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126 uttenuatedLvaccinesLcanLrecombineLtoLformLvirulentLfieldLvirusesbLScienceYL2012YLggkYLell 33.3 126

125 uLnovelLmechanismLforLcontrolLofLantigenicLvariationLinLtheLhaemagglutininLgeneLfamilyLofL
mycoplasmaLsynoviaebLMolecularhMicrobiologyYL2000YLgiYLmeeafg 4.1 100

124 wlassificationLofLfowlLadenovirusLserotypesLbyLuseLofLhigharesolutionLmeltingacurveLanalysisLofLtheL
hexonLgeneLregionbLJournalhofhClinicalhMicrobiologyYL2009YLhkYLgeeafe 9.7 93

123
wlassificationLofLMycoplasmaLsynoviaeLstrainsLusingLsingleastrandLconformationLpolymorphismLandL
higharesolutionLmeltingacurveLanalysisLofLtheLvlhuLgeneLsingleacopyLregionbLMicrobiologyhrUnitedh
KingdomsYL2007YLeigYLfjkmafjll

2.9 83

122
xifferentiationLofLinfectiousLlaryngotracheitisLvirusLisolatesLbyLrestrictionLfragmentLlengthL
polymorphicLanalysisLofLpolymeraseLchainLreactionLproductsLamplifiedLfromLmultipleLgenesbLAvianh
DiseasesYL2006YLidYLflagh

1.6 81

121 MycoplasmaLsynoviaeLhasLtwoLdistinctLphaseavariableLmajorLmembraneLantigensYLoneLofLwhichLisLaL
putativeLhemagglutininbLInfectionhandhImmunityYL1997YLjiYLfihfak 3.7 63

120 upplicationLofLhigharesolutionLmeltingLcurveLanalysisLforLtypingLofLfowlLadenovirusesLinLfieldLcasesL
ofLinclusionLbodyLhepatitisbLAustralianhVeterinaryhJournalYL2011YLlmYLelhamf 1.2 61

119 TheLcentralLroleLofLlipoproteinsLinLtheLpathogenesisLofLmycoplasmosesbLVeterinaryhMicrobiologyYL
2011YLeigYLhhaid 3.3 60

118 MultigeneLfamiliesLencodingLtheLmajorLhemagglutininsLinLphylogeneticallyLdistinctLmycoplasmasbL
InfectionhandhImmunityYL1998YLjjYLghkdai 3.7 59

117 ypidemiologyLofLrecentLoutbreaksLofLinfectiousLlaryngotracheitisLinLpoultryLinLuustraliabLAustralianh
VeterinaryhJournalYL2011YLlmYLlmamh 1.2 55

116 RelationshipLbetweenLmortalityYLclinicalLsignsLandLtrachealLpathologyLinLinfectiousL
laryngotracheitisbLAvianhPathologyYL2006YLgiYLhhmaig 2.4 55

115 GlycoproteinLGLisLaLvirulenceLfactorLinLinfectiousLlaryngotracheitisLvirusbLJournalhofhGeneralhVirologyYL
2006YLlkYLflgmaflhk 4.9 55

114 RapidLdetectionLandLnonasubjectiveLcharacterisationLofLinfectiousLbronchitisLvirusLisolatesLusingL
higharesolutionLmeltLcurveLanalysisLandLaLmathematicalLmodelbLArchiveshofhVirologyYL2009YLeihYLjhmajd 2.6 51

113 TherapyLofLmurineLcutaneousLleishmaniasisLbyLxNuLvaccinationbLVaccineYL2000YLelYLgdeeak 4.1 45

112 yvaluationLofLimmunologicalLresponsesLtoLaLglycoproteinLGLdeficientLcandidateLvaccineLstrainLofL
infectiousLlaryngotracheitisLvirusbLVaccineYL2010YLflYLegfiagf 4.1 44

111 whronologicalLanalysisLofLgrossLandLhistologicalLlesionsLinducedLbyLfieldLstrainsLofLfowlLadenovirusL
serotypesLeYLlbLandLeeLinLoneadayaoldLchickensbLAvianhPathologyYL2015YLhhYLedjaeg 2.4 41

110 wharacterizationLofLwhlamydiaceaeLspeciesLusingLPwRLandLhighLresolutionLmeltLcurveLanalysisLofLtheL
ejSLrRNuLgenebLJournalhofhAppliedhMicrobiologyYL2009YLedkYLfdekafl 4.7 41
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109 InfectiousLbronchitisLvirusesLwithLaLnovelLgenomicLorganizationbLJournalhofhVirologyYL2008YLlfYLfdegafh 6.6 41

108 SpreadLofLtheLnewlyLemergingLinfectiousLlaryngotracheitisLvirusesLinLuustraliabLInfectionvhGeneticsh
andhEvolutionYL2016YLhgYLjkakg 4.5 41

107 TheLprevalenceLandLclinicalLsignificanceLofLwhlamydiaLinfectionLinLislandLandLmainlandLpopulationsL
ofLVictorianLkoalasLTPhascolarctosLcinereusUbLJournalhofhWildlifehDiseasesYL2015YLieYLgdmaek 1.3 39

106 whallengesLandLrecentLadvancementsLinLinfectiousLlaryngotracheitisLvirusLvaccinesbLAvianhPathologyYL
2013YLhfYLemiafdi 2.4 39

105 zirstLcompleteLgenomeLsequenceLofLinfectiousLlaryngotracheitisLvirusbLBMChGenomicsYL2011YLefYLemk 4.5 38

104 xifferentiationLofLMycoplasmaLgallisepticumLstrainsLusingLPwRLandLhigharesolutionLmeltingLcurveL
analysisbLMicrobiologyhrUnitedhKingdomsYL2010YLeijYLedemaedfm 2.9 36

103 IdentificationLofLwhlamydialLspeciesLinLcrocodilesLandLchickensLbyLPwRaΔRMLcurveLanalysisbL
VeterinaryhMicrobiologyYL2010YLehiYLgkgam 3.3 36

102 xevelopmentLofLaLSYvRLGreenLquantitativeLpolymeraseLchainLreactionLassayLforLrapidLdetectionL
andLquantificationLofLinfectiousLlaryngotracheitisLvirusbLAvianhPathologyYL2011YLhdYLfgkahf 2.4 35

101 WholeLgenomeLsequenceLanalysisLofLuustralianLavianLpathogenicLyscherichiaLcoliLthatLcarryLtheL
classLeLintegraseLgenebLMicrobialhGenomicsYL2019YLiYL 4.4 31

100 PhylogeneticLandLmolecularLepidemiologicalLstudiesLrevealLevidenceLofLmultipleLpastL
recombinationLeventsLbetweenLinfectiousLlaryngotracheitisLvirusesbLPLoShONEYL2013YLlYLeiiefe 3.7 28

99 RoleLofLphenotypicLdiversityLinLpathogenesisLofLavianLmycoplasmosisbLAvianhPathologyYL2007YLgjYLhgmahh 2.4 28

98 womparativeLanalysisLofLtheLcompleteLgenomeLsequencesLofLtwoLuustralianLoriginLliveLattenuatedL
vaccinesLofLinfectiousLlaryngotracheitisLvirusbLVaccineYL2011YLfmYLmilgak 4.1 27

97 TheLconservedLportionLofLtheLputativeLvirulenceLregionLcontributesLtoLvirulenceLofLavianLpathogenicL
yscherichiaLcolibLMicrobiologyhrUnitedhKingdomsYL2009YLeiiYLhidahjd 2.9 27

96
yffectLofLaLliveLMycoplasmaLsynoviaeLvaccineLonLtheLproductionLofLeggshellLapexLabnormalitiesL
inducedLbyLaLMbLsynoviaeLinfectionLprecededLbyLanLinfectionLwithLinfectiousLbronchitisLvirusLxehjjbL
AvianhPathologyYL2009YLglYLgggahd

2.4 25

95 womparativeLinLvivoLsafetyLandLefficacyLofLaLglycoproteinLGadeficientLcandidateLvaccineLstrainLofL
infectiousLlaryngotracheitisLvirusLdeliveredLviaLeyeLdropbLAvianhPathologyYL2011YLhdYLheeak 2.4 25

94 womparisonLofLtheLreplicationLandLtransmissibilityLofLanLinfectiousLlaryngotracheitisLvirusLvaccineL
deliveredLviaLeyeadropLorLdrinkingawaterbLAvianhPathologyYL2012YLheYLmmaedj 2.4 24

93
zullLgenomeLanalysisLofLuustralianLinfectiousLbronchitisLvirusesLsuggestsLfrequentLrecombinationL
eventsLbetweenLvaccineLstrainsLandLmultipleLphylogeneticallyLdistantLavianLcoronavirusesLofL
unknownLoriginbLVeterinaryhMicrobiologyYL2016YLemkYLfkagl

3.3 23

92 xetectionLofLavianLnephritisLvirusLinLuustralianLchickenLflocksbLAvianhDiseasesYL2010YLihYLmmdag 1.6 23
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91 GrowthLkineticsLandLtransmissionLpotentialLofLexistingLandLemergingLfieldLstrainsLofLinfectiousL
laryngotracheitisLvirusbLPLoShONEYL2015YLedYLedefdflf 3.7 23

90 TheLvlhuLlociLofLMycoplasmaLsynoviaeLareLconfinedLtoLaLrestrictedLregionLofLtheLgenomebL
MicrobiologyhrUnitedhKingdomsYL2005YLeieYLmgiamhd 2.9 21

89 PathologicalLandLmicrobiologicalLinvestigationsLintoLcasesLofLbacterialLchondronecrosisLandL
osteomyelitisLinLbroilerLpoultrybLAvianhPathologyYL2017YLhjYLjlgajmh 2.4 20

88
ΔorizontalLtransmissionLdynamicsLofLaLglycoproteinLGLdeficientLcandidateLvaccineLstrainLofL
infectiousLlaryngotracheitisLvirusLandLtheLeffectLofLvaccinationLonLtransmissionLofLvirulentLvirusbL
VaccineYL2011YLfmYLijmmakdh

4.1 20

87 GenotypingLofLJapaneseLfieldLisolatesLofLMycoplasmaLsynoviaeLandLrapidLmolecularLdifferentiationL
fromLtheLMSaΔLvaccineLstrainbLAvianhDiseasesYL2011YLiiYLelkamh 1.6 20

86 NaturallyLoccurringLrecombinationLbetweenLdistantLstrainsLofLinfectiousLbronchitisLvirusbLArchiveshofh
VirologyYL2010YLeiiYLeileaj 2.6 20

85 ViralLloadLinLeadayaoldLandLjaweekaoldLchickensLinfectedLwithLchickenLanaemiaLvirusLbyLtheL
intraocularLroutebLAvianhPathologyYL2006YLgiYLhkeah 2.4 19

84 RapidLdifferentiationLofLcurrentLinfectiousLbronchitisLvirusLvaccineLstrainsLandLfieldLisolatesLinL
uustraliabLAustralianhVeterinaryhJournalYL2006YLlhYLimajf 1.2 19

83 xifferentiationLofLinfectiousLbursalLdiseaseLvirusLstrainsLusingLrealatimeLRTaPwRLandLhighLresolutionL
meltLcurveLanalysisbLJournalhofhVirologicalhMethodsYL2011YLekeYLfjhake 2.6 18

82 InfectiousLbronchitisLvirusesLwithLnaturallyLoccurringLgenomicLrearrangementLandLgeneLdeletionbL
ArchiveshofhVirologyYL2011YLeijYLfhiaif 2.6 18

81 GapuWLMycoplasmaLgallisepticumLtsaeeLhasLimprovedLvaccineLcharacteristicsbLMicrobiologyhrUnitedh
KingdomsYL2011YLeikYLekhdaekhm 2.9 18

80 IzNagammaLenhancesLimmuneLresponsesLtoLybLcoliLinfectionLinLtheLchickenbLJournalhofhInterferonhandh
CytokinehResearchYL2007YLfkYLmgkahj 3.5 18

79 upplicationLofLhigharesolutionLmeltLcurveLanalysisLforLclassificationLofLinfectiousLbronchitisLvirusesL
inLfieldLspecimensbLAustralianhVeterinaryhJournalYL2010YLllYLhdlaeg 1.2 17

78
TypingLinfectiousLbronchitisLvirusLstrainsLusingLreverseLtranscriptionapolymeraseLchainLreactionLandL
restrictionLfragmentLlengthLpolymorphismLanalysisLtoLcompareLtheLgSLkbiLkbLofLtheirLgenomesbL
AvianhPathologyYL2006YLgiYLjgam

2.4 17

77 yvaluationLofLtheLnonatemperatureasensitiveLfieldLclonalLisolatesLofLtheLMycoplasmaLsynoviaeL
vaccineLstrainLMSaΔbLAvianhDiseasesYL2003YLhkYLgiiajd 1.6 17

76
IndirectLenzymealinkedLimmunosorbentLassayLforLdetectionLofLimmunoglobulinLGLreactiveLwithLaL
recombinantLproteinLexpressedLfromLtheLgeneLencodingLtheLeejakilodaltonLproteinLofLMycoplasmaL
pneumoniaebLJournalhofhClinicalhMicrobiologyYL1999YLgkYLedfham

9.7 17

75 MutationsLinLGTPLbindingLproteinLObgLofLMycoplasmaLsynoviaeLvaccineLstrainLMSaΔnLimplicationsLinL
temperatureasensitivityLphenotypebLPLoShONEYL2013YLlYLekgmih 3.7 17

74 TonvLisLessentialLforLvirulenceLinLavianLpathogenicLyscherichiaLcolibLComparativehImmunologyvh
MicrobiologyhandhInfectioushDiseasesYL2012YLgiYLefmagl 2.6 16
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73
SurveyLofLcaptiveLparrotLpopulationsLaroundLPortLPhillipLvayYLVictoriaYLuustraliaYLforLpsittacineLbeakL
andLfeatherLdiseaseLvirusYLavianLpolyomavirusLandLpsittacineLadenovirusbLAustralianhVeterinaryh
JournalYL2015YLmgYLflkamf

1.2 15

72 KineticsLofLtranscriptionLofLinfectiousLlaryngotracheitisLvirusLgenesbLComparativehImmunologyvh
MicrobiologyhandhInfectioushDiseasesYL2012YLgiYLedgaei 2.6 15

71 MycoplasmaLsynoviaeLsurfaceLproteinLMSPvLasLaLrecombinantLantigenLinLanLindirectLyLISubL
MicrobiologyhrUnitedhKingdomsYL1999YLehiLTLPtLlUYLfdlkafdmh 2.9 15

70 yvaluationLofLaLnovelLstrainLofLinfectiousLbronchitisLvirusLemergedLasLaLresultLofLspikeLgeneL
recombinationLbetweenLtwoLhighlyLdivergedLparentLstrainsbLAvianhPathologyYL2014YLhgYLfhmaik 2.4 14

69
ΔigharesolutionLmeltingacurveLanalysisLofLobgLgeneLtoLdifferentiateLtheLtemperatureasensitiveL
MycoplasmaLsynoviaeLvaccineLstrainLMSaΔLfromLnonatemperatureasensitiveLstrainsbLPLoShONEYL2014YL
mYLemffei

3.7 14

68 yvaluationLofLtheLwapacityLofLPwRLandLΔighaResolutionLMeltLwurveLunalysisLforLIdentificationLofL
MixedLInfectionLwithLMycoplasmaLgallisepticumLStrainsbLPLoShONEYL2015YLedYLedefjlfh 3.7 13

67 SafetyLandLvaccineLefficacyLofLaLglycoproteinLGLdeficientLstrainLofLinfectiousLlaryngotracheitisLvirusL
deliveredLinLovobLVaccineYL2012YLgdYLkemgal 4.1 13

66 uLpolymeraseLchainLreactionacoupledLhigharesolutionLmeltingLcurveLanalyticalLapproachLforLtheL
monitoringLofLmonospecificityLofLavianLyimeriaLspeciesbLAvianhPathologyYL2009YLglYLegam 2.4 13

65 womparisonLofLtheLreplicationLandLtransmissibilityLofLtwoLinfectiousLlaryngotracheitisLvirusLchickenL
embryoLoriginLvaccinesLdeliveredLviaLdrinkingLwaterbLAvianhPathologyYL2012YLheYLemiafdf 2.4 13

64 xevelopmentLofLaLMycoplasmaLgallisepticumLinfectionLmodelLinLturkeysbLAvianhPathologyYL2015YLhhYLgiahf2.4 12

63 InfectiousLLaryngotracheitisLVirusLViralLwhemokineavindingLProteinLGlycoproteinLGLultersL
TranscriptionLofLKeyLInflammatoryLMediatorsLandbLJournalhofhVirologyYL2018YLmfYL 6.6 11

62
wombinationLofLdifferentialLgrowthLatLtwoLdifferentLtemperaturesLwithLaLquantitativeLrealatimeL
polymeraseLchainLreactionLtoLdetermineLtemperatureasensitiveLphenotypeLofLMycoplasmaL
synoviaebLAvianhPathologyYL2013YLhfYLeliame

2.4 11

61
womparisonLofLmultipleLgenesLandLejSafgSLrRNuLintergenicLspaceLregionLforLtheirLcapacityLinLhighL
resolutionLmeltLcurveLanalysisLtoLdifferentiateLMycoplasmaLgallisepticumLvaccineLstrainLtsaeeLfromL
fieldLstrainsbLVeterinaryhMicrobiologyYL2013YLejkYLhhdak

3.3 11

60 xetectionLofLantibodiesLtoLMycoplasmaLgallisepticumLvaccineLtsaeeLbyLanLautologousLpMGuL
enzymealinkedLimmunosorbentLassaybLAvianhDiseasesYL2002YLhjYLhdiaee 1.6 11

59 GenomeLanalysisLofLMycoplasmaLsynoviaeLstrainLMSaΔYLtheLmostLcommonLMbLsynoviaeLstrainLwithLaL
worldwideLdistributionbLBMChGenomicsYL2018YLemYLeek 4.5 10

58
IdentificationLofLaLnewLgeneticLmarkerLinLMycoplasmaLsynoviaeLvaccineLstrainLMSaΔLandL
developmentLofLaLstrategyLusingLpolymeraseLchainLreactionLandLhigharesolutionLmeltingLcurveL
analysisLforLdifferentiatingLMSaΔLfromLfieldLstrainsbLVeterinaryhMicrobiologyYL2017YLfedYLhmaii

3.3 10

57
xiscrepancyLbetweenLminimalLinhibitoryLconcentrationLtoLenrofloxacinLandLmutationsLpresentLinL
theLquinolonearesistanceLdeterminingLregionsLofLMycoplasmaLgallisepticumLfieldLstrainsbLVeterinaryh
MicrobiologyYL2012YLejdYLfffaj

3.3 10

56 TheLpresenceLofLviralLsubpopulationsLinLanLinfectiousLbronchitisLvirusLvaccineLwithLdifferingL
pathogenicityaaaLpreliminaryLstudybLVaccineYL2012YLgdYLhemdam 4.1 10

(2012-2015)
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55 OnsetLofLimmunityLwithLMycoplasmaLsynoviaenLcomparisonLofLtheLliveLattenuatedLvaccineLMSaΔL
TVaxsafeLMSULwithLitsLwildatypeLparentLstrainLTljdkmckNSUbLAvianhDiseasesYL2006YLidYLlfak 1.6 10

54 yvidenceLofLapoptosisLinducedLbyLviralLproteinLfLofLchickenLanaemiaLvirusbLArchiveshofhVirologyYL2015
YLejdYLfiikajg 2.6 9

53 yvaluationLofLMycoplasmaLgallisepticumLTMGULtsagdhLvaccineLasLaLliveLattenuatedLvaccineLinLturkeysbL
VaccineYL2018YLgjYLfhlkafhmg 4.1 8

52 xevelopmentLofLanLoriwLvectorLforLuseLinLMycoplasmaLsynoviaebLJournalhofhMicrobiologicalhMethodsYL
2014YLedgYLkdaj 2.8 8

51 xevelopmentLofLanLenzymealinkedLimmunosorbentLassayLtoLdetectLchickenLserumLantibodyLtoL
glycoproteinLGLofLinfectiousLlaryngotracheitisLvirusbLAvianhDiseasesYL2012YLijYLidmaei 1.6 8

50 xevelopmentLandLimmunogenicityLofLrecombinantLMycoplasmaLgallisepticumLvaccineLstrainLtsaeeL
expressingLchickenLIzNagammabLVaccineYL2008YLfjYLihhmaih 4.1 8

49 xeterminationLofLtheLeffectiveLdoseLofLtheLliveLMycoplasmaLsynoviaeLvaccineYLVaxsafeLMSLTstrainL
MSaΔULbyLprotectionLagainstLexperimentalLchallengebLAvianhDiseasesYL2006YLidYLllame 1.6 8

48 ImprovedLdetectionLofLantibodiesLtoLMycoplasmaLsynoviaeLvaccineLMSaΔLusingLanLautologousL
recombinantLMSPvLenzymealinkedLimmunosorbentLassaybLAvianhPathologyYL2002YLgeYLjeeak 2.4 8

47 ImmunologicalLandLbiochemicalLcharacterizationLofLmembraneLproteinsbLMethodshinhMolecularh
BiologyYL1998YLedhYLfkmaml 1.4 8

46 xurationLofLimmunityLwithLMycoplasmaLsynoviaenLcomparisonLofLtheLliveLattenuatedLvaccineLMSaΔL
TVaxsafeLMSULwithLitsLwildatypeLparentLstrainYLljdkmckNSbLAvianhDiseasesYL2006YLidYLfflage 1.6 7

45 xurationLofLprotectiveLimmunityLinducedLbyLMycoplasmaLgallisepticumLstrainLtsagdhLvaccineLinL
chickensbLVeterinaryhMicrobiologyYL2020YLfieYLedlllg 3.3 7

44 womparisonLofLtheLshortatermLandLlongatermLefficaciesLofLtheLMycoplasmaLgallisepticumLvaccinesL
tsaeeLandLjclibLAvianhPathologyYL2019YLhlYLfglafhh 2.4 7

43 ImmuneLresponsesLtoLvaccinationLandLinfectionLwithLMycoplasmaLgallisepticumLinLturkeysbLAvianh
PathologyYL2017YLhjYLhjhahkg 2.4 6

42 ΔigharesolutionLmeltLcurveLanalysisLtoLconfirmLtheLpresenceLofLcoacirculatingLisolatesLofLavianL
nephritisLvirusLinLcommercialLchickenLflocksbLAvianhPathologyYL2015YLhhYLhhgaie 2.4 6

41 xifferentialLtranscriptionLpatternsLinLwildatypeLandLglycoproteinLGadeletedLinfectiousL
laryngotracheitisLvirusesbLAvianhPathologyYL2013YLhfYLfigam 2.4 6

40
xevelopmentLandLapplicationLofLhigharesolutionLmeltingLanalysisLforLtheLclassificationLofLinfectiousL
laryngotracheitisLvirusLstrainsLandLdetectionLofLrecombinantLprogenybLArchiveshofhVirologyYL2019YL
ejhYLhfkahgl

2.6 6

39
xevelopmentLandLValidationLofLTaqManLRealaTimeLPolymeraseLwhainLReactionLussaysLforLtheL
QuantitativeLandLxifferentialLxetectionLofLWildaTypeLInfectiousLLaryngotracheitisLVirusesLfromLaL
GlycoproteinLGaxeficientLwandidateLVaccineLStrainbLAvianhDiseasesYL2015YLimYLkaeg

1.6 5

38 PathogenesisLandLtissueLtropismLofLnaturalLfieldLrecombinantsLofLinfectiousLlaryngotracheitisLvirusbL
VeterinaryhMicrobiologyYL2020YLfhgYLedljgi 3.3 5
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37 MycoplasmosisL2020YLmdkamji 5

36 whronologicLunalysisLofLGrossLandLΔistologicLLesionsLInducedLbyLzieldLStrainsLofLzudVaeYLzudValbYL
andLzudVaeeLinLSixaWeekaOldLwhickensbLAvianhDiseasesYL2017YLjeYLiefaiem 1.6 5

35 PolyacrylamideLgelaelectrophoresisLseparationLofLwholeacellLproteinsbLMethodshinhMolecularhBiologyYL
1998YLedhYLfjkakk 1.4 5

34 VaccinationLwithLzudValaLinducesLprotectionLagainstLinclusionLbodyLhepatitisLcausedLbyL
homologousLandLheterologousLstrainsbLAvianhPathologyYL2019YLhlYLgmjahdi 2.4 4

33 wharacterisationLofLtheLantigenicLepitopesLinLtheLsubunitLfLhaemagglutininLofLavianLinfluenzaLvirusL
ΔiNebLArchiveshofhVirologyYL2018YLejgYLfemmaffef 2.6 4

32
womparativeLgenomicLanalysesLofLvaccineLstrainLMSaΔLandLitsLwildatypeLparentLstrainLljdkmckNSnL
implicationsLforLtheLidentificationLofLvirulenceLfactorsLandLapplicationsLinLdiagnosisLofbLAvianh
PathologyYL2019YLhlYLigkaihl

2.4 4

31 uvianLpathogenicLyscherichiaLcoliL˛�tonvLmutantsLareLsafeLandLprotectiveLliveaattenuatedLvaccineL
candidatesbLVeterinaryhMicrobiologyYL2014YLekgYLflmaml 3.3 4

30
ProtectionLInducedLinLvroilerLwhickensLfollowingLxrinkingaWaterLxeliveryLofLLiveLInfectiousL
LaryngotracheitisLVaccinesLagainstLSubsequentLwhallengeLwithLRecombinantLzieldLVirusbLPLoShONEYL
2015YLedYLedegkkem

3.7 4

29 OrganizationLofLtheLMycoplasmaLsynoviaeLWVULeligTLvlhuLgeneLlocusbLAvianhPathologyYL2006YLgiYLigak 2.4 4

28 SafetyLandLefficacyLofLtheLMycoplasmaLsynoviaeLMSaΔLvaccineLinLturkeysbLAvianhDiseasesYL2007YLieYLiidah1.6 4

27 zullLgenomicLcharacterisationLofLanLemergingLinfectiousLlaryngotracheitisLvirusLclassLkbLfromL
uustraliaLlinkedLtoLaLvaccineLstrainLrevealedLitsLidentitybLInfectionvhGeneticshandhEvolutionYL2020YLklYLedhdjk4.5 4

26 MycoplasmaLgallisepticumLstrainLtsagdhLisLaLsafeLandLeffectiveLliveLattenuatedLvaccineLforLuseLinL
chickensbLVeterinaryhMicrobiologyYL2020YLfhhYLedljih 3.3 4

25
MutationLofLoppzLgeneLinLtheLMycoplasmaLsynoviaeLMSaΔLvaccineLstrainLandLitsLimplicationLforL
differentialLserologicalLresponsesLtoLvaccinationLversusLfieldLchallengebLVeterinaryhMicrobiologyYL
2019YLfgeYLhlaii

3.3 3

24 TheLwaterminalLendLofLtheLcapsidLproteinLofLuvianLNephritisLVirusLisLantigenicLandLinducesLbroadlyL
crossareactiveLantibodiesbLJournalhofhVirologicalhMethodsYL2015YLffeYLedjaeh 2.6 3

23 ussessmentLofLtheLpotentialLrelationshipLbetweenLeggLqualityLandLinfectiousLbronchitisLvirusL
infectionLinLuustralianLlayerLflocksbLAustralianhVeterinaryhJournalYL2014YLmfYLegfal 1.2 3

22 yffectsLofLimmunosuppressionLonLtheLefficacyLofLvaccinationLagainstLMycoplasmaLgallisepticumL
infectionLinLchickensbLVeterinaryhMicrobiologyYL2021YLfjdYLedmelf 3.3 3

21 uvianLmycobacteriosisLinLcaptiveLbrolgasLTuntigoneLrubicundaUbLAustralianhVeterinaryhJournalYL2019YL
mkYLlealj 1.2 2

20
InvestigationLofLsystemicLisosporosisLoutbreaksLinLanLaviaryLofLgreenfinchLTwarduelisLchlorisULandL
goldfinchLTwarduelisLcarduelisULandLaLpossibleLlinkLwithLlocalLwildLsparrowsLTPasserLdomesticusUbL
AustralianhVeterinaryhJournalYL2020YLmlYLgglaghh

1.2 2

(2020-2020)
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19 womplementationLofLtheLMycoplasmaLsynoviaeLMSaΔLvaccineLstrainLwithLwildatypeLobgLinfluencingL
itsLgrowthLcharacteristicsbLPLoShONEYL2018YLegYLedemhifl 3.7 2

18 wrossaprotectiveLimmuneLresponsesLbetweenLgenotypicallyLdistinctLlineagesLofLinfectiousL
laryngotracheitisLvirusesbLAvianhDiseasesYL2014YLilYLehkaif 1.6 2

17 wlassificationLofLzowlLudenovirusLSerotypesLbyLUseLofLΔighaResolutionLMeltingawurveLunalysisLofL
theLΔexonLGeneLRegionbLJournalhofhClinicalhMicrobiologyYL2009YLhkYLejejaejej 9.7 2

16 zatalLskullLtraumaLinLcagedLlayerLchickensLassociatedLwithLaLmovingLfeedLhoppernLdiagnosisLbasedL
onLautopsyLexaminationYLforensicLcomputedLtomographyLandLfarmLvisitbLAvianhPathologyYL2012YLheYLgmeah2.4 2

15
InvestigationLontoLtheLcorrelationLbetweenLsystemicLantibodiesLtoLsurfaceLglycoproteinsLofL
infectiousLlaryngotracheitisLvirusLTILTVULandLprotectiveLimmunitybLVeterinaryhMicrobiologyYL2019YL
fflYLfifafil

3.3 2

14 TranscriptomicLunalysisLofLLongaTermLProtectiveLImmunityLInducedLbyLVaccinationLWithLStrainL
tsagdhbLFrontiershinhImmunologyYL2020YLeeYLjflldh 8.4 2

13 SafetyLandLefficacyLofLaLMycoplasmaLgallisepticumLoppxLknockoutLmutantLasLaLvaccineLcandidatebL
VaccineYL2017YLgiYLjfhlajfig 4.1 1

12 xevelopmentLofLaLrapidLtechniqueLforLextractionLofLviralLxNucRNuLforLwholeLgenomeLsequencingL
directlyLfromLclinicalLliverLtissuesbLJournalhofhVirologicalhMethodsYL2020YLflgYLeegmdk 2.6 1

11 unalysisLofLantibodyLresponseLtoLanLepitopeLinLtheLhaemagglutininLsubunitLfLofLavianLinfluenzaL
virusLΔiNeLforLdifferentiationLofLinfectedLandLvaccinatedLchickensbLAvianhPathologyYL2020YLhmYLejeaekd 2.4 1

10
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