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l Paper IF Citations

303 TheJweneJ—ntologyJμesourcejJbZJyearsJandJstillJw—ingJstrongXJNucleicaAcidsaResearchVJ2019VJdgVJtccZWtcch20.1 1962

302 somparativeJassessmentJofJlargeWscaleJdataJsetsJofJproteinWproteinJinteractionsXJNatureVJ2002VJdagVJciiWdZc50.4 1856

301 uxpansionJofJtheJweneJ—ntologyJknowledgebaseJandJresourcesXJNucleicaAcidsaResearchVJ2017VJdeVJtccaWtcch20.1 1258

300 SystematicJfunctionalJanalysisJofJtheJyeastJgenomeXJTrendsainaBiotechnologyVJ1998VJafVJcgcWh 15.1 906

299 wenomeJsequencingJandJanalysisJofJtheJversatileJcellJfactoryJqspergillusJnigerJsrSJeacXhhXJNaturea
BiotechnologyVJ2007VJbeVJbbaWca 44.5 889

298 qJfunctionalJgenomicsJstrategyJthatJusesJmetabolomeJdataJtoJrevealJtheJphenotypeJofJsilentJ
mutationsXJNatureaBiotechnologyVJ2001VJaiVJdeWeZ 44.5 839

297 TheJcompleteJt”qJsequenceJofJyeastJchromosomeJyyyXJNatureVJ1992VJcegVJchWdf 50.4 812

296 qJcommonJopenJrepresentationJofJmassJspectrometryJdataJandJitsJapplicationJtoJproteomicsJ
researchXJNatureaBiotechnologyVJ2004VJbbVJadeiWff 44.5 632

295 “appingJpathwaysJandJphenotypesJbyJsystematicJgeneJoverexpressionXJMolecularaCellVJ2006VJbaVJcaiWcZ17.6 502

294 TheJweneJ—ntologyJresourcejJenrichingJaJw—ldJmineXJNucleicaAcidsaResearchVJ2021VJdiVJtcbeWtccd 20.1 494

293 qJconsensusJyeastJmetabolicJnetworkJreconstructionJobtainedJfromJaJcommunityJapproachJtoJ
systemsJbiologyXJNatureaBiotechnologyVJ2008VJbfVJaaeeWfZ 44.5 471

292 xighWthroughputJclassificationJofJyeastJmutantsJforJfunctionalJgenomicsJusingJmetabolicJ
footprintingXJNatureaBiotechnologyVJ2003VJbaVJfibWf 44.5 439

291 xereJisJtheJevidenceVJnowJwhatJisJtheJhypothesisoJTheJcomplementaryJrolesJofJinductiveJandJ
hypothesisWdrivenJscienceJinJtheJpostWgenomicJeraXJBioEssaysVJ2004VJbfVJiiWaZe 4.1 404

290 vunctionalJgenomicJhypothesisJgenerationJandJexperimentationJbyJaJrobotJscientistXJNatureVJ2004VJ
dbgVJbdgWeb 50.4 341

289 TheJautomationJofJscienceXJScienceVJ2009VJcbdVJheWi 33.3 324

288 “etabolicJfootprintingJandJsystemsJbiologyjJtheJmediumJisJtheJmessageXJNatureaReviewsa
MicrobiologyVJ2005VJcVJeegWfe 22.2 310

287 tynamicsJofJproteinJturnoverVJaJmissingJdimensionJinJproteomicsXJMolecularaandaCellularaProteomics
VJ2002VJaVJegiWia 7.6 307
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286 ustimatingJtheJtotalJnumberJofJphosphoproteinsJandJphosphorylationJsitesJinJeukaryoticJ
proteomesXJGigaScienceVJ2017VJfVJaWaa 7.6 291

285 vromJt”qJsequenceJtoJbiologicalJfunctionXJNatureVJ1996VJcgiVJeigWfZZ 50.4 270

284 qJproposedJframeworkJforJtheJdescriptionJofJplantJmetabolomicsJexperimentsJandJtheirJresultsXJ
NatureaBiotechnologyVJ2004VJbbVJafZaWf 44.5 260

283 PomrasejJaJcomprehensiveJonlineJresourceJforJfissionJyeastXJNucleicaAcidsaResearchVJ2012VJdZVJtfieWi 20.1 221

282 qJsystematicJapproachJtoJmodelingVJcapturingVJandJdisseminatingJproteomicsJexperimentalJdataXJ
NatureaBiotechnologyVJ2003VJbaVJbdgWed 44.5 220

281 wrowthJcontrolJofJtheJeukaryoteJcelljJaJsystemsJbiologyJstudyJinJyeastXJJournalaofaBiologyVJ2007VJfVJd 208

280 ungineeringJevolutionJtoJstudyJspeciationJinJyeastsXJNatureVJ2003VJdbbVJfhWgb 50.4 198

279 qnJoptimizedJprotocolJforJmetabolomeJanalysisJinJyeastJusingJdirectJinfusionJelectrosprayJmassJ
spectrometryXJPhytochemistryVJ2003VJfbVJibiWcg 4 192

278 shanceJandJnecessityJinJtheJevolutionJofJminimalJmetabolicJnetworksXJNatureVJ2006VJddZVJffgWgZ 50.4 189

277 shromosomeJevolutionJinJeukaryotesjJaJmultiWkingdomJperspectiveXJTrendsainaGeneticsVJ2005VJbaVJfgcWhb 8.5 188

276 TheJnextJwaveJinJmetabolomeJanalysisXJTrendsainaBiotechnologyVJ2005VJbcVJeddWf 15.1 182

275 tispersedJgrowthJofJStreptomycesJinJliquidJcultureXJAppliedaMicrobiologyaandaBiotechnologyVJ1989VJ
caVJbgb 5.7 179

274 shooseJyourJpartnersjJdimerizationJinJeukaryoticJtranscriptionJfactorsXJTrendsainaBiochemicala
SciencesVJ2008VJccVJbbZWi 10.3 168

273 PlasticityJofJgeneticJinteractionsJinJmetabolicJnetworksJofJyeastXJProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVJ2007VJaZdVJbcZgWab 11.5 160

272 qnJintegratedJapproachJtoJcharacterizeJgeneticJinteractionJnetworksJinJyeastJmetabolismXJNaturea
GeneticsVJ2011VJdcVJfefWfb 36.3 156

271
ymprovedJmatrixWassistedJlaserJdesorptionYionizationJmassJspectrometricJanalysisJofJtrypticJ
hydrolysatesJofJproteinsJfollowingJguanidinationJofJlysineWcontainingJpeptidesXJRapida
CommunicationsainaMassaSpectrometryVJ2000VJadVJbZgZWc

2.2 155

270 PharmaceuticalJdrugJtransportjJtheJissuesJandJtheJimplicationsJthatJitJisJessentiallyJ
carrierWmediatedJonlyXJDrugaDiscoveryaTodayVJ2011VJafVJgZdWad 8.8 145

269 somparativeJgenomeJanalysisJofJfilamentousJfungiJrevealsJgeneJfamilyJexpansionsJassociatedJwithJ
fungalJpathogenesisXJPLoSaONEVJ2008VJcVJebcZZ 3.7 140

(2008-2017)
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268 “embraneJtransporterJengineeringJinJindustrialJbiotechnologyJandJwholeJcellJbiocatalysisXJTrendsa
inaBiotechnologyVJ2015VJccVJbcgWdf 15.1 136

267 qllJduplicatesJareJnotJequaljJtheJdifferenceJbetweenJsmallWscaleJandJgenomeJduplicationXJGenomea
BiologyVJ2007VJhVJμbZi 18.3 123

266 qJnetworkJapproachJtoJtheJsystematicJanalysisJofJyeastJgeneJfunctionXJTrendsainaGeneticsVJ1996VJabVJbdaWb8.5 121

265 TheJpromiscuousJbindingJofJpharmaceuticalJdrugsJandJtheirJtransporterWmediatedJuptakeJintoJcellsjJ
whatJweJRneedJtoSJknowJandJhowJweJcanJdoJsoXJDrugaDiscoveryaTodayVJ2013VJahVJbahWci 8.8 120

264 uthanolJinhibitionJofJyeastJgrowthJandJfermentationjJtifferencesJinJtheJmagnitudeJandJcomplexityJ
ofJtheJeffectXJEuropeanaJournalaofaAppliedaMicrobiologyaandaBiotechnologyVJ1981VJaaVJaeaWaee 116

263 xowJdrugsJgetJintoJcellsjJtestedJandJtestableJpredictionsJtoJhelpJdiscriminateJbetweenJ
transporterWmediatedJuptakeJandJlipoidalJbilayerJdiffusionXJFrontiersainaPharmacologyVJ2014VJeVJbca 5.6 114

262 wenotypicJandJphysiologicalJcharacterizationJofJSaccharomycesJboulardiiVJtheJprobioticJstrainJofJ
SaccharomycesJcerevisiaeXJAppliedaandaEnvironmentalaMicrobiologyVJ2007VJgcVJbdehWfg 4.8 111

261 SuitabilityJofJreplacementJmarkersJforJfunctionalJanalysisJstudiesJinJSaccharomycesJcerevisiaeXJ
YeastVJ1997VJacVJaefcWgc 3.4 105

260
wlobalJanalysisJofJnutrientJcontrolJofJgeneJexpressionJinJSaccharomycesJcerevisiaeJduringJgrowthJ
andJstarvationXJProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVJ
2004VJaZaVJcadhWec

11.5 103

259 SpecificityJinJproteinJinteractionsJandJitsJrelationshipJwithJsequenceJdiversityJandJcoevolutionXJ
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVJ2007VJaZdVJgiiiWhZZd 11.5 100

258 uxploringJredundancyJinJtheJyeastJgenomejJanJimprovedJstrategyJforJuseJofJtheJcreWloxPJsystemXJ
GeneVJ2000VJbebVJabgWce 3.8 100

257 wenomeWwideJanalysisJofJyeastJstressJsurvivalJandJtoleranceJacquisitionJtoJanalyzeJtheJcentralJ
tradeWoffJbetweenJgrowthJrateJandJcellularJrobustnessXJMolecularaBiologyaofatheaCellVJ2011VJbbVJddceWdf 3.5 97

256 qJmodelJofJyeastJglycolysisJbasedJonJaJconsistentJkineticJcharacterisationJofJallJitsJenzymesXJFEBSa
LettersVJ2013VJehgVJbhcbWda 3.8 91

255 vedWbatchJmethanolJfeedingJstrategyJforJrecombinantJproteinJproductionJbyJPichiaJpastorisJinJtheJ
presenceJofJcoWsubstrateJsorbitolXJYeastVJ2009VJbfVJdgcWhd 3.4 91

254 PomraseJbZahjJuserWdrivenJreimplementationJofJtheJfissionJyeastJdatabaseJprovidesJrapidJandJ
intuitiveJaccessJtoJdiverseVJinterconnectedJinformationXJNucleicaAcidsaResearchVJ2019VJdgVJthbaWthbg 20.1 89

253 t”qJsequenceJanalysisJofJqμSJelementsJfromJchromosomeJyyyJofJSaccharomycesJcerevisiaejJ
identificationJofJaJnewJconservedJsequenceXJNucleicaAcidsaResearchVJ1986VJadVJfbdgWfd 20.1 87

252
tevelopmentJofJyeastJstrainsJforJtheJefficientJutilisationJofJstarchjJevaluationJofJconstructsJthatJ
expressJalphaWamylaseJandJglucoamylaseJseparatelyJorJasJbifunctionalJfusionJproteinsXJApplieda
MicrobiologyaandaBiotechnologyVJ1995VJdcVJaZfgWgf

5.7 84

251 sonceptualJmodellingJofJgenomicJinformationXJBioinformaticsVJ2000VJafVJedhWeg 7.2 83
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250 TheJbZZhJupdateJofJtheJqspergillusJnidulansJgenomeJannotationjJaJcommunityJeffortXJFungala
GeneticsaandaBiologyVJ2009VJdfJSupplJaVJSbWac 3.9 82

249 ydentificationJandJcharacterizationJofJhighWfluxWcontrolJgenesJofJyeastJthroughJcompetitionJ
analysesJinJcontinuousJculturesXJNatureaGeneticsVJ2008VJdZVJaacWg 36.3 82

248 ProteomicJresponseJtoJaminoJacidJstarvationJinJsandidaJalbicansJandJSaccharomycesJcerevisiaeXJ
ProteomicsVJ2004VJdVJbdbeWcf 4.8 82

247 vurtherJdevelopmentsJtowardsJaJgenomeWscaleJmetabolicJmodelJofJyeastXJBMCaSystemsaBiologyVJ
2010VJdVJade 3.5 81

246 TheJvunctionalJwenomicsJuxperimentJmodelJRvuwuSjJanJextensibleJframeworkJforJstandardsJinJ
functionalJgenomicsXJNatureaBiotechnologyVJ2007VJbeVJaabgWcc 44.5 81

245 TheJyeastJbJmicronJplasmidjJstrategiesJforJtheJsurvivalJofJaJselfishJt”qXJMolecularaGeneticsaanda
GenomicsVJ1986VJbZeVJdagWba 79

244 yntegratedJmultilaboratoryJsystemsJbiologyJrevealsJdifferencesJinJproteinJmetabolismJbetweenJ
twoJreferenceJyeastJstrainsXJNatureaCommunicationsVJ2010VJaVJade 17.4 78

243 TranscriptomeJanalysisJofJrecombinantJproteinJsecretionJbyJqspergillusJnidulansJandJtheJ
unfoldedWproteinJresponseJinJvivoXJAppliedaandaEnvironmentalaMicrobiologyVJ2005VJgaVJbgcgWdg 4.8 78

242 xybridizationJarrayJtechnologyJcoupledJwithJchemostatJculturejJToolsJtoJinterrogateJgeneJ
expressionJinJSaccharomycesJcerevisiaeXJMethodsVJ2002VJbfVJbhaWiZ 4.6 77

241 ymplicationsJofJtheJdominantJroleJofJtransportersJinJdrugJuptakeJbyJcellsXJCurrentaTopicsainaMedicinala
ChemistryVJ2009VJiVJafcWha 3 76

240 qJprototrophicJdeletionJmutantJcollectionJforJyeastJmetabolomicsJandJsystemsJbiologyXJNaturea
BiotechnologyVJ2012VJcZVJaagfWh 44.5 75

239 somparativeJgenomeJanalysisJacrossJaJkingdomJofJeukaryoticJorganismsjJspecializationJandJ
diversificationJinJtheJfungiXJGenomeaResearchVJ2007VJagVJahZiWbb 9.7 75

238 sonvergentJevolutionJofJgeneJnetworksJbyJsingleWgeneJduplicationsJinJhigherJeukaryotesXJEMBOa
ReportsVJ2004VJeVJbgdWi 6.5 75

237 PomraseJbZaejJupdatesJtoJtheJfissionJyeastJdatabaseXJNucleicaAcidsaResearchVJ2015VJdcVJtfefWfa 20.1 74

236 vunctionalJgenomicsjJlessonsJfromJyeastXJPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:aBiologicala
SciencesVJ2002VJcegVJagWbc 5.8 74

235 ysolationJofJethanolWtolerantJmutantsJofJyeastJbyJcontinuousJselectionXJEuropeanaJournalaofaApplieda
MicrobiologyaandaBiotechnologyVJ1982VJafVJaaiWabb 74

234 SpinalJmotorJneuronJproteinJsupersaturationJpatternsJareJassociatedJwithJinclusionJbodyJformationJ
inJqLSXJProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVJ2017VJaadVJuciceWucidc11.5 72

233 tiscriminationJofJmodesJofJactionJofJantifungalJsubstancesJbyJuseJofJmetabolicJfootprintingXJ
AppliedaandaEnvironmentalaMicrobiologyVJ2004VJgZVJfaegWfe 4.8 69

(2004-2009)
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232 StabilityJofJaJclonedJgeneJinJyeastJgrownJinJchemostatJcultureXJMolecularaGeneticsaandaGenomicsVJ
1983VJaibVJcfaWe 67

231 TheJmetabolomeJahJyearsJonjJaJconceptJcomesJofJageXJMetabolomicsVJ2016VJabVJadh 4.7 65

230 TowardsJaJtrulyJintegrativeJbiologyJthroughJtheJfunctionalJgenomicsJofJyeastXJCurrentaOpinionaina
BiotechnologyVJ2001VJabVJhgWia 11.4 63

229 shromatographicJseparationsJasJaJpreludeJtoJtwoWdimensionalJelectrophoresisJinJproteomicsJ
analysisXJProteomicsVJ2001VJaVJdbWec 4.8 63

228 qbsoluteJquantificationJofJtheJglycolyticJpathwayJinJyeastjJdeploymentJofJaJcompleteJβconsqTJ
approachXJMolecularaandaCellularaProteomicsVJ2011VJaZVJ“aaaXZZgfcc 7.6 61

227 uvaluationJofJpredictedJnetworkJmodulesJinJyeastJmetabolismJusingJ”“μWbasedJmetaboliteJ
profilingXJGenomeaResearchVJ2007VJagVJeaZWi 9.7 61

226 sheaperJfasterJdrugJdevelopmentJvalidatedJbyJtheJrepositioningJofJdrugsJagainstJneglectedJ
tropicalJdiseasesXJJournalaofatheaRoyalaSocietyaInterfaceVJ2015VJabVJbZadabhi 4.1 59

225 ”utrientJcontrolJofJeukaryoteJcellJgrowthjJaJsystemsJbiologyJstudyJinJyeastXJBMCaBiologyVJ2010VJhVJfh 7.3 58

224 tisruptionJofJsevenJhypotheticalJarylJalcoholJdehydrogenaseJgenesJfromJSaccharomycesJcerevisiaeJ
andJconstructionJofJaJmultipleJknockWoutJstrainXJYeastVJ1999VJaeVJafhaWi 3.4 57

223 somparativeJgenomicJhybridizationJprovidesJnewJinsightsJintoJtheJmolecularJtaxonomyJofJtheJ
SaccharomycesJsensuJstrictoJcomplexXJGenomeaResearchVJ2004VJadVJaZdcWea 9.7 56

222 wenomeWwideJassessmentJofJtheJcarriersJinvolvedJinJtheJcellularJuptakeJofJdrugsjJaJmodelJsystemJinJ
yeastXJBMCaBiologyVJ2011VJiVJgZ 7.3 54

221 “etabolicJfluxJanalysisJforJrecombinantJproteinJproductionJbyJPichiaJpastorisJusingJdualJcarbonJ
sourcesjJuffectsJofJmethanolJfeedingJrateXJBiotechnologyaandaBioengineeringVJ2010VJaZeVJcagWbi 4.9 54

220 uthanolJproductionJandJfermentationJcharacteristicsJofJrecombinantJsaccharomycesJcerevisiaeJ
strainsJgrownJonJstarchXJEnzymeaandaMicrobialaTechnologyVJ1998VJbbVJfgbWfgg 3.8 53

219 qJphysicalJcomparisonJofJchromosomeJyyyJinJsixJstrainsJofJSaccharomycesJcerevisiaeXJYeastVJ1994VJaZVJciWeg3.4 53

218 wlycosylationJdeficiencyJphenotypesJresultingJfromJdepletionJofJwtPWmannoseJpyrophosphorylaseJ
inJtwoJyeastJspeciesXJMolecularaMicrobiologyVJ2000VJcfVJaaefWff 4.1 52

217 qnalysisJofJtheJsevenWmemberJqqtJgeneJsetJdemonstratesJthatJgeneticJredundancyJinJyeastJmayJ
beJmoreJapparentJthanJrealXJGeneticsVJ1999VJaecVJaeiaWfZZ 4 52

216 uvaluationJofJindustrialJSaccharomycesJcerevisiaeJstrainsJforJethanolJproductionJfromJbiomassXJ
BiomassaandaBioenergyVJ2012VJdeVJbcZWbch 5.3 51

215 sellularJprocessesJandJpathwaysJthatJprotectJSaccharomycesJcerevisiaeJcellsJagainstJtheJplasmaJ
membraneWperturbingJcompoundJchitosanXJEukaryoticaCellVJ2007VJfVJfZZWh 51
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214 qutomatedJtrackingJofJgeneJexpressionJinJindividualJcellsJandJcellJcompartmentsXJJournalaofathea
RoyalaSocietyaInterfaceVJ2006VJcVJghgWid 4.1 51

213 StableJisotopeJlabellingJinJvivoJasJanJaidJtoJproteinJidentificationJinJpeptideJmassJfingerprintingXJ
ProteomicsVJ2002VJbVJaegWfc 4.8 51

212 qJcombinationJofJchemicalJderivatisationJandJimprovedJbioinformaticJtoolsJoptimisesJproteinJ
identificationJforJproteomicsXJElectrophoresisVJ2001VJbbVJeebWi 3.6 51

211 qJQhotWspotQJforJTyJtranspositionJonJtheJleftJarmJofJyeastJchromosomeJyyyXJNucleicaAcidsaResearchVJ
1986VJadVJcdgeWhe 20.1 51

210 wisaJisJrequiredJforJtranscriptionalJreprogrammingJofJcarbonJmetabolismJandJtheJstressJresponseJ
duringJtransitionJintoJstationaryJphaseJinJyeastXJMicrobiologyaiUnitedaKingdomjVJ2009VJaeeVJafiZWafih 2.9 50

209 qpplicationJofJT—vWSy“SJwithJchemometricsJtoJdiscriminateJbetweenJfourJdifferentJyeastJstrainsJ
fromJtheJspeciesJsandidaJglabrataJandJSaccharomycesJcerevisiaeXJAnalyticalaChemistryVJ2005VJggVJagdZWe 7.8 49

208 PosttranslationalJregulationJimpactsJtheJfateJofJduplicatedJgenesXJProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVJ2010VJaZgVJbifgWga 11.5 48

207 qpplicationJofJtheJcomprehensiveJsetJofJheterozygousJyeastJdeletionJmutantsJtoJelucidateJtheJ
molecularJbasisJofJcellularJchromiumJtoxicityXJGenomeaBiologyVJ2007VJhVJμbfh 18.3 47

206 PutμojJaJdatabaseJforJstoringVJsearchingJandJdisseminatingJexperimentalJproteomicsJdataXJBMCa
GenomicsVJ2004VJeVJfh 4.5 47

205 YeastJasJaJtouchstoneJinJpostWgenomicJresearchjJstrategiesJforJintegrativeJanalysisJinJfunctionalJ
genomicsXJBMBaReportsVJ2004VJcgVJicWaZf 5.5 46

204 uvolutionaryJsystemsJbiologyJofJaminoJacidJbiosyntheticJcostJinJyeastXJPLoSaONEVJ2010VJeVJeaaice 3.7 45

203 UsingJyeastJtoJplaceJhumanJgenesJinJfunctionalJcategoriesXJGeneVJ2003VJcZcVJabaWi 3.8 45

202 toxycyclineVJtheJdrugJusedJtoJcontrolJtheJtetWregulatableJpromoterJsystemVJhasJnoJeffectJonJglobalJ
geneJexpressionJinJSaccharomycesJcerevisiaeXJYeastVJ2005VJbbVJefeWi 3.4 45

201 βuantitativeJanalysisJofJyeastJgeneJfunctionJusingJcompetitionJexperimentsJinJcontinuousJcultureXJ
YeastVJ1998VJadVJadagWbg 3.4 43

200 UseJofJexpressedJsequenceJtagJanalysisJandJct”qJmicroarraysJofJtheJfilamentousJfungusJ
qspergillusJnidulansXJFungalaGeneticsaandaBiologyVJ2004VJdaVJaiiWbab 3.9 43

199 riomassJcompositionjJtheJLelephantJinJtheJroomLJofJmetabolicJmodellingXJMetabolomicsVJ2015VJaaVJafiZWagZa4.7 42

198 uthanolJproductionJusingJnuclearJpetiteJyeastJmutantsXJAppliedaMicrobiologyaandaBiotechnologyVJ
1998VJdiVJeaaWf 5.7 42

197 TranscriptomeJprofilingJofJaJSaccharomycesJcerevisiaeJmutantJwithJaJconstitutivelyJactivatedJ
μasYcq“PJpathwayXJPhysiologicalaGenomicsVJ2003VJafVJaZgWah 3.6 42

(2003-2006)

7



196 esy”jJnetworkJbuildingVJsharingJandJpublishingXJPLoSaONEVJ2014VJiVJeaZfZce 3.7 41

195 uvaluationJandJpropertiesJofJtheJbuddingJyeastJphosphoproteomeXJMolecularaandaCellulara
ProteomicsVJ2012VJaaVJ“aaaXZZieee 7.6 40

194 uffectsJofJreciprocalJchromosomalJtranslocationsJonJtheJfitnessJofJSaccharomycesJcerevisiaeXJEMBOa
ReportsVJ2004VJeVJcibWh 6.5 40

193 ymprovementJofJantibioticJtitersJfromJStreptomycesJbacteriaJbyJinteractiveJcontinuousJselectionXJ
BiotechnologyaandaBioengineeringVJ1996VJdiVJaheWif 4.9 40

192
ynvestigatingJtheJphysiologicalJresponseJofJPichiaJRKomagataellaSJpastorisJwSaaeJtoJtheJ
heterologousJexpressionJofJmisfoldedJproteinsJusingJchemostatJculturesXJAppliedaMicrobiologyaanda
BiotechnologyVJ2013VJigVJigdgWigfb

5.7 39

191 TheJgeneticJcontrolJofJgrowthJratejJaJsystemsJbiologyJstudyJinJyeastXJBMCaSystemsaBiologyVJ2012VJfVJd 3.5 39

190 ProductionJofJethanolJfromJstarchJbyJrespirationWdeficientJrecombinantJSaccharomycesJcerevisiaeXJ
AppliedaandaEnvironmentalaMicrobiologyVJ2005VJgaVJfddcWe 4.8 38

189 TranscriptJanalysisJofJaZZcJnovelJyeastJgenesJusingJhighWthroughputJnorthernJhybridizationsXJEMBOa
JournalVJ2001VJbZVJcaggWhf 13 38

188 wlutamicJproteaseJdistributionJisJlimitedJtoJfilamentousJfungiXJFEMSaMicrobiologyaLettersVJ2004VJ
bciVJieWaZa 2.9 37

187 qnJimprovedJtet—JpromoterJreplacementJsystemJforJregulatingJtheJexpressionJofJyeastJgenesXJ
YeastVJ2003VJbZVJabeeWfb 3.4 36

186 PolymorphismsJonJtheJrightJarmJofJyeastJchromosomeJyyyJassociatedJwithJTyJtranspositionJandJ
recombinationJeventsXJNucleicaAcidsaResearchVJ1987VJaeVJhifcWhb 20.1 36

185 vYP—jJtheJfissionJyeastJphenotypeJontologyXJBioinformaticsVJ2013VJbiVJafgaWh 7.2 35

184 wy“SjJanJintegratedJdataJstorageJandJanalysisJenvironmentJforJgenomicJandJfunctionalJdataXJYeastVJ
2003VJbZVJabiaWcZf 3.4 35

183 TheJeffectJofJtemperatureJonJtheJethanolJtoleranceJofJtheJyeastVJSaccharomycesJuvarumXJ
BiotechnologyaLettersVJ1982VJdVJbfiWbgc 3 34

182 YeastJasJaJnavigationalJaidJinJgenomeJanalysisXJaiifJKathleenJrartonWWrightJ“emorialJLectureXJ
MicrobiologyaiUnitedaKingdomjVJ1997VJadcJRJPtJeSVJadhcWadhg 2.9 34

181 vromJgeneJtoJscreenJwithJyeastXJCurrentaOpinionainaGeneticsaandaDevelopmentVJ1997VJgVJdZeWi 4.9 33

180
PerformingJstatisticalJanalysesJonJquantitativeJdataJinJTavernaJworkflowsjJanJexampleJusingJμJandJ
maxdrrowseJtoJidentifyJdifferentiallyWexpressedJgenesJfromJmicroarrayJdataXJBMCaBioinformaticsVJ
2008VJiVJccd

3.6 33

179 “e“ojJaJhybridJSβLYX“LJapproachJtoJmetabolomicJdataJmanagementJforJfunctionalJgenomicsXJ
BMCaBioinformaticsVJ2006VJgVJbha 3.6 33
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178 shronologicalJLifespanJinJYeastJysJtependentJonJtheJqccumulationJofJStorageJsarbohydratesJ
“ediatedJbyJYakaVJ“ckaJandJμimaeJKinasesXJPLoSaGeneticsVJ2016VJabVJeaZZfdeh 6 33

177 “cmapWinducedJt”qJbendingJregulatesJtheJformationJofJternaryJtranscriptionJfactorJcomplexesXJ
MolecularaandaCellularaBiologyVJ2003VJbcVJdeZWfa 4.8 31

176 qJmodelWbasedJanalysisJofJmicroarrayJexperimentalJerrorJandJnormalisationXJNucleicaAcidsaResearchVJ
2003VJcaVJeif 20.1 31

175 sloningJandJcharacterisationJofJtheJribosomalJμ”qJgenesJofJtheJdimorphicJyeastVJYarrowiaJ
lipolyticaXJCurrentaGeneticsVJ1986VJaZVJddiWeb 2.9 31

174 xiddenJinJplainJsightjJwhatJremainsJtoJbeJdiscoveredJinJtheJeukaryoticJproteomeoXJOpenaBiologyVJ
2019VJiVJahZbda 7 30

173 santojJanJonlineJtoolJforJcommunityJliteratureJcurationXJBioinformaticsVJ2014VJcZVJagiaWb 7.2 30

172 xowJyeastJreWprogrammesJitsJtranscriptionalJprofileJinJresponseJtoJdifferentJnutrientJimpulsesXJ
BMCaSystemsaBiologyVJ2011VJeVJadh 3.5 30

171
wlobalJphenotypeJscreeningJandJtranscriptJanalysisJoutlinesJtheJinhibitoryJmodeRsSJofJactionJofJtwoJ
amphibianWderivedVJalphaWhelicalVJcationicJpeptidesJonJSaccharomycesJcerevisiaeXJAntimicrobiala
AgentsaandaChemotherapyVJ2007VJeaVJcidhWei

5.9 30

170 “odelJorganismJdatabasesjJessentialJresourcesJthatJneedJtheJsupportJofJbothJfundersJandJusersXJ
BMCaBiologyVJ2016VJadVJdi 7.3 30

169 PhenomicJandJtranscriptomicJanalysesJrevealJthatJautophagyJplaysJaJmajorJroleJinJdesiccationJ
toleranceJinJSaccharomycesJcerevisiaeXJMolecularaBioSystemsVJ2011VJgVJaciWdi 29

168 qutomationJofJt”qJSequencingjJqJSystemJtoJPerformJtheJSangerJtideoxysequencingJμeactionsXJ
BioptechnologyVJ1985VJcVJiaaWiae 29

167 unvironmentalJsignalsJtriggeringJmethylenomycinJproductionJbyJStreptomycesJcoelicolorJqcRbSXJ
JournalaofaBacteriologyVJ1997VJagiVJeeaaWe 3.5 28

166 yntegrativeJinvestigationJofJmetabolicJandJtranscriptomicJdataXJBMCaBioinformaticsVJ2006VJgVJbZc 3.6 28

165 vluxJbalanceJanalysisJofJaJgenomeWscaleJyeastJmodelJconstrainedJbyJexometabolomicJdataJallowsJ
metabolicJsystemJidentificationJofJgeneticallyJdifferentJstrainsXJBiotechnologyaProgressVJ2007VJbcVJcbZWf 2.8 27

164 ymprovementJofJethanolJproductionJfromJstarchJbyJrecombinantJyeastJthroughJmanipulationJofJ
environmentalJfactorsXJEnzymeaandaMicrobialaTechnologyVJ2002VJcaVJfdZWfdg 3.8 27

163 qJlaserJdesorptionJionisationJmassJspectrometryJapproachJforJhighJthroughputJmetabolomicsXJ
MetabolomicsVJ2005VJaVJbdcWbeZ 4.7 27

162
TheJexploitationJofJselectiveJcleavageJofJsinglyJprotonatedJpeptideJionsJadjacentJtoJasparticJacidJ
residuesJusingJaJquadrupoleJorthogonalJtimeWofWflightJmassJspectrometerJequippedJwithJaJ
matrixWassistedJlaserJdesorptionYionizationJsourceXJInternationalaJournalaofaMassaSpectrometryVJ2001
VJbaZWbaaVJffeWfgf

1.9 27

161 YeastWbasedJautomatedJhighWthroughputJscreensJtoJidentifyJantiWparasiticJleadJcompoundsXJOpena
BiologyVJ2013VJcVJabZaeh 7 26

(2013-2016)
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160 vromJgenomesJtoJsystemsjJtheJpathJwithJyeastXJPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:a
BiologicalaSciencesVJ2006VJcfaVJdggWhb 5.8 26

159
SuppressionJofJsorbitolJdependenceJinJaJstrainJbearingJaJmutationJinJtheJSμraYPSqaYVywiJgeneJ
encodingJwtPWmannoseJpyrophosphorylaseJbyJPtubJoverexpressionJsuggestsJaJroleJforJtheJ
μasYcq“PJsignalWtransductionJpathwayJinJtheJcontrolJofJyeastJcellWwallJbiogenesisXJMicrobiologya
iUnitedaKingdomjVJ2000VJadfJRJPtJiSVJbaccWbadf

2.9 26

158 agJ“etabolicJsontrolJqnalysisJasJaJToolJinJtheJulucidationJofJtheJvunctionJofJ”ovelJwenesXJMethodsa
inaMicrobiologyVJ1998VJbigWccf 2.8 25

157 qJproteinJinteractionJatlasJforJtheJnuclearJreceptorsjJpropertiesJandJqualityJofJaJhubWbasedJ
dimerisationJnetworkXJBMCaSystemsaBiologyVJ2007VJaVJcd 3.5 25

156 qlzheimerQsJasJaJSystemsWLevelJtiseaseJynvolvingJtheJynterplayJofJ“ultipleJsellularJ”etworksXJ
MethodsainaMolecularaBiologyVJ2016VJacZcVJcWdh 1.4 24

155 eWvungijJaJdataJresourceJforJcomparativeJanalysisJofJfungalJgenomesXJBMCaGenomicsVJ2007VJhVJdbf 4.5 24

154 μeductionYoxidationWphosphorylationJcontrolJofJt”qJbindingJinJtheJbZyPJdimerizationJnetworkXJ
BMCaGenomicsVJ2006VJgVJaZg 4.5 24

153 TranscriptJanalysisJofJbeZJnovelJyeastJgenesJfromJchromosomeJXyVXJYeastVJ1999VJaeVJcbiWeZ 3.4 24

152 sharacterizationJofJmorphologicalJmutantsJgeneratedJspontaneouslyJinJglucoseWlimitedVJ
continuousJflowJculturesJofJvusariumJgraminearumJqcYeXJMycologicalaResearchVJ1992VJifVJeeeWefb 24

151 qppearanceJofJmorphologicalJRcolonialSJmutantsJinJglucoseWlimitedVJcontinuousJflowJculturesJofJ
vusariumJgraminearumJqcYeXJMycologicalaResearchVJ1991VJieVJabhdWabhh 24

150 qntiplasmodialJandJtrypanocidalJactivityJofJviolaceinJandJdeoxyviolaceinJproducedJfromJsyntheticJ
operonsXJBMCaBiotechnologyVJ2018VJahVJbb 3.5 23

149 xaploinsufficiencyJandJtheJsexJchromosomesJfromJyeastsJtoJhumansXJBMCaBiologyVJ2011VJiVJae 7.3 23

148 zmj”JinteractsJwithJzmjsJtoJensureJselectiveJproteolysisJofJwisaJbyJtheJproteasomeXJMicrobiologya
iUnitedaKingdomjVJ2011VJaegVJbfidWbgZa 2.9 23

147 vunctionalJexpressionJofJparasiteJdrugJtargetsJandJtheirJhumanJorthologsJinJyeastXJPLoSaNeglecteda
TropicalaDiseasesVJ2011VJeVJeacbZ 4.8 23

146 ”utrientWdependentJselectionJofJmorphologicalJmutantsJofJvusariumJgraminearumJqcYeJisolatedJ
fromJlongWtermJcontinuousJflowJculturesXJBiotechnologyaandaBioengineeringVJ1992VJdZVJaahaWi 4.9 23

145 TreatmentJofJyeastJcellsJwithJwallJlyticJenzymesJisJnotJrequiredJtoJprepareJchromosomesJforJ
pulsedWfieldJgelJanalysisXJYeastVJ1993VJiVJaZecWe 3.4 23

144 vittingJTransporterJqctivitiesJtoJsellularJtrugJsoncentrationsJandJvluxesjJWhyJtheJrumblebeeJsanJ
vlyXJTrendsainaPharmacologicalaSciencesVJ2015VJcfVJgaZWgbc 13.2 22

143 TheJTμisYssTJchaperoneJisJimplicatedJinJqlzheimerQsJdiseaseJbasedJonJpatientJwWqSJandJanJμ”qiJ
screenJinJq˛†WexpressingJsaenorhabditisJelegansXJPLoSaONEVJ2014VJiVJeaZbihe 3.7 22

Stephen G Oliver
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142 PedrojJaJconfigurableJdataJentryJtoolJforJX“LXJBioinformaticsVJ2004VJbZVJbdfcWe 7.2 22

141 sombiningJtranscriptomeJdataJwithJgenomicJandJct”qJsequenceJalignmentsJtoJmakeJconfidentJ
functionalJassignmentsJforJqspergillusJnidulansJgenesXJMycologicalaResearchVJ2004VJaZhVJhecWg 22

140
ydentificationJandJdeconvolutionJofJcrossWresistanceJsignalsJfromJantimalarialJcompoundsJusingJ
multidrugWresistantJPlasmodiumJfalciparumJstrainsXJAntimicrobialaAgentsaandaChemotherapyVJ2015VJ
eiVJaaaZWh

5.9 21

139
yntegrationJofJmetabolicJmodelingJandJphenotypicJdataJinJevaluationJandJimprovementJofJethanolJ
productionJusingJrespirationWdeficientJmutantsJofJSaccharomycesJcerevisiaeXJAppliedaanda
EnvironmentalaMicrobiologyVJ2008VJgdVJehZiWaf

4.8 21

138 wenomeWwideJanalysisJofJtheJeffectsJofJheatJshockJonJaJSaccharomycesJcerevisiaeJmutantJwithJaJ
constitutivelyJactivatedJcq“PWdependentJpathwayXJComparativeaandaFunctionalaGenomicsVJ2004VJeVJdaiWca 21

137 rioinformaticJassessmentJofJmassJspectrometricJchemicalJderivatisationJtechniquesJforJproteomeJ
databaseJsearchingXJProteomicsVJ2001VJaVJacfhWgg 4.8 20

136 TheJtranscriptionJactivityJofJwisaJisJnegativelyJmodulatedJbyJproteasomeWmediatedJlimitedJ
proteolysisXJJournalaofaBiologicalaChemistryVJ2010VJbheVJfdfeWgf 5.4 19

135 unhancementJofJTyJtranspositionJatJtheJqtxdJandJqtxbJlociJinJmeioticJyeastJcellsXJMoleculara
GeneticsaandaGenomicsVJ1997VJbedVJeeeWfa 19

134 vormationJofJintergenericJhybridsJofJyeastJbyJprotoplastJfusionJofJYarrowiaJandJKluyveromycesJ
speciesXJCurrentaGeneticsVJ1984VJhVJdiWee 2.9 19

133 YeastWrasedJxighWThroughputJScreensJtoJydentifyJ”ovelJsompoundsJqctiveJagainstJrrugiaJmalayiXJ
PLoSaNeglectedaTropicalaDiseasesVJ2016VJaZVJeZZZddZa 4.8 19

132 LowJcomplexityJregionsJinJtheJproteinsJofJprokaryotesJperformJimportantJfunctionalJrolesJandJareJ
highlyJconservedXJNucleicaAcidsaResearchVJ2019VJdgVJiiihWaZZZi 20.1 18

131 PlasmodiumJdihydrofolateJreductaseJisJaJsecondJenzymeJtargetJforJtheJantimalarialJactionJofJ
triclosanXJScientificaReportsVJ2018VJhVJaZch 4.9 18

130 ymprovingJfunctionalJannotationJforJindustrialJmicrobesjJaJcaseJstudyJwithJPichiaJpastorisXJTrendsaina
BiotechnologyVJ2014VJcbVJcifWi 15.1 18

129 TheJμobotJScientistJqdamXJComputerVJ2009VJdbVJdfWed 1.6 18

128 qJstructuredJkineticJmodelJforJrecombinantJproteinJproductionJbyJ“utUJstrainJofJPichiaJpastorisXJ
ChemicalaEngineeringaScienceVJ2009VJfdVJeZbhWeZce 4.4 18

127 uffectJofJdatasetJselectionJonJtheJtopologicalJinterpretationJofJproteinJinteractionJnetworksXJBMCa
GenomicsVJ2005VJfVJaca 4.5 18

126 PhysicalJseparationJandJfunctionalJinteractionJofJKluyveromycesJlactisJandJSaccharomycesJ
cerevisiaeJqμSJelementsJderivedJfromJkillerJplasmidJt”qXJYeastVJ1986VJbVJagiWia 3.4 18

125 ySPytuμJsentraljJanJintegratedJdatabaseJwebWserverJforJproteomicsXJNucleicaAcidsaResearchVJ2008VJ
cfVJWdheWiZ 20.1 17

(2008-2004)
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124 PhenotypicJactivationJtoJdiscoverJbiologicalJpathwaysJandJkinaseJsubstratesXJCellaCycleVJ2006VJeVJacigWdZb4.7 17

123 xeritableJdamageJtoJyeastJcausedJbyJtransformationXJNatureaBiotechnologyVJ1991VJiVJagiWhb 44.5 17

122 somplementationJofJtheJSaccharomycesJcerevisiaeJsrbaWaJmutationjJanJautoselectionJsystemJforJ
stableJplasmidJmaintenanceXJCurrentaGeneticsVJ1992VJbaVJcciWdd 2.9 17

121 ysolationJandJcharacterisationJofJaJdoubleWstrandedJμ”qJvirusWlikeJparticleJfromJtheJyeastJYarrowiaJ
lipolyticaXJCurrentaGeneticsVJ1983VJgVJaheWiZ 2.9 17

120 sholinergicJneuronJgeneJexpressionJdifferencesJcapturedJbyJtranslationalJprofilingJinJaJmouseJ
modelJofJqlzheimerQsJdiseaseXJNeurobiologyaofaAgingVJ2017VJegVJaZdWaai 5.6 16

119 wenomeWwideJanalysisJofJlongevityJinJnutrientWdeprivedJSaccharomycesJcerevisiaeJrevealsJ
importanceJofJrecyclingJinJmaintainingJcellJviabilityXJEnvironmentalaMicrobiologyVJ2012VJadVJabdiWfZ 5.2 16

118 PredictingJcomplexJphenotypeWgenotypeJinteractionsJtoJenableJyeastJengineeringjJSaccharomycesJ
cerevisiaeJasJaJmodelJorganismJandJaJcellJfactoryXJBiotechnologyaJournalVJ2013VJhVJaZagWcd 5.6 16

117
townWregulationJofJtheJexpressionJofJPKsaJandJSμraYPSqaYVywiVJtwoJgenesJinvolvedJinJcellJwallJ
integrityJinJSaccharomycesJcerevisiaeVJcausesJflocculationXJMicrobiologyaiUnitedaKingdomjVJ1999VJadeJ
RJPtJbSVJcZiWcaf

2.9 16

116 weneticallyJcontrolledJcellJlysisJinJtheJyeastJSaccharomycesJcerevisiaeXJBiotechnologyaanda
BioengineeringVJ1999VJfdVJfZgWae 4.9 16

115 TheJregulationJofJμ”qJsynthesisJinJyeastJyVXJSynthesisJofJdoubleWstrandedJμ”qXJMolecularaGeneticsa
andaGenomicsVJ1979VJagaVJafaWf 16

114 tiffusionWLimitedJwrowthJofJ“icrobialJsoloniesXJScientificaReportsVJ2018VJhVJeiib 4.9 15

113 sopyWnumberJvariationJofJcancerWgeneJorthologsJisJsufficientJtoJinduceJcancerWlikeJsymptomsJinJ
SaccharomycesJcerevisiaeXJBMCaBiologyVJ2013VJaaVJbd 7.3 15

112 SynergisticJeffectsJofJT—μJandJproteasomeJpathwaysJonJtheJyeastJtranscriptomeJandJcellJgrowthXJ
OpenaBiologyVJ2013VJcVJabZacg 7 15

111 qnalysisJofJaJcontinuousWcultureJtechniqueJforJtheJselectionJofJmutantsJtolerantJtoJextremeJ
environmentalJstressXJBiotechnologyaandaBioengineeringVJ1999VJfeVJcigWdZf 4.9 15

110 TheJsubcellularJorganisationJofJSaccharomycesJcerevisiaeXJCurrentaOpinionainaChemicalaBiologyVJ2019
VJdhVJhfWie 9.7 15

109 TheJPivotalJμoleJofJProteinJPhosphorylationJinJtheJsontrolJofJYeastJsentralJ“etabolismXJGu:aGenesma
GenomesmaGeneticsVJ2017VJgVJabciWabdi 3.2 14

108
TheJrelativeJmeritsJofJtheJtet—bJandJtet—gJpromoterJsystemsJforJtheJfunctionalJanalysisJofJ
heterologousJgenesJinJyeastJandJaJcompilationJofJessentialJyeastJgenesJwithJtet—bJpromoterJ
substitutionsXJYeastVJ2006VJbcVJcbeWca

3.4 14

107 qJcriticalJandJintegratedJviewJofJtheJyeastJinteractomeXJComparativeaandaFunctionalaGenomicsVJ2004VJ
eVJchbWdZb 14

Stephen G Oliver
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106 wlobalJgeneJexpressionJinJrecombinantJandJnonWrecombinantJyeastJSaccharomycesJcerevisiaeJinJ
threeJdifferentJmetabolicJstatesXJBiotechnologyaAdvancesVJ2009VJbgVJaZibWaaag 17.8 13

105 —nJtheJformalizationJandJreuseJofJscientificJresearchXJJournalaofatheaRoyalaSocietyaInterfaceVJ2011VJhVJaddZWh4.1 13

104 SiteSeerjJVisualisationJandJanalysisJofJtranscriptionJfactorJbindingJsitesJinJnucleotideJsequencesXJ
NucleicaAcidsaResearchVJ2003VJcaVJcegbWe 20.1 13

103 —verexpressionJofJaJserineJalkalineJproteaseJgeneJinJracillusJlicheniformisJandJitsJimpactJonJtheJ
metabolicJreactionJnetworkXJEnzymeaandaMicrobialaTechnologyVJ2003VJcbVJgZfWgbZ 3.8 13

102
pxJoscillationsJandJconstantJlowJpxJdelayJtheJappearanceJofJhighlyJbranchedJRcolonialSJmutantsJinJ
chemostatJculturesJofJtheJquornRμSJmycoWproteinJfungusVJvusariumJgraminearumJqcYeXJ
BiotechnologyaandaBioengineeringVJ1996VJeaVJfaWh

4.9 13

101
t”qJsequenceJanalysisJofJaJceJkbJsegmentJfromJSaccharomycesJcerevisiaeJchromosomeJVyyJrevealsJ
aiJopenJreadingJframesJincludingJμqtedVJqsuaYsUPbVJP“μaVJμsKaVJq“SaJandJsqLaYstsdcXJYeastVJ
1995VJaaVJadacWi

3.4 13

100 unhancingJtheJfunctionalityJofJaJmicroscaleJbioreactorJsystemJasJanJindustrialJprocessJdevelopmentJ
toolJforJmammalianJperfusionJcultureXJBiotechnologyaandaBioengineeringVJ2019VJaafVJacaeWacbe 4.9 12

99 “etabolicJmodelingJtoJidentifyJengineeringJtargetsJforJKomagataellaJphaffiijJTheJeffectJofJbiomassJ
compositionJonJgeneJtargetJidentificationXJBiotechnologyaandaBioengineeringVJ2017VJaadVJbfZeWbfae 4.9 12

98 aJyntroductionJtoJvunctionalJqnalysisJofJtheJYeastJwenomeXJMethodsainaMicrobiologyVJ1998VJbfVJaWac 2.8 12

97 ProteinJinteractionsJfromJcomplexesjJaJstructuralJperspectiveXJComparativeaandaFunctionala
GenomicsVJ2007VJbZZgVJdicef 12

96 wenomeWwideJanalysisJofJtheJcontextWdependenceJofJregulatoryJnetworksXJGenomeaBiologyVJ2005VJ
fVJbZf 18.3 12

95 yntroductionJofJYqssJintoJintactJyeastJcellsJbyJaJprocedureJwhichJshowsJlowJlevelsJofJ
recombinagenicityJandJcoWtransformationXJNucleicaAcidsaResearchVJ1994VJbbVJeZaaWe 20.1 12

94 unhancedJstabilityJofJaJb˛…WbasedJrecombinantJplasmidJinJdiploidJyeastXJBiotechnologyaLettersVJ1986VJ
hVJciaWcif 3 12

93 PurificationJandJpropertiesJofJaJdoubleWstrandedJribonucleaseJfromJtheJyeastJSaccharomycesJ
cerevisiaeXJFEBSaJournalVJ1983VJacgVJeZaWg 12

92 TheJYeastJwSKWcJxomologueJ“ckaJysJaJKeyJsontrollerJofJβuiescenceJuntryJandJshronologicalJ
LifespanXJPLoSaGeneticsVJ2015VJaaVJeaZZebhb 6 12

91
somparativeJqnalysisJofJtheJsoreJProteomesJamongJtheJPseudomonasJ“ajorJuvolutionaryJwroupsJ
μevealsJSpeciesWSpecificJqdaptationsJforJPseudomonasJaeruginosaJandJPseudomonasJchlororaphisXJ
DiversityVJ2020VJabVJbhi

2.5 12

90
uxtensionJofJtheJyeastJmetabolicJmodelJtoJincludeJironJmetabolismJandJitsJuseJtoJestimateJglobalJ
levelsJofJironWrecruitingJenzymeJabundanceJfromJcofactorJrequirementsXJBiotechnologyaanda
BioengineeringVJ2019VJaafVJfaZWfba

4.9 12

89 βuantifyingJtwoWdimensionalJfilamentousJandJinvasiveJgrowthJspatialJpatternsJinJyeastJcoloniesXJ
PLoSaComputationalaBiologyVJ2015VJaaVJeaZZdZgZ 5 11

(2015-2009)
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88 YeastJcellsJwithJimpairedJdrugJresistanceJaccumulateJglycerolJandJglucoseXJMolecularaBioSystemsVJ
2014VJaZVJicWaZb 11

87 uvolutionJofJvusariumJgraminearumJqcYeJgrownJinJaJseriesJofJglucoseWlimitedJchemostatJculturesJatJ
aJhighJdilutionJrateXJMycologicalaResearchVJ1995VJiiVJagcWagh 11

86 xandlingJvariabilityJandJincompletenessJofJbiologicalJdataJbyJflexibleJnetsjJaJcaseJstudyJforJWilsonJ
diseaseXJNpjaSystemsaBiologyaandaApplicationsVJ2018VJdVJg 5 10

85 qJprotocolJforJtheJsubcellularJfractionationJofJSaccharomycesJcerevisiaeJusingJnitrogenJcavitationJ
andJdensityJgradientJcentrifugationXJYeastVJ2014VJcaVJabgWce 3.4 10

84 tataJcaptureJinJbioinformaticsjJrequirementsJandJexperiencesJwithJPedroXJBMCaBioinformaticsVJ
2008VJiVJahc 3.6 10

83 vunctionalJexpressionJofJtheJyeastJ“nWsuperoxideJdismutaseJgeneJinJuscherichiaJcoliJrequiresJ
deletionJofJtheJsignalJpeptideJsequenceXJGeneVJ1988VJgcVJabaWcZ 3.8 10

82 TheJμemarkableJuvolutionaryJPlasticityJofJsoronavirusesJbyJ“utationJandJμecombinationjJynsightsJ
forJtheJs—VytWaiJPandemicJandJtheJvutureJuvolutionaryJPathsJofJSqμSWsoVWbXXJVirusesVJ2022VJadVJ 6.2 10

81 YeastJsystemsJbiologyjJtheJchallengeJofJeukaryoticJcomplexityXJMethodsainaMolecularaBiologyVJ2011VJ
geiVJcWbh 1.4 10

80 βuantifyingJtheJdominantJgrowthJmechanismsJofJdimorphicJyeastJusingJaJlatticeWbasedJmodelXJ
JournalaofatheaRoyalaSocietyaInterfaceVJ2017VJadVJ 4.1 9

79 uthanolJproductionJandJtoleranceJinJgrandeJandJpetiteJyeastsXJJournalaofaChemicalaTechnologyaanda
BiotechnologyaBiotechnologyVJ2008VJcdVJaafWabZ 9

78 “odelWdrivenJuserJinterfacesJforJbioinformaticsJdataJresourcesjJregeneratingJtheJwheelJasJanJ
alternativeJtoJreinventingJitXJBMCaBioinformaticsVJ2006VJgVJecb 3.6 9

77 —ptimalJsubstrateJfeedingJpolicyJforJfedWbatchJculturesJofJSXJcerevisiaeJexpressingJbifunctionalJ
fusionJproteinJdisplayingJamylolyticJactivitiesXJEnzymeaandaMicrobialaTechnologyVJ2003VJccVJbfbWbfi 3.8 9

76 sharacterizationJofJrecombinantJSaccharomycesJcerevisiaeJmanganeseWcontainingJsuperoxideJ
dismutaseJandJitsJxcZqJandJKagZμJmutantsJexpressedJinJuscherichiaJcoliXJBiochemistryVJ1998VJcgVJaacbcWca3.2 9

75 PhenotypicJdifferencesJbetweenJinducedJandJspontaneousJb˛…WplasmidWfreeJsegregantsJofJ
SaccharomycesJcerevisiaeXJCurrentaGeneticsVJ1987VJaaVJdaeWdah 2.9 9

74 ProcessJdevelopmentJforJtheJcontinuousJproductionJofJheterologousJproteinsJbyJtheJindustrialJ
yeastVJKomagataellaJphaffiiXJBiotechnologyaandaBioengineeringVJ2018VJaaeVJbifbWbigc 4.9 9

73 uvaluationJofJtheJabilityJofJcommercialJwineJyeastsJtoJformJbiofilmsJRmatsSJandJadhereJtoJplasticjJ
implicationsJforJtheJmicrobiotaJofJtheJwineryJenvironmentXJFEMSaMicrobiologyaEcologyVJ2018VJidVJ 4.3 8

72 racterialJSignalingJ”ucleotidesJynhibitJYeastJsellJwrowthJbyJympactingJ“itochondrialJandJ—therJ
SpecificallyJuukaryoticJvunctionsXJMBioVJ2017VJhVJ 7.8 8

71 sonditionalJcellWwallJmutantsJofJSaccharomycesJcerevisiaeJasJdeliveryJvehiclesJforJtherapeuticJ
agentsJinJvivoJtoJtheJwyJtractXJJournalaofaBiotechnologyVJ2010VJadgVJacfWdc 3.7 8
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70 qJkingdomWspecificJproteinJdomainJx““JlibraryJforJimprovedJannotationJofJfungalJgenomesXJBMCa
GenomicsVJ2007VJhVJig 4.5 8

69 qnnotationJofJunknownJyeastJ—μvsJbyJcorrelationJanalysisJofJmicroarrayJdataJandJextensiveJ
literatureJsearchesXJYeastVJ2006VJbcVJeecWga 3.4 8

68 qJnewJfamilyJofJyeastJvectorsJandJSbhhsWderivedJstrainsJforJtheJsystematicJanalysisJofJgeneJ
functionXJYeastVJ2001VJahVJefcWge 3.4 8

67 “olecularJandJweneticJqpproachesJtoJqlcoholJriotechnologyJinJrrazilXJCriticalaReviewsaina
BiotechnologyVJ1987VJfVJcbcWcee 9.4 8

66 μeducedJethanolJtolerancejJ—neJofJtheJpleiotropicJeffectsJofJtheJpepdXcJmutationJinJ
SaccharomycesJcerevisiaeXJBiotechnologyaLettersVJ1983VJeVJdaiWdbb 3 8

65 teterminationJofJtheJwlobalJPatternJofJweneJuxpressionJinJYeastJsellsJbyJyntracellularJLevelsJofJ
wuanineJ”ucleotidesXJMBioVJ2019VJaZVJ 7.8 7

64 “akeJwayJforJrobotJscientistsXJScienceVJ2009VJcbeVJide 33.3 7

63 vunctionalJqnalysisJofJsixJnovelJ—μvsJonJtheJleftJarmJofJshromosomeJXyyJofJSaccharomycesJ
cerevisiaeJrevealsJthreeJofJthemJrespondingJtoJSWstarvationXJYeastVJ2001VJahVJcbeWcd 3.4 7

62 vunctionalJanalysisJofJsixJnovelJ—μvsJonJtheJleftJarmJofJchromosomeJXyyJinJSaccharomycesJ
cerevisiaeJrevealsJtwoJessentialJgenesVJoneJofJwhichJisJunderJcellWcycleJcontrolXJYeastVJ2000VJafVJbggWhh 3.4 7

61 vunctionalJanalysisJofJeightJopenJreadingJframesJonJchromosomesJXyyJandJXyVJofJSaccharomycesJ
cerevisiaeXJYeastVJ2000VJafVJadegWfh 3.4 7

60 TheJmaintenanceJofJselfWreplicatingJplasmidsJinJSaccharomycesJcerevisiaejJmathematicalJmodellingVJ
computerJsimulationsJandJexperimentalJtestsXJYeastVJ1995VJaaVJfdaWeh 3.4 7

59 qnJapparatusJforJtheJfluorescenceJscanningJofJethidiumJbromideWstainedJgelsXJAnalyticala
BiochemistryVJ1977VJhbVJbgaWg 3.1 7

58 sam—ptimusjJaJtoolJforJexploitingJcomplexJadaptiveJevolutionJtoJoptimizeJexperimentsJandJ
processesJinJbiotechnologyXJMicrobiologyaiUnitedaKingdomjVJ2017VJafcVJhbiWhci 2.9 7

57 SaccharomycesJcerevisiaeJadaptedJtoJgrowJinJtheJpresenceJofJlowWdoseJrapamycinJexhibitJalteredJ
aminoJacidJmetabolismXJCellaCommunicationaandaSignalingVJ2018VJafVJhe 7.5 7

56 TheJneighborhoodJofJtheJSpikeJgeneJisJaJhotspotJforJmodularJintertypicJhomologousJandJ
nonWhomologousJrecombinationJinJsoronavirusJgenomesXJMolecularaBiologyaandaEvolutionVJ2021VJ 8.3 7

55 ShortWJandJlongWtermJdynamicJresponsesJofJtheJmetabolicJnetworkJandJgeneJexpressionJinJyeastJtoJ
aJtransientJchangeJinJtheJnutrientJenvironmentXJMolecularaBioSystemsVJ2012VJhVJagfZWgd 6

54 YeastJSystemsJriologyJ2013VJcdcWcfe 6

53 ProteinJproductionJinJSaccharomycesJcerevisiaeJforJsystemsJbiologyJstudiesXJMethodsainaEnzymology
VJ2011VJeZZVJaigWbab 1.7 6

(2011-2007)
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52 qJmetabolomicJandJmultivariateJstatisticalJprocessJtoJassessJtheJeffectsJofJgenotoxinsJinJ
SaccharomycesJcerevisiaeXJMolecularaBioSystemsVJ2009VJeVJaiacWbd 6

51 uxometabolicJandJtranscriptionalJresponseJinJrelationJtoJphenotypeJandJgeneJcopyJnumberJinJ
respirationWrelatedJdeletionJmutantsJofJSXJcerevisiaeXJYeastVJ2008VJbeVJffaWgb 3.4 6

50 StudiesJonJplasmidJstabilityVJcellJmetabolismJandJsuperoxideJdismutaseJproductionJbyJPgkWJstrainsJ
ofJSaccharomycesJcerevisiaeXJAppliedaMicrobiologyaandaBiotechnologyVJ1992VJcgVJfaeWbZ 5.7 6

49 â��slassicalâ��JYeastJriotechnologyJ1991VJbacWbdh 6

48 qJheuristicJapproachJtoJhandlingJmissingJdataJinJbiologicsJmanufacturingJdatabasesXJBioprocessaanda
BiosystemsaEngineeringVJ2019VJdbVJfegWffc 3.7 6

47 sLUSTuμnw—jJaJuserWdefinedJmodellingJplatformJforJtwoWstageJclusteringJofJtimeWseriesJdataXJ
BioinformaticsVJ2016VJcbVJchhWig 7.2 5

46 SelectionJofJmicrobialJmutantsJtolerantJtoJextremeJenvironmentalJstressJusingJcontinuousJ
cultureWcontrolJdesignXJBiotechnologyaProgressVJ1999VJaeVJaaaeWbd 2.8 5

45 sellJphysiologyJandJantibioticJproductionJofJStreptomycesJcoelicolorJgrownJonJsolidJmediumXJ
BiotechnologyaLettersVJ1994VJafVJaZaeWaZbZ 3 5

44 qJmicrocultureJhybridizationJtechniqueJforJtheJdetectionJofJspecificJt”qJsequencesJinJfilamentousJ
fungiXJExperimentalaMycologyVJ1987VJaaVJgZWgc 5

43 qJdownstreamJactivatorJsequenceJregulatesJtheJexpressionJofJtheJyeastJtransposonXJCurrenta
GeneticsVJ1988VJacVJcegWfb 2.9 5

42 “appingJtheJSaccharomycesJcerevisiaeJSpatialJProteomeJwithJxighJμesolutionJUsingJhyperL—PyTXJ
MethodsainaMolecularaBiologyVJ2019VJbZdiVJafeWaiZ 1.4 5

41
somparativeJqnalysisJofJSqμSWsoVWbJVariantsJofJsoncernVJyncludingJ—micronVJxighlightsJTheirJ
sommonJandJtistinctiveJqminoJqcidJSubstitutionJPatternsVJuspeciallyJatJtheJSpikeJ—μvXXJVirusesVJ
2022VJadVJ

6.2 5

40 xighWenergyJguanineJnucleotidesJasJaJsignalJcapableJofJlinkingJgrowthJtoJcellularJenergyJstatusJviaJ
theJcontrolJofJgeneJtranscriptionXJCurrentaGeneticsVJ2019VJfeVJhicWhig 2.9 4

39 “etaheuristicJapproachesJinJbiopharmaceuticalJprocessJdevelopmentJdataJanalysisXJBioprocessaanda
BiosystemsaEngineeringVJ2019VJdbVJaciiWadZh 3.7 4

38 sontrolJanalysisJofJtheJeukaryoticJcellJcycleJusingJgeneJcopyWnumberJseriesJinJyeastJtetraploidsXJ
BMCaGenomicsVJ2013VJadVJgdd 4.5 4

37 TheJyinJandJyangJofJyeastjJbiodiversityJresearchJandJsystemsJbiologyJasJcomplementaryJforcesJ
drivingJinnovationJinJbiotechnologyXJBiotechnologyaLettersVJ2011VJccVJdggWhg 3 4

36 ynformationJmanagementJforJhighJcontentJliveJcellJimagingXJBMCaBioinformaticsVJ2009VJaZVJbbf 3.6 4

35 vunctionalJwenomicsjJallJtheJkingQsJhorsesJandJallJtheJkingQsJmenJcanJputJxumptyJtogetherJagainXJ
MolecularaCellVJ2003VJabVJacdcWd 17.6 4
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34 SequenceJsearchJalgorithmsJforJsingleJpassJsequenceJidentificationjJdoesJoneJsizeJfitJalloXJ
ComparativeaandaFunctionalaGenomicsVJ2001VJbVJdWi 4

33 vromJt”qJsequenceJtoJbiologicalJfunctionjJtheJnewJLVoyageJofJtheJreagleQXJBiochemicalaSocietya
TransactionsVJ1996VJbdVJbiaWb 5.1 4

32 “odelingVJanalyzingJandJcontrollingJhybridJsystemsJbyJwuardedJvlexibleJ”etsXJNonlinearaAnalysis:a
HybridaSystemsVJ2019VJcbVJacaWadf 4.5 4

31 vlexibleJ”etsjJaJmodelingJformalismJforJdynamicJsystemsJwithJuncertainJparametersXJDiscreteaEventa
DynamicaSystems:aTheoryaandaApplicationsVJ2019VJbiVJcfgWcib 1 3

30 baJ“etabolicJsontrolJinJtheJuukaryoticJsellVJaJSystemsJriologyJPerspectiveXJMethodsainaMicrobiology
VJ2007VJebgWedi 2.8 3

29 ToolsJforJtheJstudyJofJgenomeJrearrangementsJinJlaboratoryJandJindustrialJyeastJstrainsXJYeastVJ
2002VJaiVJddaWh 3.4 3

28
SequenceJanalysisJofJaJaZJkbJfragmentJofJyeastJchromosomeJXyJidentifiesJtheJS“YaJlocusJandJ
revealsJsequencesJrelatedJtoJaJpreWmμ”qJsplicingJfactorJandJvacuolarJqTPaseJsubunitJsJplusJaJ
numberJofJunidentifiedJopenJreadingJframesXJYeastVJ1994VJaZVJbdgWee

3.4 3

27
SequenceJanalysisJofJaJcXeJKbJucoμyJfragmentJfromJtheJleftJarmJofJSaccharomycesJcerevisiaeJ
chromosomeJXyJrevealsJtheJlocationJofJtheJ“rμaJgeneJandJaJsequenceJrelatedJtoJaJ
wTPaseWactivatingJproteinXJYeastVJ1994VJaZVJbegWfd

3.4 3

26 tataJintelligenceJforJprocessJperformanceJpredictionJinJbiologicsJmanufacturingXJComputersaanda
ChemicalaEngineeringVJ2021VJadfVJaZgbbf 4 3

25 TheJshallengesJofJynterpretingJPhosphoproteomicsJtatajJqJsriticalJViewJThroughJtheJ
rioinformaticsJLensXJLectureaNotesainaComputeraScienceVJ2016VJaifWbZd 0.9 3

24 XJIEEEaTransactionsaonaAutomaticaControlVJ2020VJfeVJbeaZWbebe 5.9 3

23 Tq““isoljJToolJforJanalysisJofJtheJmorphologyJofJmicrobialJcoloniesXJPLoSaComputationalaBiologyVJ
2018VJadVJeaZZffbi 5 3

22 YeastJtoubleJTransporterJweneJteletionJLibraryJforJydentificationJofJXenobioticJsarriersJinJLowJorJ
xighJThroughputXXJMBioVJ2021VJabVJeZcbbaba 7.8 3

21 SystemsJbiologyJofJenergeticJandJatomicJcostsJinJtheJyeastJtranscriptomeVJproteomeVJandJ
metabolomeXJNatureaPrecedingsVJ2008VJ 2

20 iJTranscriptJqnalysisjJqJ“icroarrayJqpproachXJMethodsainaMicrobiologyVJ2007VJahiWgZc 2.8 2

19 μeplicationJandJrecombinationJinJgeneJestablishmentJinJnonWSaccharomycesJyeastsXJJournalaofaBasica
MicrobiologyVJ1988VJbhVJaigWbZh 2.7 2

18 qnJuXJcoliWyeastJshuttleJcosmidJwithJpositiveJselectionJforJinsertedJfragmentsXJCurrentaGeneticsVJ
1985VJaZVJbiWcc 2.9 2

17 qJunifyingJmodellingJformalismJforJtheJintegrationJofJstoichiometricJandJkineticJmodelsXJJournalaofa
theaRoyalaSocietyaInterfaceVJ2020VJagVJbZbZZcda 4.1 2

(2020-2001)
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16 μesponseJtoJQTheJ”eedJforJSpeedQVJbyJ“atssonJetJalXJTrendsainaPharmacologicalaSciencesVJ2016VJcgVJbdeWbdf13.2 2

15 qJToolJforJ“ultipleJTargetedJwenomeJteletionsJthatJysJPreciseVJScarWvreeVJandJSuitableJforJ
qutomationXJPLoSaONEVJ2015VJaZVJeZadbdid 3.7 1

14 TheJroleJofJproteosomeWmediatedJproteolysisJinJmodulatingJpotentiallyJharmfulJtranscriptionJ
factorJactivityJinJSaccharomycesJcerevisiaeXJBioinformaticsVJ2011VJbgVJibhcWg 7.2 1

13 aJyntroductionJtoJvunctionalJqnalysisJinJYeastXJMethodsainaMicrobiologyVJ2007VJcfVJaWba 2.8 1

12 qJ“ethodologyJforJsomparativeJvunctionalJwenomicsXJJournalaofaIntegrativeaBioinformaticsVJ2007VJdVJaabWabb3.8 1

11 TowardsJyntegrativeJvunctionalJwenomicsJUsingJYeastJasJaJμeferenceJ“odelJ2005VJiWbi 1

10 qJProtocolJtoJ“apJtheJSpatialJProteomeJUsingJxyperL—PyTJinXJBionprotocolVJ2019VJiVJeccZc 0.9 1

9 fnyzerjJqJPythonJPackageJforJtheJqnalysisJofJvlexibleJ”etsXJLectureaNotesainaComputeraScienceVJ2020VJcdiWcee0.9 1

8 YeastJSystemsJriologyjJTheJsontinuingJshallengeJofJuukaryoticJsomplexityXJMethodsainaMoleculara
BiologyVJ2019VJbZdiVJcWac 1.4 1

7 aJYeastJasJaJ“odelJforJSystemsJriologyJStudiesJonJsomplexJtiseasesJ2014VJcWcZ 1

6 TranscriptionalJregulationJofJtheJgenesJinvolvedJinJproteinJmetabolismJandJprocessingJinJ
SaccharomycesJcerevisiaeXJFEMSaYeastaResearchVJ2019VJaiVJ 3.1 1

5 “etabolicJresponseJtoJParkinsonQsJdiseaseJrecapitulatedJbyJtheJhaploinsufficientJdiploidJyeastJcellsJ
hemizygousJforJtheJadrenodoxinJreductaseJgeneXJMolecularaOmicsVJ2019VJaeVJcdZWcdg 4.4

4 TranscriptionalJandJmetabolicJresponseJofJSaccharomycesJcerevisiaeJtoJaJnutritionalJperturbationJ
whenJunderJstressXJJournalaofaBiotechnologyVJ2007VJacaVJSadWSae 3.7

3 surrentJawarenessâ��recentJsymposiaJandJseminarsXJLuminescenceVJ1992VJgVJbaeWbbb

2 StoringVJSearchingVJandJtisseminatingJuxperimentalJProteomicsJtataJ2007VJdgbWdhc

1 sombinationJofJwenomeWScaleJ“odelsJandJrioreactorJtynamicsJtoJ—ptimizeJtheJProductionJofJ
sommodityJshemicalsXXJFrontiersainaMolecularaBiosciencesVJ2022VJiVJheegce 5.6
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