
Toshikazu Ushijima

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy8811238ytoshikazuvushijimavpublicationsvbyvyearxpdf

Version:h2z24vz4v28h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

153
papers

7,623
citations

47
h-index

82
g-index

159
ext. papers

8,551
ext. citations

7.6
avg, IF

6.03
L-index



k Paper IF Citations

153 tutoimmuneLgastritisLinducesLaberrantLwNtLmethylationLreflectingLitsLcarcinogenicLpotentialaaL
JournalhofhGastroenterologyYL2022YLhjYLdgg 6.9 0

152 tRβwdtLlossZofZfunctionLinducesLvpzLislandLmethylatorLphenotypeaaLCancerhLettersYL2022YLhfeYLedhhkj 9.9

151 wNtLmethylationLmarkerLtoLestimateLovarianLcancerLcellLfractionaaLMedicalhOncologyYL2022YLflYLjk 3.7 0

150 vombinationLofLaLsyntheticLretinoidLandLaLwNtLdemethylatingLagentLinducedLdifferentiationLofL
neuroblastomaLthroughLretinoicLacidLsignalLreprogrammingaLBritishhJournalhofhCancerYL2021YLdehYLdigjZdihi8.7

149 SttdLisLupregulatedLinLgastricLcancerZassociatedLfibroblastsLpossiblyLbyLitsLenhancerLactivationaL
CarcinogenesisYL2021YLgeYLdkcZdkl 4.6 5

148 βnfluenceLofLdegreeLofLwNtLdegradationLinLformalinZfixedLandLparaffinZembeddedLtissueLsamplesL
onLaccuracyLofLgenomeZwideLwNtLmethylationLanalysisaLEpigenomicsYL2021YLdfYLhihZhji 4.4 2

147 SilylationLofLweoxynucleotideLtnalogLYieldsLanLOrallyLtvailableLwrugLwithLtntileukemiaLxffectsaL
MolecularhCancerhTherapeuticsYL2021YLecYLdgdeZdged 6.1 2

146 MappingLgenomicLandLepigenomicLevolutionLinLcancerLecosystemsaLScienceYL2021YLfjfYLdgjgZdgjl 33.3 2

145 PredictionLofLtissueLoriginLofLadenocarcinomasLinLtheLesophagogastricLjunctionLbyLwNtL
methylationaLGastrichCancerYL2021YLd 7.6 1

144 vomparableLgeneticLalterationLprofilesLbetweenLgastricLcancersLwithLcurrentLandLpastLαelicobacterL
pyloriLinfectionaLScientifichReportsYL2021YLddYLefggf 4.9

143 TargetingLaberrantLwNtLhypermethylationLasLaLdriverLofLtTLLleukemogenesisLbyLusingLtheLnewLoralL
demethylatingLagentLORZedccaLBloodYL2020YLdfiYLkjdZkkg 2.2 11

142 TxTLrepressionLandLincreasedLwNMTLactivityLsynergisticallyLinduceLaberrantLwNtLmethylationaL
JournalhofhClinicalhInvestigationYL2020YLdfcYLhfjcZhfjl 15.9 19

141 zeneticLandLepigeneticLprofilingLindicatesLtheLproximalLtubuleLoriginLofLrenalLcancersLinLendZstageL
renalLdiseaseaLCancerhScienceYL2020YLdddYLgejiZgekj 6.9 6

140 MultiZomicsLanalysesLidentifyLαSwdjugLmethylationZsilencingLasLaLpredictiveLandLresponseLmarkerL
ofLαxReZpositiveLbreastLcancerLtoLαxReZdirectedLtherapyaLScientifichReportsYL2020YLdcYLdhhfc 4.9 5

139 LowZdoseLwNtLdemethylatingLtherapyLinducesLreprogrammingLofLdiverseLcancerZrelatedLpathwaysL
atLtheLsingleZcellLlevelaLClinicalhEpigeneticsYL2020YLdeYLdge 7.7 4

138 vancerLcellLnicheLfactorsLsecretedLfromLcancerZassociatedLfibroblastLbyLlossLofLαfKejmefaLGutYL
2020YLilYLegfZehd 19.2 35

137 xpigeneticLprimingLsensitizesLgastricLcancerLcellsLtoLirinotecanLandLcisplatinLbyLrestoringLmultipleL
pathwaysaLGastrichCancerYL2020YLefYLdchZddh 7.6 16
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136 uRvtdLpromoterLmethylationLinLbreastLcancerLpatientsLisLassociatedLwithLresponseLtoL
olaparibberibulinLcombinationLtherapyaLBreasthCancerhResearchhandhTreatmentYL2020YLdkdYLfefZfel 4.4 2

135 yzyhLmethylationLisLaLsensitivityLmarkerLofLesophagealLsquamousLcellLcarcinomaLtoLdefinitiveL
chemoradiotherapyaLScientifichReportsYL2019YLlYLdffgj 4.9 5

134 LβNvccdieLconfersLsensitivityLtoLhZtzaZeTZdeoxycytidineLviaLmodulationLofLanLRNtLsplicingLproteinYL
αNRNPαdaLOncogeneYL2019YLfkYLhekdZhelf 9.2 11

133 tccumulationLofLgeneticLandLepigeneticLalterationsLinLnormalLcellsLandLcancerLriskaLNpjhPrecisionh
OncologyYL2019YLfYLj 9.8 67

132 TheLOriginLofLvβMPYLttLLastaLCancerhCellYL2019YLfhYLdihZdij 24.3 7

131 MetabolomicLprofilingLrevealsLsalivaryLhypotaurineLasLaLpotentialLearlyLdetectionLmarkerLforL
medicationZrelatedLosteonecrosisLofLtheLjawaLPLoShONEYL2019YLdgYLeceecjde 3.7 13

130 NovelLprodrugsLofLdecitabineLwithLgreaterLmetabolicLstabilityLandLlessLtoxicityaLClinicalhEpigeneticsYL
2019YLddYLddd 7.7 12

129 PresacralLmalignantLteratoidLneoplasmLinLassociationLwithLpathogenicLwβvxRdLvariationaLModernh
PathologyYL2019YLfeYLdjggZdjhc 9.8 14

128 RNyeckYLanLestrogenZinducibleLxfLligaseYLtargetsLsolubleLVimentinLtoLsuppressLmetastasisLinL
tripleZnegativeLbreastLcancersaLNaturehCommunicationsYL2019YLdcYLhkch 17.4 19

127 wistinctLwNtLmethylationLtargetsLbyLagingLandLchronicLinflammationmLaLpilotLstudyLusingLgastricL
mucosaLinfectedLwithLαelicobacterLpyloriaLClinicalhEpigeneticsYL2019YLddYLdld 7.7 13

126 xpigeneticLreprogrammingLunderliesLefficacyLofLwNtLdemethylationLtherapyLinLosteosarcomasaL
ScientifichReportsYL2019YLlYLecfic 4.9 9

125 tntibioticsLsuppressLcolonLtumorigenesisLthroughLinhibitionLofLaberrantLwNtLmethylationLinLanL
azoxymethaneLandLdextranLsulfateLsodiumLcolitisLmodelaLCancerhScienceYL2019YLddcYLdgjZdhi 6.9 14

124
PredictiveLvalueLofLgeneticLanalysisLforLpathologicalLcompleteLresponseLtoLpreoperativeLtreatmentL
inLαxReLpositiveYLαRLnegativeLearlyLbreastLcancerLUPtSSβONLtrialVaLJapanesehJournalhofhClinicalh
OncologyYL2018YLgkYLfkkZfld

2.8 2

123 NovelLepigeneticLmarkersLforLgastricLcancerLriskLstratificationLinLindividualsLafterLαelicobacterL
pyloriLeradicationaLGastrichCancerYL2018YLedYLjghZjhh 7.6 24

122 zeneticLandLepigeneticLalterationsLinLnormalLtissuesLhaveLdifferentialLimpactsLonLcancerLriskLamongL
tissuesaLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2018YLddhYLdfekZdfff11.5 50

121 tnalysisLofLwNtLMethylationLinLTissuesLxxposedLtoLβnflammationaLMethodshinhMolecularhBiologyYL
2018YLdjehYLdkhZdll 1.4 5

120 xstablishmentLofLaLhighZthroughputLdetectionLsystemLforLwNtLdemethylatingLagentsaLEpigeneticsYL
2018YLdfYLdgjZdhh 5.7 8

119 RoadmapLforLinvestigatingLepigenomeLderegulationLandLenvironmentalLoriginsLofLcanceraL
InternationalhJournalhofhCancerYL2018YLdgeYLkjgZkke 7.5 46

(2018-2020)
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118 MethylationLchangesLandLaberrantLexpressionLofLyzyRfLinLLewyLbodyLdiseaseLneuronsaLBrainh
ResearchYL2018YLdiljYLhlZii 3.7 4

117 wNtLmethylationLmarkerLtoLestimateLtheLbreastLcancerLcellLfractionLinLwNtLsamplesaLMedicalh
OncologyYL2018YLfhYLdgj 3.7 6

116 xpigeneticLinactivationLofLytTgLcontributesLtoLgastricLfieldLcancerizationaLGastrichCancerYL2017YLecYLdfiZdgh7.6 24

115
zenomeZwideLwNtLmethylationLprofilingLidentifiesLprimaryLcentralLnervousLsystemLlymphomaLasLaL
distinctLentityLdifferentLfromLsystemicLdiffuseLlargeLuZcellLlymphomaaLActahNeuropathologicaYL2017YL
dffYLfedZfeg

14.3 14

114 zenomeZwideLmethylationLprofilesLinLprimaryLintracranialLgermLcellLtumorsLindicateLaLprimordialL
germLcellLoriginLforLgerminomasaLActahNeuropathologicaYL2017YLdffYLgghZgie 14.3 38

113 tutophagyLimpairmentLbyLαelicobacterLpyloriZinducedLmethylationLsilencingLofLMtPdLvftvdL
promotesLgastricLcarcinogenesisaLInternationalhJournalhofhCancerYL2017YLdgcYLeejeZeekf 7.5 38

112 βdentificationLofLaLTLReZregulatedLgeneLsignatureLassociatedLwithLtumorLcellLgrowthLinLgastricL
canceraLOncogeneYL2017YLfiYLhdfgZhdgg 9.2 41

111 WNTLPathwayLzeneLMutationsLtreLtssociatedLWithLtheLPresenceLofLwysplasiaLinLvolorectalLSessileL
SerratedLtdenomabPolypsaLAmericanhJournalhofhSurgicalhPathologyYL2017YLgdYLddkkZddlj 6.7 44

110 wegreeLofLmethylationLburdenLisLdeterminedLbyLtheLexposureLperiodLtoLcarcinogenicLfactorsaL
CancerhScienceYL2017YLdckYLfdiZfed 6.9 11

109 TargetingLofLsuperZenhancersLandLmutantLuRtyLcanLsuppressLgrowthLofLuRtyZmutantLcolonLcancerL
cellsLviaLrepressionLofLMtPKLsignalingLpathwayaLCancerhLettersYL2017YLgceYLdccZdcl 9.9 21

108 tLtissueLmicroRNtLsignatureLthatLpredictsLtheLprognosisLofLbreastLcancerLinLyoungLwomenaLPLoSh
ONEYL2017YLdeYLecdkjifk 3.7 27

107 tLnovelLmethodLtoLquantifyLbaseLsubstitutionLmutationsLatLtheLdcLperLbpLlevelLinLwNtLsamplesaL
CancerhLettersYL2017YLgcfYLdheZdhk 9.9 6

106 PRveZMediatedLTranscriptomicLtlterationsLatLtheLxmbryonicLStageLzovernLTumorigenesisLandL
vlinicalLOutcomeLinLMYvNZwrivenLNeuroblastomaaLCancerhResearchYL2017YLjjYLhehlZhejd 10.1 18

105 MechanismsLforLtheLinductionLofLgastricLcancerLbyLαelicobacterLpyloriLinfectionmLaberrantLwNtL
methylationLpathwayaLGastrichCancerYL2017YLecYLkZdh 7.6 62

104 vhronicLtreatmentLofLnonZsmallZcellLlungLcancerLcellsLwithLgefitinibLleadsLtoLanLepigeneticLlossLofL
epithelialLpropertiesLassociatedLwithLreductionsLinLmicroRNtZdhhLandLZecccaLPLoShONEYL2017YLdeYLecdjeddh3.7 20

103 PathologicalLcompleteLresponseLofLαxReZpositiveLbreastLcancerLtoLtrastuzumabLandLchemotherapyL
canLbeLpredictedLbyLαSwdjugLmethylationaLOncotargetYL2017YLkYLdlcflZdlcgk 3.3 18

102 vomprehensiveLanalysesLusingLnextZgenerationLsequencingLandLimmunohistochemistryLenableL
preciseLtreatmentLinLadvancedLgastricLcanceraLAnnalshofhOncologyYL2016YLejYLdejZff 10.3 52

101 βntegratedLanalysisLofLwNtLmethylationLandLmutationsLinLesophagealLsquamousLcellLcarcinomaaL
MolecularhCarcinogenesisYL2016YLhhYLecjjZeckk 5 19
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100 xpigeneticLimpactLofLinfectionLonLcarcinogenesismLmechanismsLandLapplicationsaLGenomehMedicineYL
2016YLkYLdc 14.4 75

99 RecurrentLmutationsLofLvwjluLandLMYwkkLareLtheLhallmarkLofLprimaryLcentralLnervousLsystemL
lymphomasaLNeuropathologyhandhAppliedhNeurobiologyYL2016YLgeYLejlZlc 5.2 118

98 xstablishmentLofLaLwNtLmethylationLmarkerLtoLevaluateLcancerLcellLfractionLinLgastricLcanceraL
GastrichCancerYL2016YLdlYLfidZfil 7.6 18

97
βncidenceLofLandLriskLfactorsLforLmetachronousLgastricLcancerLafterLendoscopicLresectionLandL
successfulLαelicobacterLpyloriLeradicationmLresultsLofLaLlargeZscaleYLmulticenterLcohortLstudyLinL
JapanaLGastrichCancerYL2016YLdlYLlddZk

7.6 60

96 RecurrentLneomorphicLmutationsLofLMTORLinLcentralLnervousLsystemLandLtesticularLgermLcellL
tumorsLmayLbeLtargetedLforLtherapyaLActahNeuropathologicaYL2016YLdfdYLkklZlcd 14.3 38

95 xarlyZStageLβnductionLofLSWβbSNyLMutationsLduringLxsophagealLSquamousLvellLvarcinogenesisaL
PLoShONEYL2016YLddYLecdgjfje 3.7 12

94 SystemicLtdministrationLofLSmallLβnterferingLRNtLTargetingLαumanLNestinLβnhibitsLPancreaticL
vancerLvellLProliferationLandLMetastasisaLPancreasYL2016YLghYLlfZdcc 2.6 16

93 TheLMomentLthatLKRtSLMutationLStartedLtoLxvolveLintoLPrecisionLMedicineLinLMetastaticLvolorectalL
vanceraLCancerhResearchYL2016YLjiYLiggfZiggg 10.1 6

92 ZNyilhLmethylationLpredictsLaLresponseLofLesophagealLsquamousLcellLcarcinomaLtoLdefinitiveL
chemoradiotherapyaLJournalhofhCancerhResearchhandhClinicalhOncologyYL2015YLdgdYLghfZif 4.9 16

91 xpigeneticLmechanismsLofLchronicLpainaLTrendshinhNeurosciencesYL2015YLfkYLefjZgi 13.3 193

90 βdentificationLofLcoexistenceLofLwNtLmethylationLandLαfKejmefLspecificallyLinLcancerLcellsLasLaL
promisingLtargetLforLepigeneticLtherapyaLCarcinogenesisYL2015YLfiYLdleZecd 4.6 52

89 βntegratedLanalysisLofLcancerZrelatedLpathwaysLaffectedLbyLgeneticLandLepigeneticLalterationsLinL
gastricLcanceraLGastrichCancerYL2015YLdkYLihZji 7.6 77

88 tssociationLofLgastricLcancerLriskLfactorsLwithLwNtLmethylationLlevelsLinLgastricLmucosaLofLhealthyL
JapanesemLaLcrossZsectionalLstudyaLCarcinogenesisYL2015YLfiYLdeldZk 4.6 24

87 yrequentLinvolvementLofLchromatinLremodelerLalterationsLinLgastricLfieldLcancerizationaLCancerh
LettersYL2015YLfhjYLfekZffk 9.9 39

86
vancerLdevelopmentLbasedLonLchronicLactiveLgastritisLandLresultingLgastricLatrophyLasLassessedLbyL
serumLlevelsLofLpepsinogenLandLαelicobacterLpyloriLantibodyLtiteraLInternationalhJournalhofhCancerYL
2014YLdfgYLdgghZhj

7.5 97

85 vompendiumLofLaberrantLwNtLmethylationLandLhistoneLmodificationsLinLcanceraLBiochemicalhandh
BiophysicalhResearchhCommunicationsYL2014YLghhYLfZl 3.4 43

84 LargeZscaleLcharacterizationLofLwNtLmethylationLchangesLinLhumanLgastricLcarcinomasLwithLandL
withoutLmetastasisaLClinicalhCancerhResearchYL2014YLecYLghlkZide 12.9 64

83 tNzPTLgLisLaLsecretedLtumorLsuppressorLthatLinhibitsLangiogenesisaLOncogeneYL2014YLffYLeejfZk 9.2 44

(2014-2016)
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82 wNtLmethylationLofLmicroRNtZdegaLisLaLpotentialLriskLmarkerLofLcolitisZassociatedLcancerLinL
patientsLwithLulcerativeLcolitisaLDigestivehDiseaseshandhSciencesYL2014YLhlYLegggZhd 4 37

81 VisualizationLofLmultivalentLhistoneLmodificationLinLaLsingleLcellLrevealsLhighlyLconcertedLepigeneticL
changesLonLdifferentiationLofLembryonicLstemLcellsaLNucleichAcidshResearchYL2013YLgdYLjefdZl 20.1 30

80 βnterleukinZd˛†LinducedLbyLαelicobacterLpyloriLinfectionLenhancesLmouseLgastricLcarcinogenesisaL
CancerhLettersYL2013YLfgcYLdgdZj 9.9 56

79 tlteredLmucosalLwNtLmethylationLinLparallelLwithLhighlyLactiveLαelicobacterLpyloriZrelatedLgastritisaL
GastrichCancerYL2013YLdiYLgkkZlj 7.6 21

78 xpigeneticLtranscriptionalLactivationLofLmonocyteLchemotacticLproteinLfLcontributesLtoLlongZlastingL
neuropathicLpainaLBrainYL2013YLdfiYLkekZgf 11.2 101

77 woseZdependentLrolesLforLcanonicalLWntLsignallingLinLdeLnovoLcryptLformationLandLcellLcycleL
propertiesLofLtheLcolonicLepitheliumaLDevelopmenthpCambridgerYL2013YLdgcYLiiZjh 6.6 54

76 yαLdLonLchromosomeLXLisLaLsingleZhitLgastrointestinalLtumorZsuppressorLgeneLandLcontributesLtoL
theLformationLofLanLepigeneticLfieldLdefectaLOncogeneYL2013YLfeYLedgcZl 9.2 32

75 PreventionLofLαelicobacterLpyloriZinducedLgastricLcancersLinLgerbilsLbyLaLwNtLdemethylatingLagentaL
CancerhPreventionhResearchYL2013YLiYLeifZjc 3.2 55

74 StrongerLprognosticLpowerLofLtheLvpzLislandLmethylatorLphenotypeLthanLmethylationLofLindividualL
genesLinLneuroblastomasaLJapanesehJournalhofhClinicalhOncologyYL2013YLgfYLigdZh 2.8 9

73 zenomeZwideLanalysisLofLwNtLmethylationLchangesLinducedLbyLgestationalLarsenicLexposureLinLliverL
tumorsaLCancerhScienceYL2013YLdcgYLdhjhZkh 6.9 18

72 vlinicalLapplicationLofLtheLvpzLislandLmethylatorLphenotypeLtoLprognosticLdiagnosisLinL
neuroblastomasaLJournalhofhHumanhGeneticsYL2013YLhkYLgekZff 4.3 14

71 xstimationLofLtheLfractionLofLcancerLcellsLinLaLtumorLwNtLsampleLusingLwNtLmethylationaLPLoShONEYL
2013YLkYLekefce 3.7 25

70 wependenceLreceptorLUNvhwLmediatesLnerveLgrowthLfactorLdepletionZinducedLneuroblastomaL
regressionaLJournalhofhClinicalhInvestigationYL2013YLdefYLelfhZgj 15.9 36

69 βnductionLofLaberrantLtrimethylationLofLhistoneLαfLlysineLejLbyLinflammationLinLmouseLcolonicL
epithelialLcellsaLCarcinogenesisYL2012YLffYLefkgZlc 4.6 28

68 βdentificationLofLgastricLcancerLriskLmarkersLthatLareLinformativeLinLindividualsLwithLpastLαaLpyloriL
infectionaLGastrichCancerYL2012YLdhYLfkeZk 7.6 32

67 βnflammationZinducedLrepressionLofLtumorLsuppressorLmiRZjLinLgastricLtumorLcellsaLOncogeneYL2012YL
fdYLflglZic 9.2 97

66 wevelopmentLofLaLnovelLapproachYLtheLepigenomeZbasedLoutlierLapproachYLtoLidentifyL
tumorZsuppressorLgenesLsilencedLbyLaberrantLwNtLmethylationaLCancerhLettersYL2012YLfeeYLecgZde 9.9 29

65 RoleLofLtranscriptionalLandLposttranscriptionalLregulationLofLmethionineLadenosyltransferasesLinL
liverLcancerLprogressionaLHepatologyYL2012YLhiYLdihZjh 11.2 57
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64
wevelopmentLofLgastricLcancerLinLnonatrophicLstomachLwithLhighlyLactiveLinflammationLidentifiedL
byLserumLlevelsLofLpepsinogenLandLαelicobacterLpyloriLantibodyLtogetherLwithLendoscopicLrugalL
hyperplasticLgastritisaLInternationalhJournalhofhCancerYL2012YLdfdYLeifeZge

7.5 65

63 αypomethylationLofLtluLrepetitiveLelementsLinLesophagealLmucosaYLandLitsLpotentialLcontributionL
toLtheLepigeneticLfieldLforLcancerizationaLCancerhCauseshandhControlYL2012YLefYLkihZjf 2.8 17

62
MolecularLpathwaysmLinvolvementLofLαelicobacterLpyloriZtriggeredLinflammationLinLtheLformationLofL
anLepigeneticLfieldLdefectYLandLitsLusefulnessLasLcancerLriskLandLexposureLmarkersaLClinicalhCancerh
ResearchYL2012YLdkYLlefZl

12.9 98

61 βnsufficientLroleLofLcellLproliferationLinLaberrantLwNtLmethylationLinductionLandLinvolvementLofL
specificLtypesLofLinflammationaLCarcinogenesisYL2011YLfeYLfhZgd 4.6 68

60 xffectsLofLgenomeLarchitectureLandLepigeneticLfactorsLonLsusceptibilityLofLpromoterLvpzLislandsLtoL
aberrantLwNtLmethylationLinductionaLGenomicsYL2011YLlkYLdkeZk 4.3 13

59 MethylationLsilencingLofLangiopoietinZlikeLgLinLratLandLhumanLmammaryLcarcinomasaLCancerhScienceYL
2011YLdceYLdffjZgf 6.9 17

58 βdentificationLandLvalidationLofLwNtLmethylationLmarkersLtoLpredictLlymphLnodeLmetastasisLofL
esophagealLsquamousLcellLcarcinomasaLAnnalshofhSurgicalhOncologyYL2011YLdkYLddkhZlg 3.1 19

57 tLhTZregionLpolymorphismLmodulatesLpromoterLactivityLofLtheLtumorLsuppressorLgeneLMySwetaL
MolecularhCancerYL2011YLdcYLkd 42.1 8

56 tluLandLSat˛–LhypomethylationLinLαelicobacterLpyloriZinfectedLgastricLmucosaeaLInternationalhJournalh
ofhCancerYL2011YLdekYLffZl 7.5 51

55 RevisitLofLfieldLcancerizationLinLsquamousLcellLcarcinomaLofLupperLaerodigestiveLtractmLbetterLriskL
assessmentLwithLepigeneticLmarkersaLCancerhPreventionhResearchYL2011YLgYLdlkeZle 3.2 44

54 tberrantLwNtLmethylationLinLcontrastLwithLmutationsaLCancerhScienceYL2010YLdcdYLfccZh 6.9 81

53 MethylationLdestinymLMoiraLtakesLaccountLofLhistonesLandLRNtLpolymeraseLββaLEpigeneticsYL2010YLhYLklZlh 5.7 21

52 βnflammatoryLprocessesLtriggeredLbyLαelicobacterLpyloriLinfectionLcauseLaberrantLwNtLmethylationL
inLgastricLepithelialLcellsaLCancerhResearchYL2010YLjcYLdgfcZgc 10.1 305

51 PersistenceLofLaLcomponentLofLwNtLmethylationLinLgastricLmucosaeLafterLαelicobacterLpyloriL
eradicationaLJournalhofhGastroenterologyYL2010YLghYLfjZgg 6.9 96

50 TheLpresenceLofLaLmethylationLfingerprintLofLαelicobacterLpyloriLinfectionLinLhumanLgastricL
mucosaeaLInternationalhJournalhofhCancerYL2009YLdegYLlchZdc 7.5 93

49 wNtLmethylationLofLmicroRNtLgenesLinLgastricLmucosaeLofLgastricLcancerLpatientsmLitsLpossibleL
involvementLinLtheLformationLofLepigeneticLfieldLdefectaLInternationalhJournalhofhCancerYL2009YLdegYLefijZjg7.5 230

48
TheLpresenceLofLaberrantLwNtLmethylationLinLnoncancerousLesophagealLmucosaeLinLassociationL
withLsmokingLhistorymLaLtargetLforLriskLdiagnosisLandLpreventionLofLesophagealLcancersaLCancerYL
2009YLddhYLfgdeZei

6.4 109

47 tdenomatousLpolyposisLcoliLdtLisLlikelyLtoLbeLmethylatedLasLaLpassengerLinLhumanLgastricL
carcinogenesisaLCancerhLettersYL2009YLekhYLdkeZl 9.9 36

(2009-2012)
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46 tssociationLbetweenLfrequentLvpzLislandLmethylationLandLαxReLamplificationLinLhumanLbreastL
cancersaLCarcinogenesisYL2009YLfcYLgiiZjd 4.6 23

45
βncreasedLαZrasLmutationLfrequencyLinLmammaryLtumorsLofLratsLinitiatedLwithL
NZmethylZNZnitrosoureaLUMNUVLandLtreatedLwithLacrylamideaLJournalhofhToxicologicalhSciencesYL2009YL
fgYLgcjZde

1.9 3

44 wevelopmentLofLaLnovelLoutputLvalueLforLquantitativeLassessmentLinLmethylatedLwNtL
immunoprecipitationZvpzLislandLmicroarrayLanalysisaLDNAhResearchYL2009YLdiYLejhZki 4.5 33

43 OverexpressionLofLPβKfvtLisLassociatedLwithLlymphLnodeLmetastasisLinLesophagealLsquamousLcellL
carcinomaaLInternationalhJournalhofhOncologyYL2009YLfgYLjijZjh 1 42

42 xxclusiveLKRtSLmutationLinLmicrosatelliteZunstableLhumanLcolorectalLcarcinomasLwithLsequenceL
alterationsLinLtheLwNtLmismatchLrepairLgeneYLMLαdaLGeneYL2008YLgefYLdkkZlf 3.8 10

41 zeneLexpressionLprofilingLdistinguishesLbetweenLspontaneousLandLradiationZinducedLratLmammaryL
carcinomasaLJournalhofhRadiationhResearchYL2008YLglYLfglZic 2.4 16

40 βdentificationLofLgenesLtargetedLbyLvpzLislandLmethylatorLphenotypeLinLneuroblastomasYLandLtheirL
possibleLintegrativeLinvolvementLinLpoorLprognosisaLOncologyYL2008YLjgYLhcZic 3.6 45

39 MethylationLsilencingLofLtransformingLgrowthLfactorZbetaLreceptorLtypeLββLinLratLprostateLcancersaL
CancerhResearchYL2008YLikYLeddeZed 10.1 43

38 SilencingLofLtissueLfactorLpathwayLinhibitorZeLgeneLinLmalignantLmelanomasaLInternationalhJournalhofh
CancerYL2007YLdedYLfcdZj 7.5 48

37 LackLofLassociationLbetweenLvpzLislandLmethylatorLphenotypeLinLhumanLgastricLcancersLandL
methylationLinLtheirLbackgroundLnonZcancerousLgastricLmucosaeaLCancerhScienceYL2007YLlkYLdkhfZid 6.9 51

36 MarkedLandLindependentLprognosticLsignificanceLofLtheLvpzLislandLmethylatorLphenotypeLinL
neuroblastomasaLCancerhLettersYL2007YLegjYLehfZk 9.9 41

35 βdentificationLofLPRTywvdLsilencingLandLaberrantLpromoterLmethylationLofLzPRdhcYLβTztkLandL
αOXwddLinLovarianLcancersaLLifehSciencesYL2007YLkcYLdghkZih 6.8 26

34 xpigeneticLfieldLforLcancerizationaLBMBhReportsYL2007YLgcYLdgeZhc 5.5 155

33 SilencingLofLtheLUvαLdLgeneLinLhumanLcolorectalLandLovarianLcancersaLInternationalhJournalhofh
CancerYL2006YLddlYLdffkZgg 7.5 83

32 SilencingLofLPeroxiredoxinLeLandLaberrantLmethylationLofLffLvpzLislandsLinLputativeLpromoterL
regionsLinLhumanLmalignantLmelanomasaLCancerhResearchYL2006YLiiYLickcZi 10.1 146

31 MethylationLofLmultipleLgenesLinLgastricLglandsLwithLintestinalLmetaplasiamLtLdisorderLwithL
polyclonalLoriginsaLAmericanhJournalhofhPathologyYL2006YLdilYLdigfZhd 5.8 23

30 MethylationLandLexpressionLanalysisLofLdhLgenesLandLthreeLnormallyZmethylatedLgenesLinLdfL
OvarianLcancerLcellLlinesaLCancerhLettersYL2006YLegdYLedfZec 9.9 38

29 vhemicalLgenomicLscreeningLforLmethylationZsilencedLgenesLinLgastricLcancerLcellLlinesLusingL
hZazaZeTZdeoxycytidineLtreatmentLandLoligonucleotideLmicroarrayaLCancerhScienceYL2006YLljYLigZjd 6.9 208
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28 zenomeZwideLprofilingLofLpromoterLmethylationLinLhumanaLOncogeneYL2006YLehYLfchlZig 9.2 121

27 αighLlevelsLofLaberrantLwNtLmethylationLinLαelicobacterLpyloriZinfectedLgastricLmucosaeLandLitsL
possibleLassociationLwithLgastricLcancerLriskaLClinicalhCancerhResearchYL2006YLdeYLlklZlh 12.9 517

26 tberrantLmethylationsLinLcancerLcellsmLwhereLdoLtheyLcomeLfromraLCancerhScienceYL2005YLliYLeciZdd 6.9 155

25
WholeZgenomeLanalysesLofLlossLofLheterozygosityLandLmethylationLanalysisLofLfourL
tumorZsuppressorLgenesLinLNZmethylZNTZnitroZNZnitrosoguanidineZinducedLratLstomachLcarcinomasaL
CancerhScienceYL2005YLliYLgclZdf

6.9 23

24 wetectionLandLinterpretationLofLalteredLmethylationLpatternsLinLcancerLcellsaLNaturehReviewshCancer
YL2005YLhYLeefZfd 31.3 392

23 βdentificationLofLecLgenesLaberrantlyLmethylatedLinLhumanLbreastLcancersaLInternationalhJournalhofh
CancerYL2005YLddiYLgcjZdg 7.5 119

22 wiagnosticLandLtherapeuticLapplicationsLofLepigeneticsaLJapanesehJournalhofhClinicalhOncologyYL2005YL
fhYLelfZfcd 2.8 108

21 SparseLandLwavyLhairmLaLnewLmodelLforLhypoplasiaLofLhairLfollicleLandLmammaryLglandsLonLratL
chromosomeLdjaLJournalhofhHeredityYL2005YLliYLfflZgh 2.4 3

20 xxpressionLquantitativeLtraitLlociLanalysisLofLdfLgenesLinLtheLratLprostateaLGeneticsYL2005YLdjdYLdefdZk 4 28

19 LinkageLandLmicroarrayLanalysesLofLsusceptibilityLgenesLinLtvβbSegLratsmLaLmodelLforLprostateL
cancersLinLtheLagedaLCancerhResearchYL2005YLihYLeidcZi 10.1 20

18 NoZobservedLeffectLlevelsLforLcarcinogenicityLandLforLinLvivoLmutagenicityLofLaLgenotoxicL
carcinogenaLToxicologicalhSciencesYL2004YLkdYLejfZl 4.4 44

17 yrequentLhypomethylationLinLmultipleLpromoterLvpzLislandsLisLassociatedLwithLglobalL
hypomethylationYLbutLnotLwithLfrequentLpromoterLhypermethylationaLCancerhScienceYL2004YLlhYLhkZig 6.9 109

16 PromoterLmethylationLprofilingLofLfcLgenesLinLhumanLmalignantLmelanomaaLCancerhScienceYL2004YL
lhYLlieZk 6.9 88

15 MethylationZassociatedLsilencingLofLtheLWntLantagonistLSyRPdLgeneLinLhumanLovarianLcancersaL
CancerhScienceYL2004YLlhYLjgdZg 6.9 82

14 βdentificationLofLejLhTLvpzLislandsLaberrantlyLmethylatedLandLdfLgenesLsilencedLinLhumanL
pancreaticLcancersaLOncogeneYL2004YLefYLkjchZdc 9.2 96

13
PersistenceLofLgeneLexpressionLchangesLinLstomachLmucosaeLinducedLbyLshortZtermL
NZmethylZNTZnitroZNZnitrosoguanidineLtreatmentLandLtheirLpresenceLinLstomachLcancersaLMutationh
ResearchhvhFundamentalhandhMolecularhMechanismshofhMutagenesisYL2004YLhglYLdkhZlf

3.3 15

12 xstablishmentLofLaLdetectionLsystemLforLdemethylatingLagentsLusingLanLendogenousLpromoterLvpzL
islandaLMutationhResearchhvhFundamentalhandhMolecularhMechanismshofhMutagenesisYL2004YLhikYLdkjZlg 3.3 11

11 yocusLonLgastricLcanceraLCancerhCellYL2004YLhYLdedZh 24.3 235

(2004-2006)
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10 wecreasedLexpressionLofLtheLsevenLtRPebfLcomplexLgenesLinLhumanLgastricLcancersaLCancerhLettersYL
2004YLedeYLecfZdc 9.9 63

9 yidelityLofLtheLmethylationLpatternLandLitsLvariationLinLtheLgenomeaLGenomehResearchYL2003YLdfYLkikZjg 9.7 125

8 wifferentialLexpressionLofLgenesLrelatedLtoLlevelsLofLmucosalLcellLproliferationLamongLmultipleLratL
strainsLbyLusingLoligonucleotideLmicroarraysaLMammalianhGenomeYL2003YLdgYLkghZhe 3.2 6

7 wownZregulatedLexpressionLofLprostasinLinLhighZgradeLorLhormoneZrefractoryLhumanLprostateL
cancersaLProstateYL2003YLhgYLdkjZlf 4.2 45

6 MethylationZsensitiveLrepresentationalLdifferenceLanalysisLandLitsLapplicationLtoLcancerLresearchaL
AnnalshofhthehNewhYorkhAcademyhofhSciencesYL2003YLlkfYLdfdZgd 6.5 44

5 zlobalLexpressionLanalysisLofLNZmethylZNTZnitroZNZnitrosoguanidineZinducedLratLstomachL
carcinomasLusingLoligonucleotideLmicroarraysaLCarcinogenesisYL2003YLegYLkidZj 4.6 32

4 ReducedLexpressionLofLtheLinsulinZinducedLproteinLdLandLpgdLtrpebfLcomplexLgenesLinLhumanL
gastricLcancersaLInternationalhJournalhofhCancerYL2002YLdccYLhjZie 7.5 39

3 vloningLofLtheLhTLupstreamLregionLofLtheLratLpdiLgeneLandLitsLroleLinLsilencingaLJapanesehJournalhofh
CancerhResearchYL2002YLlfYLddccZi 22

2 TheLabsenceLofLMthdLinactivationLandLwNtLpolymeraseLkappaLoverexpressionLinLratLmammaryL
carcinomasLwithLfrequentLtmTLtoLvmzLtransversionsaLJapanesehJournalhofhCancerhResearchYL2002YLlfYLhcdZi 9

1 PromoterLhypermethylationLandLpostZtranscriptionalLmechanismsLforLreducedLuRvtdL
immunoreactivityLinLsporadicLhumanLbreastLcancersaLJapanesehJournalhofhClinicalhOncologyYL2002YLfeYLjlZkg2.8 37
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