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Streptococcus pneumoniae colonization associates with impaired adaptive immune responses against
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The ChAdOX1 vectored vaccine, AZD2816, induces strong immunogenicity against SARS-CoV-2 beta
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Native-like SARS-CoV-2 Spike Glycoprotein Expressed by ChAdOx1 nCoV-19/AZD1222 Vaccine. ACS Central 1.3 118
Science, 2021, 7, 594-602. :

Antibodies from malaria-exposed Malians generally interact additively or synergistically with human
vaccine-induced RH5 antibodies. Cell Reports Medicine, 2021, 2, 100326.

Reduced blood-stage malaria growth and immune correlates in humans following RH5 vaccination. aa 73
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Human Basigin (CD147) Does Not Directly Interact with SARS-CoV-2 Spike Clycoprotein. MSphere, 2021,
6,e0064721.

Safety and immunogenicity of the ChAdOx1 nCoV-19 vaccine against SARS-CoV-2: a preliminary report of
a phase 1/2, single-blind, randomised controlled trial. Lancet, The, 2020, 396, 467-478. 13.7 2,080

Evaluation of the immunogenicity of prime-boost vaccination with the replication-deficient viral
vectored COVID-19 vaccine candidate ChAdOx1 nCoV-19. Npj Vaccines, 2020, 5, 69.

Editorial: Role of Ribonucleases in Immune Response Regulation During Infection and Cancer.

Frontiers in Immunology, 2020, 11, 236. 4.8 6

Human Antimicrobial RNases Inhibit Intracellular Bacterial Growth and Induce Autophagy in
Mycobacteria-Infected Macrophages. Frontiers in Inmunology, 2019, 10, 1500.

Insight into the Antifungal Mechanism of Action of Human RNase N-terminus Derived Peptides.

International Journal of Molecular Sciences, 2019, 20, 4558. 41 10

Human Antibodies that Slow Erythrocyte Invasion Potentiate Malaria-Neutralizing Antibodies. Cell,
2019, 178, 216-228.e21.

Structural Basis for the Acceleration of Procollagen Processing by Procollagen C-Proteinase 2.3 30
Enhancer-1. Structure, 2018, 26, 1384-1392.e3. :

Positional scanning library applied to the human eosinophil cationic protein/RNase3 N-terminus
reveals novel and potent anti-biofilm peptides. European Journal of Medicinal Chemistry, 2018, 152,
590-599.
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530-535. :

Structural similarities in the CPC clip motif explain peptide-binding promiscuity between

glycosaminoglycans and lipopolysaccharides. Journal of the Royal Society Interface, 2017, 14, 20170423.

Crystallographic analysis of the laminin 122 short arm reveals how the LF domain is inserted into a 3.6 8
regular array of LE domains. Matrix Biology, 2017, 57-58, 204-212. :
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A Novel RNase 3/ECP Peptide for Pseudomonas aeruginosa Biofilm Eradication That Combines
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