMinnocuaMstrainsMsuggestsM
descentMfromMLdMmonocytogenesdMAppliedbandbEnvironmentalbMicrobiologybM2007bMmibMgohncio 4.8 44

47
yomparativeMtranscriptomeManalysisMofMListeriaMmonocytogenesMstrainsMofMtheMtwoMmajorMlineagesM
revealsMdifferencesMinMvirulencebMcellMwallbMandMstressMresponsedMAppliedbandbEnvironmentalb
MicrobiologybM2007bMmibMlfmncnn

4.8 49

46 LegionellaMpathogenicitypMgenomeMstructurebMregulatoryMnetworksMandMtheMhostMcellMresponsedM
InternationalbJournalbofbMedicalbMicrobiologybM2007bMhombMkmmcnm 3.7 76

45 PathogenomicsMofMListeriaMsppdMInternationalbJournalbofbMedicalbMicrobiologybM2007bMhombMkjgckm 3.7 68

(2007-2009)
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44 LegionellaMpneumophilaMadaptationMtoMintracellularMlifeMandMtheMhostMresponsepMcluesMfromMgenomicsM
andMtranscriptomicsdMFEBSbLettersbM2007bMkngbMhnhocin 3.8 47

43 ListeriaM¿enomicsM2007bMiiclh 1

42 TheM¿enusMListeriaMandMListeriaMmonocytogenesdMFoodbAdditivesbM2007bMgchf 6

41 ¿rowthcphasecdependentMmobilityMofMtheMlvhcencodingMregionMinMLegionellaMpneumophilaMstrainM
ParisdMMicrobiologyblUnitedbKingdommbM2006bMgkhbMiklgcikln 2.9 35

40
éowMtoMbecomeMaMuropathogenpMcomparativeMgenomicManalysisMofMextraintestinalMpathogenicM
’scherichiaMcoliMstrainsdMProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericabM2006bMgfibMghnmocnj

11.5 286

39 ’scherichiaMcoliMinducesMzNwMdoublecstrandMbreaksMinMeukaryoticMcellsdMSciencebM2006bMigibMnjnckg 33.3 661

38 wdaptationMofMLegionellaMpneumophilaMtoMtheMhostMenvironmentpMroleMofMproteinMsecretionbMeffectorsM
andMeukaryoticclikeMproteinsdMCurrentbOpinionbinbMicrobiologybM2006bMobMnlcoj 7.9 133

37 UseMofMzNwMarraysMforMtheManalysisMofMoutbreakcrelatedMstrainsMofMListeriaMmonocytogenesdM
InternationalbJournalbofbMedicalbMicrobiologybM2006bMholbMkkoclh 3.7 9

36 SpecificMregionsMofMgenomeMplasticityMandMgeneticMdiversityMofMtheMcommensalM’scherichiaMcoliMwfM
ijenldMInternationalbJournalbofbMedicalbMicrobiologybM2006bMholbMkjgcl 3.7 7

35 ¿enomicsMofMtheMOpportunisticMPathogenMLegionellaMpneumophilaM2006bMigkciim

34 VirulenceMstrategiesMforMinfectingMphagocytesMdeducedMfromMtheMinMvivoMtranscriptionalMprogramMofM
LegionellaMpneumophiladMCellularbMicrobiologybM2006bMnbMghhncjf 3.9 204

33 ¿enomicMdiversityMandMevolutionMwithinMtheMspeciesMStreptococcusMagalactiaedMMicrobesbandbInfection
bM2006bMnbMghhmcji 9.3 153

32 ListeriaMmonocytogenesMandMtheM¿enusMListeriaM2006bMjfjcjml 18

31 yharacterizationMofMtheMflexibleMgenomeMcomplementMofMtheMcommensalM’scherichiaMcoliMstrainMwfM
ijenlMVOniMpMKhjMpMéigWdMMicrobiologyblUnitedbKingdommbM2005bMgkgbMinkcion 2.9 42

30 éowMserylcphosphorylatedMéPrMinhibitsMPrfwbMaMtranscriptionMactivatorMofMListeriaMmonocytogenesM
virulenceMgenesdMJournalbofbMolecularbMicrobiologybandbBiotechnologybM2005bMobMhhjcij 0.9 53

29 ¿lobalManalysisMofMgeneMexpressionMinManMrpoNMmutantMofMListeriaMmonocytogenesdMMicrobiologyb
lUnitedbKingdommbM2004bMgkfbMgkngcgkof 2.9 77

28 zNwMmacroarrayMforMidentificationMandMtypingMofMStaphylococcusMaureusMisolatesdMJournalbofbClinicalb
MicrobiologybM2004bMjhbMhfkjclj 9.7 35

27 NewMaspectsMregardingMevolutionMandMvirulenceMofMListeriaMmonocytogenesMrevealedMbyMcomparativeM
genomicsMandMzNwMarraysdMInfectionbandbImmunitybM2004bMmhbMgfmhcni 3.7 244
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26
TheMpathogenicityMislandcassociatedMKgkMcapsuleMdeterminantMexhibitsMaMnovelMgeneticMstructureMandM
correlatesMwithMvirulenceMinMuropathogenicM’scherichiaMcoliMstrainMkildMInfectionbandbImmunitybM2004bM
mhbMkooiclffg

3.7 54

25 ’videnceMinMtheMLegionellaMpneumophilaMgenomeMforMexploitationMofMhostMcellMfunctionsMandMhighM
genomeMplasticitydMNaturebGeneticsbM2004bMilbMgglkcmi 36.3 508

24 zifferentiationMofMtheMmajorMListeriaMmonocytogenesMserovarsMbyMmultiplexMPyRdMJournalbofbClinicalb
MicrobiologybM2004bMjhbMingochh 9.7 736

23 PathogenomicsMofMmobileMgeneticMelementsMofMtoxigenicMbacteriadMInternationalbJournalbofbMedicalb
MicrobiologybM2004bMhoibMjkiclg 3.7 40

22 wnalysisMofMgenomeMplasticityMinMpathogenicMandMcommensalM’scherichiaMcoliMisolatesMbyMuseMofMzNwM
arraysdMJournalbofbBacteriologybM2003bMgnkbMgnigcjf 3.5 218

21 yomparisonMofMtheMgenomeMsequencesMofMListeriaMmonocytogenesMandMListeriaMinnocuapMcluesMforM
evolutionMandMpathogenicitydMFEMSbImmunologybandbMedicalbMicrobiologybM2003bMikbMhfmcgi 155

20 TranscriptomeManalysisMofMListeriaMmonocytogenesMidentifiesMthreeMgroupsMofMgenesMdifferentlyM
regulatedMbyMPrfwdMMolecularbMicrobiologybM2003bMjmbMglgichk 4.1 265

19 TheMgenomeMsequenceMofMtheMentomopathogenicMbacteriumMPhotorhabdusMluminescensdMNatureb
BiotechnologybM2003bMhgbMgifmcgi 44.5 485

18 ListeriaMmonocytogenesMbileMsaltMhydrolaseMisMaMPrfwcregulatedMvirulenceMfactorMinvolvedMinMtheM
intestinalMandMhepaticMphasesMofMlisteriosisdMMolecularbMicrobiologybM2002bMjkbMgfokcgfl 4.1 267

17 ¿enomeMsequenceMofMStreptococcusMagalactiaebMaMpathogenMcausingMinvasiveMneonatalMdiseasedM
MolecularbMicrobiologybM2002bMjkbMgjoockgi 4.1 386

16 ¿ˆ'nomiqueMcomparativedMAnnalesbDebLiInstitutbPasteurbtbActualitˆ'sbM2002bMggbMiicjo

15 TheMvirulenceMplasmidMpWRgffMandMtheMrepertoireMofMproteinsMsecretedMbyMtheMtypeMαααMsecretionM
apparatusMofMShigellaMflexneridMMolecularbMicrobiologybM2000bMinbMmlfcmg 4.1 305

14 yharacterizationMofMaMvariantMofMvgaVwWMconferringMresistanceMtoMstreptograminMwMandMrelatedM
compoundsdMAntimicrobialbAgentsbandbChemotherapybM2000bMjjbMhhmgck 5.9 48

13 yloningMandMassemblyMstrategiesMinMmicrobialMgenomeMprojectsdMMicrobiologyblUnitedbKingdommbM1999
bMgjkMVMPtMgfWbMhlhkcij 2.9 48

12
TheMhighcpathogenicityMislandMofMYersiniaMenterocoliticaMYenfngMundergoesMlowcfrequencyMdeletionM
butMnotMpreciseMexcisionbMsuggestingMrecentMstabilizationMinMtheMgenomedMInfectionbandbImmunitybM
1999bMlmbMkfogco

3.7 38

11
TheMgfhckilobaseMpgmMlocusMofMYersiniaMpestispMsequenceManalysisMandMcomparisonMofMselectedM
regionsMamongMdifferentMYersiniaMpestisMandMYersiniaMpseudotuberculosisMstrainsdMInfectionbandb
ImmunitybM1999bMlmbMjnkgclg

3.7 109

10 TheMhighcpathogenicityMislandMofMYersiniaMpseudotuberculosisMcanMbeMinsertedMintoManyMofMtheMthreeM
chromosomalMasnMtRNwMgenesdMMolecularbMicrobiologybM1998bMifbMolkcmn 4.1 142

9
TheMgfhckilobaseMunstableMregionMofMYersiniaMpestisMcomprisesMaMhighcpathogenicityMislandMlinkedMtoM
aMpigmentationMsegmentMwhichMundergoesMinternalMrearrangementdMJournalbofbBacteriologybM1998bM
gnfbMhihgco

3.5 111

(1998-2004)
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8 wnMimprovedMdirectMviableMcountMforMtheMenumerationMofMbacteriaMinMmilkdMInternationalbJournalbofb
FoodbMicrobiologybM1993bMhfbMhhmcim 5.8 17

7 TwoMαmportantMxacterialMPathogensMyausingMyommunityMwcquiredMPneumoniapMStreptococcusM
pneumoniaeMandMLegionellaMpneumophilagficgin

6 ¿eneM’xpressionMandMVirulenceMinMLegionellapMtheMFlagellarMRegulonihmciih 1

5 ¿enomicsMofMListeriaMmonocytogenesMandMOtherMMembersMofMtheM¿enusMListeriaghkcgjk 3

4 PathocepigeneticspMhistoneMdeacetylasesMasMtargetsMofMpathogensMandMtherapeuticsdMMicroLifeb 5 2

3 ’volutionMofMListeriaMmonocytogenesjnocjoo

2 ¿enomeMSequencingMandM¿enomicsimmcinf

1 ¿eneticMToolsMforMUseMwithMListeriaMmonocytogeneslhfclii 4
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