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High-strength and Injectable Supramolecular Hydrogel Self-Assembled by Monomeric Nucleoside
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International: Genetics, 2021, 52, 102475

Synonymous point mutation of gtfB gene caused by therapeutic X-rays exposure reduced the
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Revisiting the genetic background and phylogenetic structure of five Sino-Tibetan-speaking
populations: insights from autosomal InDels. Molecular Genetics and Genomics, 2020, 295, 969-979

Massively parallel sequencing of mitogenome sequences reveals the forensic features and
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1.8 4

Whole mitochondrial genome analysis of highland Tibetan ethnicity using massively parallel
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80 Tibetan Highlanders revealed by 27 Y-chromosomal STRs. Scientific Reports, 2019, 9, 7739 49 12

Tai-Kadai-speaking Gelao population: Forensic features, genetic diversity and population structure.
Forensic Science International: Genetics, 2019, 40, e231-e239
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Forensic ancestry analysis in two Chinese minority populations using massively parallel sequencing
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44 Y-STR loci. Forensic Science International: Genetics, 2017, 29, e4-e8 43 9
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Next-generation sequencing of 74 Y-SNPs to construct a concise consensus phylogeny tree for
Chinese population. Forensic Science International: Genetics Supplement Series, 2017, 6, €96-e98

Genome-wide copy number variation analysis in monozygotic twins. Forensic Science International:
40 Genetics Supplement Series, 2017, 6, €218-e220 o5

Low molecular weight heparin may benefit nephrotic remission in steroid-sensitive nephrotic
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Identification of Saliva Using MicroRNA Biomarkers for Forensic Purpose. Journal of Forensic

16 Sciences, 2015, 60, 702-6

1.8 28

Development of a new 26plex Y-STRs typing system for forensic application. Forensic Science
International: Genetics, 2014, 13, 112-20
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10 Science International: Genetics, 2012, 6, 419-23 43 54

MiR16 as a microRNA marker applied in species identification. Forensic Science International:
Genetics Supplement Series, 2011, 3, e313-e314
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disorders in a Tibet population. American Journal of Medical Genetics Part B: Neuropsychiatric
Genetics, 2010, 153B, 561-569

6 Screening and selection of 21 novel microhaplotype markers for ancestry inference in ten Chinese Subpopulations

Peopling of Tibet Plateau and multiple waves of admixture of Tibetans inferred from both modern
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