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Association between schizophrenia and both loss of function and missense mutations in paralog
4 conserved sites of voltage-gated sodium channels

A Transcriptome Wide Association Study implicates specific pre- and post-synaptic abnormalities in Schizophrenpia

2 Conditional GWAS analysis identifies putative disorder-specific SNPs for psychiatric disorders 6

Analyses of rare and common alleles in parent-proband trios implicate rare missense variants in

SLC6A1 in schizophrenia and confirm the involvement of loss of function intolerant and
neurodevelopmental disorder genes




