
Steven J M Jones

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/8805666/steven-j-m-jones-publications-by-citations.pdf

Version:k2024-04-04k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

473
papers

125,785
citations

127
h-index

353
g-index

487
ext. papers

151,915
ext. citations

13
avg, IF

9.25
L-index



n Paper IF Citations

473 romprehensiveImolecularIportraitsIofIhumanIbreastItumoursWINatureUI2012UIchYUIeZVfY 50.4 8025

472 rircosiIanIinformationIaestheticIforIcomparativeIgenomicsWIGenomebResearchUI2009UIZhUIZebhVcd 9.7 6014

471 romprehensiveImolecularIcharacterizationIofIhumanIcolonIandIrectalIcancerWINatureUI2012UIcgfUIbbYVf 50.4 5640

470 TheIrancerIvenomeIptlasIβanVrancerIanalysisIprojectWINaturebGeneticsUI2013UIcdUIZZZbVaY 36.3 3933

469 xntegrativeIanalysisIofIZZZIreferenceIhumanIepigenomesWINatureUI2015UIdZgUIbZfVbY 50.4 3849

468 romprehensiveImolecularIcharacterizationIofIgastricIadenocarcinomaWINatureUI2014UIdZbUIaYaVh 50.4 3659

467 romprehensiveImolecularIprofilingIofIlungIadenocarcinomaWINatureUI2014UIdZZUIdcbVdY 50.4 3310

466 TheIgenomeIofIblackIcottonwoodUIβopulusItrichocarpaIQTorrWIOIvrayRWIScienceUI2006UIbZbUIZdheVeYc 33.3 3205

465 venomicIandIepigenomicIlandscapesIofIadultIdeInovoIacuteImyeloidIleukemiaWINewbEnglandb
JournalbofbMedicineUI2013UIbegUIaYdhVfc 59.2 3137

464 romprehensiveIgenomicIcharacterizationIofIsquamousIcellIlungIcancersWINatureUI2012UIcghUIdZhVad 50.4 2820

463 xntegratedIgenomicIcharacterizationIofIendometrialIcarcinomaWINatureUI2013UIchfUIefVfb 50.4 2800

462 pqySSiIaIparallelIassemblerIforIshortIreadIsequenceIdataWIGenomebResearchUI2009UIZhUIZZZfVab 9.7 2508

461 romprehensiveIgenomicIcharacterizationIofIheadIandIneckIsquamousIcellIcarcinomasWINatureUI2015
UIdZfUIdfeVga 50.4 2332

460 romprehensiveImolecularIcharacterizationIofIclearIcellIrenalIcellIcarcinomaWINatureUI2013UIchhUIcbVh 50.4 2184

459 romprehensiveImolecularIcharacterizationIofIurothelialIbladderIcarcinomaWINatureUI2014UIdYfUIbZdVaa 50.4 1963

458 romprehensiveUIxntegrativeIvenomicIpnalysisIofIsiffuseI–owerVvradeIvliomasWINewbEnglandb
JournalbofbMedicineUI2015UIbfaUIacgZVhg 59.2 1828

457 venomicIrlassificationIofIrutaneousI elanomaWICellUI2015UIZeZUIZegZVhe 56.2 1807
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456 TheItNrüstIQtNryclopediaIüfIsNpItlementsRIβrojectWIScienceUI2004UIbYeUIebeVcY 33.3 1692

455 venomeIsequenceIofItheIqrownINorwayIratIyieldsIinsightsIintoImammalianIevolutionWINatureUI2004
UIcagUIchbVdaZ 50.4 1689

454 xntegratedIgenomicIcharacterizationIofIpapillaryIthyroidIcarcinomaWICellUI2014UIZdhUIefeVhY 56.2 1660

453 TheIvenomeIsequenceIofItheISpRSVassociatedIcoronavirusWIScienceUI2003UIbYYUIZbhhVcYc 33.3 1632

452 xnternationalInetworkIofIcancerIgenomeIprojectsWINatureUI2010UIcecUIhhbVg 50.4 1613

451 venerationIandIinitialIanalysisIofImoreIthanIZdUYYYIfullVlengthIhumanIandImouseIcsNpIsequencesWI
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2002UIhhUIZeghhVhYb 11.5 1457

450 TheIclonalIandImutationalIevolutionIspectrumIofIprimaryItripleVnegativeIbreastIcancersWINatureUI
2012UIcgeUIbhdVh 50.4 1417

449 ronservedIroleIofIintragenicIsNpImethylationIinIregulatingIalternativeIpromotersWINatureUI2010UI
ceeUIadbVf 50.4 1298

448 SomaticImutationsIalteringItZwaIQTyrecZRIinIfollicularIandIdiffuseIlargeIqVcellIlymphomasIofI
germinalVcenterIoriginWINaturebGeneticsUI2010UIcaUIZgZVd 36.3 1273

447 pRxsZpImutationsIinIendometriosisVassociatedIovarianIcarcinomasWINewbEnglandbJournalbofb
MedicineUI2010UIbebUIZdbaVcb 59.2 1208

446 urequentImutationIofIhistoneVmodifyingIgenesIinInonVwodgkinIlymphomaWINatureUI2011UIcfeUIahgVbYb 50.4 1180

445  olecularIβrofilingIRevealsIqiologicallyIsiscreteISubsetsIandIβathwaysIofIβrogressionIinIsiffuseI
vliomaWICellUI2016UIZecUIddYVeb 56.2 1140

444 romprehensiveIandIxntegrativeIvenomicIrharacterizationIofIwepatocellularIrarcinomaWICellUI2017UI
ZehUIZbafVZbcZWeab 56.2 1125

443 venomeVwideIprofilesIofISTpTZIsNpIassociationIusingIchromatinIimmunoprecipitationIandI
massivelyIparallelIsequencingWINaturebMethodsUI2007UIcUIedZVf 21.6 1077

442 tvolutionaryIandIbiomedicalIinsightsIfromItheIrhesusImacaqueIgenomeWIScienceUI2007UIbZeUIaaaVbc 33.3 1072

441 romprehensiveI olecularIβortraitsIofIxnvasiveI–obularIqreastIrancerWICellUI2015UIZebUIdYeVZh 56.2 1055

440 xntegratedIgenomicIcharacterizationIofIoesophagealIcarcinomaWINatureUI2017UIdcZUIZehVZfd 50.4 965

439 romprehensiveI olecularIrharacterizationIofI uscleVxnvasiveIqladderIrancerWICellUI2017UIZfZUIdcYVddeWead56.2 961

(2017-2004)
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438 TumorVassociatedImacrophagesIandIsurvivalIinIclassicIwodgkinPsIlymphomaWINewbEnglandbJournalbofb
MedicineUI2010UIbeaUIgfdVgd 59.2 961

437  ultiplatformIanalysisIofIZaIcancerItypesIrevealsImolecularIclassificationIwithinIandIacrossItissuesI
ofIoriginWICellUI2014UIZdgUIhahVhcc 56.2 935

436  utationalIanalysisIrevealsItheIoriginIandItherapyVdrivenIevolutionIofIrecurrentIgliomaWIScienceUI
2014UIbcbUIZghVZhb 33.3 912

435 xntegratedIvenomicIrharacterizationIofIβancreaticIsuctalIpdenocarcinomaWICancerbCellUI2017UIbaUIZgdVaYbWeZb24.3 896

434  utationalIevolutionIinIaIlobularIbreastItumourIprofiledIatIsingleInucleotideIresolutionWINatureUI
2009UIceZUIgYhVZb 50.4 879

433 TheIgenomeIsequenceIofItaurineIcattleiIaIwindowItoIruminantIbiologyIandIevolutionWIScienceUI2009UI
bacUIdaaVg 33.3 863

432 xntegratedIgenomicIandImolecularIcharacterizationIofIcervicalIcancerWINatureUI2017UIdcbUIbfgVbgc 50.4 755

431 romprehensiveI olecularIrharacterizationIofIβapillaryIRenalVrellIrarcinomaWINewbEnglandbJournalb
ofbMedicineUI2016UIbfcUIZbdVcd 59.2 753

430 uunctionalIgenomicIanalysisIofIcellIdivisionIinIrWIelegansIusingIRNpiIofIgenesIonIchromosomeIxxxWI
NatureUI2000UIcYgUIbbZVe 50.4 753

429 pIphysicalImapIofItheIhumanIgenomeWINatureUI2001UIcYhUIhbcVcZ 50.4 732

428 TheIgeneticIlandscapeIofIhighVriskIneuroblastomaWINaturebGeneticsUI2013UIcdUIafhVgc 36.3 717

427 uullVgenomeIRNpiIprofilingIofIearlyIembryogenesisIinIraenorhabditisIelegansWINatureUI2005UIcbcUIceaVh 50.4 717

426 seInovoIassemblyIandIanalysisIofIRNpVseqIdataWINaturebMethodsUI2010UIfUIhYhVZa 21.6 701

425 TheIptlanticIsalmonIgenomeIprovidesIinsightsIintoIrediploidizationWINatureUI2016UIdbbUIaYYVd 50.4 606

424 SubgroupVspecificIstructuralIvariationIacrossIZUYYYImedulloblastomaIgenomesWINatureUI2012UIcggUIchVde50.4 596

423 TheIgenomeIofItheIbasidiomycetousIyeastIandIhumanIpathogenIrryptococcusIneoformansWIScience
UI2005UIbYfUIZbaZVc 33.3 580

422  etastasisIisIregulatedIviaImicroRNpVaYYXZtqZIaxisIcontrolIofItumourIcellIβsV–ZIexpressionIandI
intratumoralIimmunosuppressionWINaturebCommunicationsUI2014UIdUIdacZ 17.4 573

421 WholeVgenomeIsequencingIandIsocialVnetworkIanalysisIofIaItuberculosisIoutbreakWINewbEnglandb
JournalbofbMedicineUI2011UIbecUIfbYVh 59.2 561
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420  utationIofIuüX–aIinIgranulosaVcellItumorsIofItheIovaryWINewbEnglandbJournalbofbMedicineUI2009UI
beYUIafZhVah 59.2 551

419 TheIsomaticIgenomicIlandscapeIofIchromophobeIrenalIcellIcarcinomaWICancerbCellUI2014UIaeUIbZhVbbY 24.3 521

418 veneticIalterationsIactivatingIkinaseIandIcytokineIreceptorIsignalingIinIhighVriskIacuteI
lymphoblasticIleukemiaWICancerbCellUI2012UIaaUIZdbVee 24.3 515

417 TheIcompleteIgenomeIofIRhodococcusIspWIRwpZIprovidesIinsightsIintoIaIcatabolicIpowerhouseWI
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2006UIZYbUIZddgaVf 11.5 515

416 TheIwholeVgenomeIlandscapeIofImedulloblastomaIsubtypesWINatureUI2017UIdcfUIbZZVbZf 50.4 472

415  wrIclassIxxItransactivatorIrxxTpIisIaIrecurrentIgeneIfusionIpartnerIinIlymphoidIcancersWINatureUI
2011UIcfZUIbffVgZ 50.4 467

414 romprehensiveIandIxntegratedIvenomicIrharacterizationIofIpdultISoftITissueISarcomasWICellUI2017UI
ZfZUIhdYVhedWeag 56.2 451

413  tvbIlongInoncodingIRNpIregulatesItheITvuV˛†IpathwayIgenesIthroughIformationIofIRNpVsNpI
triplexIstructuresWINaturebCommunicationsUI2015UIeUIffcb 17.4 414

412 TheIstatusUIqualityUIandIexpansionIofItheINxwIfullVlengthIcsNpIprojectiItheI ammalianIveneI
rollectionIQ vrRWIGenomebResearchUI2004UIZcUIaZaZVf 9.7 404

411 TheIchromatinIaccessibilityIlandscapeIofIprimaryIhumanIcancersWIScienceUI2018UIbeaUI 33.3 392

410 xntegrativeIpnalysisIxdentifiesIuourI olecularIandIrlinicalISubsetsIinIUvealI elanomaWICancerbCellUI
2017UIbaUIaYcVaaYWeZd 24.3 391

409 pssemblingImillionsIofIshortIsNpIsequencesIusingISSpztWIBioinformaticsUI2007UIabUIdYYVZ 7.2 357

408 romprehensiveI olecularIrharacterizationIofIβheochromocytomaIandIβaragangliomaWICancerbCellUI
2017UIbZUIZgZVZhb 24.3 350

407 pIfunctionalIgenomicIanalysisIofIcellImorphologyIusingIRNpIinterferenceWIJournalbofbBiologyUI2003UI
aUIaf 338

406 RecurrentIsomaticIsxrtRZImutationsIinInonepithelialIovarianIcancersWINewbEnglandbJournalbofb
MedicineUI2012UIbeeUIabcVca 59.2 332

405 seInovoItranscriptomeIassemblyIwithIpqySSWIBioinformaticsUI2009UIadUIagfaVf 7.2 326

404 βrofilingItheIwe–aISbItranscriptomeIusingIrandomlyIprimedIcsNpIandImassivelyIparallelIshortVreadI
sequencingWIBioTechniquesUI2008UIcdUIgZVhc 2.5 322

403 synamicIremodelingIofIindividualInucleosomesIacrossIaIeukaryoticIgenomeIinIresponseItoI
transcriptionalIperturbationWIPLoSbBiologyUI2008UIeUIeed 9.7 315

(2008-2009)

5



402 sNpImethylationIandIStTsqZXwbzhmebIregulateIpredominantlyIdistinctIsetsIofIgenesUI
retroelementsUIandIchimericItranscriptsIinImtSrsWICellbStembCellUI2011UIgUIefeVgf 18 309

401 rxVirIisIaIcommunityIknowledgebaseIforIexpertIcrowdsourcingItheIclinicalIinterpretationIofI
variantsIinIcancerWINaturebGeneticsUI2017UIchUIZfYVZfc 36.3 308

400 pTRVXIsyndromeIproteinItargetsItandemIrepeatsIandIinfluencesIalleleVspecificIexpressionIinIaI
sizeVdependentImannerWICellUI2010UIZcbUIbefVfg 56.2 297

399  utationalIandIstructuralIanalysisIofIdiffuseIlargeIqVcellIlymphomaIusingIwholeVgenomeI
sequencingWIBloodUI2013UIZaaUIZadeVed 2.2 289

398 wighVthroughputIinIvivoIanalysisIofIgeneIexpressionIinIraenorhabditisIelegansWIPLoSbBiologyUI2007UI
dUIeabf 9.7 285

397 pIphysicalImapIofItheImouseIgenomeWINatureUI2002UIcZgUIfcbVdY 50.4 282

396 pssemblingItheIaYIvbIwhiteIspruceIQβiceaIglaucaRIgenomeIfromIwholeVgenomeIshotgunI
sequencingIdataWIBioinformaticsUI2013UIahUIZchaVf 7.2 278

395 TranscriptomeIanalysisIofItheInormalIhumanImammaryIcellIcommitmentIandIdifferentiationI
processWICellbStembCellUI2008UIbUIZYhVZg 18 274

394 NextVgenerationItagIsequencingIforIcancerIgeneIexpressionIprofilingWIGenomebResearchUI2009UIZhUIZgadVbd9.7 271

393 xslandβathiIaidingIdetectionIofIgenomicIislandsIinIprokaryotesWIBioinformaticsUI2003UIZhUIcZgVaY 7.2 263

392 pnalysisIofItheIgenomeIandItranscriptomeIofIrryptococcusIneoformansIvarWIgrubiiIrevealsIcomplexI
RNpIexpressionIandImicroevolutionIleadingItoIvirulenceIattenuationWIPLoSbGeneticsUI2014UIZYUIeZYYcaeZ6 260

391 SequencingIandIanalysisIofIgenesIinvolvedIinItheIbiosynthesisIofIaIvancomycinIgroupIantibioticWI
ChemistrybandbBiologyUI1998UIdUIZddVea 252

390 sevelopmentIandIapplicationIofIaIsalmonidItSTIdatabaseIandIcsNpImicroarrayiIdataIminingIandI
interspecificIhybridizationIcharacteristicsWIGenomebResearchUI2004UIZcUIcfgVhY 9.7 251

389 üligonucleotideImicroarrayIanalysisIofIgenomicIimbalanceIinIchildrenIwithImentalIretardationWI
AmericanbJournalbofbHumanbGeneticsUI2006UIfhUIdYYVZb 11 247

388 uindβeaksIbWZiIaItoolIforIidentifyingIareasIofIenrichmentIfromImassivelyIparallelIshortVreadI
sequencingItechnologyWIBioinformaticsUI2008UIacUIZfahVbY 7.2 234

387 TheIxnternationalIwumanItpigenomeIronsortiumiIpIqlueprintIforIScientificIrollaborationIandI
siscoveryWICellUI2016UIZefUIZZcdVZZch 56.2 232

386  etaVanalysisIandImetaVreviewIofIthyroidIcancerIgeneIexpressionIprofilingIstudiesIidentifiesI
importantIdiagnosticIbiomarkersWIJournalbofbClinicalbOncologyUI2006UIacUIdYcbVdZ 2.2 232

385 rharacterizationIofIwβVIandIhostIgenomeIinteractionsIinIprimaryIheadIandIneckIcancersWI
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2014UIZZZUIZddccVh 11.5 229
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384 plternativeIexpressionIanalysisIbyIRNpIsequencingWINaturebMethodsUI2010UIfUIgcbVf 21.6 227

383 roncurrentIrxrImutationsUIxswImutationsUIandIZpXZhqIlossIdistinguishIoligodendrogliomasIfromI
otherIcancersWIJournalbofbPathologyUI2012UIaaeUIfVZe 9.4 226

382 SequencingItheIgenomeIofItheIptlanticIsalmonIQSalmoIsalarRWIGenomebBiologyUI2010UIZZUIcYb 18.3 216

381 sraftIgenomeIofItheImountainIpineIbeetleUIsendroctonusIponderosaeIwopkinsUIaImajorIforestI
pestWIGenomebBiologyUI2013UIZcUIRaf 18.3 212

380 xntegratedI olecularIrharacterizationIofIUterineIrarcinosarcomaWICancerbCellUI2017UIbZUIcZZVcab 24.3 210

379 ZcVbVbIfusionIoncogenesIinIhighVgradeIendometrialIstromalIsarcomaWIProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2012UIZYhUIhahVbc 11.5 208

378 sivergentIclonalIselectionIdominatesImedulloblastomaIatIrecurrenceWINatureUI2016UIdahUIbdZVf 50.4 206

377 uunctionalIgenomicsIofItheIciliumUIaIsensoryIorganelleWICurrentbBiologyUI2005UIZdUIhbdVcZ 6.3 206

376 βhosphorylatedIcaveolinVZIregulatesIRhoXRürzVdependentIfocalIadhesionIdynamicsIandItumorIcellI
migrationIandIinvasionWICancerbResearchUI2008UIegUIgaZYVaY 10.1 200

375 üRegpnnoiIanIopenVaccessIcommunityVdrivenIresourceIforIregulatoryIannotationWINucleicbAcidsb
ResearchUI2008UIbeUIsZYfVZb 20.1 199

374
roniferIdefenceIagainstIinsectsiImicroarrayIgeneIexpressionIprofilingIofISitkaIspruceIQβiceaI
sitchensisRIinducedIbyImechanicalIwoundingIorIfeedingIbyIspruceIbudwormsIQrhoristoneuraI
occidentalisRIorIwhiteIpineIweevilsIQβissodesIstrobiRIrevealsIlargeVscaleIchangesIofItheIhostI
transcriptomeWIPlantnbCellbandbEnvironmentUI2006UIahUIZdcdVfY

8.4 197

373  utationsIinItZwaIcauseIWeaverIsyndromeWIAmericanbJournalbofbHumanbGeneticsUI2012UIhYUIZZYVg 11 190

372 QuiescentIsoxaQTRIcellsIdriveIhierarchicalIgrowthIandIrelapseIinIsonicIhedgehogIsubgroupI
medulloblastomaWICancerbCellUI2014UIaeUIbbVcf 24.3 181

371 pISpvtIapproachItoIdiscoveryIofIgenesIinvolvedIinIautophagicIcellIdeathWICurrentbBiologyUI2003UIZbUIbdgVeb6.3 181

370 uüRvtIranadaIronsortiumiIoutcomesIofIaIaVyearInationalIrareVdiseaseIgeneVdiscoveryIprojectWI
AmericanbJournalbofbHumanbGeneticsUI2014UIhcUIgYhVZf 11 174

369 TheInewIparadigmIofIflowIcellIsequencingWIGenomebResearchUI2008UIZgUIgbhVce 9.7 165

368
venomeIandItranscriptomeIanalysesIofItheImountainIpineIbeetleVfungalIsymbiontIvrosmanniaI
clavigeraUIaIlodgepoleIpineIpathogenWIProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaUI2011UIZYgUIadYcVh

11.5 161

367 –ocatingImammalianItranscriptionIfactorIbindingIsitesiIaIsurveyIofIcomputationalIandIexperimentalI
techniquesWIGenomebResearchUI2006UIZeUIZcddVec 9.7 161

(2006-2010)
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366
venomicsIofIhybridIpoplarIQβopulusItrichocarpaxIdeltoidesRIinteractingIwithIforestItentIcaterpillarsI
Q alacosomaIdisstriaRiInormalizedIandIfullVlengthIcsNpIlibrariesUIexpressedIsequenceItagsUIandIaI
csNpImicroarrayIforItheIstudyIofIinsectVinducedIdefencesIinIpoplarWIMolecularbEcologyUI2006UIZdUIZafdVhf

5.7 159

365 pnalysisIofIlongVlivedIrWIelegansIdafVaImutantsIusingIserialIanalysisIofIgeneIexpressionWIGenomeb
ResearchUI2005UIZdUIeYbVZd 9.7 158

364 sefectsIinItheIxuTVqIcomponentIxuTZfaIcauseIyeuneIandI ainzerVSaldinoIsyndromesIinIhumansWI
AmericanbJournalbofbHumanbGeneticsUI2013UIhbUIhZdVad 11 155

363 ReducedIadenosineVtoVinosineImiRVcddVdpIeditingIpromotesImelanomaIgrowthIandImetastasisWI
NaturebCellbBiologyUI2015UIZfUIbZZVaZ 23.4 155

362 NovelIavianIinfluenzaIwfNbIstrainIoutbreakUIqritishIrolumbiaWIEmergingbInfectiousbDiseasesUI2004UI
ZYUIaZhaVd 10.2 154

361 SalmoIsalarIandItsoxIluciusIfullVlengthIcsNpIsequencesIrevealIchangesIinIevolutionaryIpressuresI
onIaIpostVtetraploidizationIgenomeWIBMCbGenomicsUI2010UIZZUIafh 4.5 151

360 TheIxntegratedIvenomicI–andscapeIofIThymicItpithelialITumorsWICancerbCellUI2018UIbbUIaccVadgWeZY 24.3 150

359 TranscriptionIphenotypesIofIpancreaticIcancerIareIdrivenIbyIgenomicIeventsIduringItumorI
evolutionWINaturebGeneticsUI2020UIdaUIabZVacY 36.3 148

358 wiveIplotsVVrationalIapproachItoIvisualizingInetworksWIBriefingsbinbBioinformaticsUI2012UIZbUIeafVcc 13.4 148

357 venomeVwideIrelationshipIbetweenIhistoneIwbIlysineIcImonoVIandItriVmethylationIandI
transcriptionIfactorIbindingWIGenomebResearchUI2008UIZgUIZhYeVZf 9.7 147

356 srugIrepositioningIforIpersonalizedImedicineWIGenomebMedicineUI2012UIcUIaf 14.4 144

355 tvolutionIofIanIadenocarcinomaIinIresponseItoIselectionIbyItargetedIkinaseIinhibitorsWIGenomeb
BiologyUI2010UIZZUIRga 18.3 144

354 TheIgeneticIbasisIandIcellIofIoriginIofImixedIphenotypeIacuteIleukaemiaWINatureUI2018UIdeaUIbfbVbfh 50.4 140

353 pnalysisIofItheIprostateIcancerIcellIlineI–NraβItranscriptomeIusingIaIsequencingVbyVsynthesisI
approachWIBMCbGenomicsUI2006UIfUIace 4.5 139

352 venomeIvariationIinIrryptococcusIgattiiUIanIemergingIpathogenIofIimmunocompetentIhostsWIMBioUI
2011UIaUIeYYbcaVZY 7.8 137

351 xmprovedIwhiteIspruceIQβiceaIglaucaRIgenomeIassembliesIandIannotationIofIlargeIgeneIfamiliesIofI
coniferIterpenoidIandIphenolicIdefenseImetabolismWIPlantbJournalUI2015UIgbUIZghVaZa 6.9 136

350 xdentificationIandIcharacterizationIofIwoxahIbindingIsitesIinIhematopoieticIcellsWIBloodUI2012UIZZhUIbggVhg2.2 132

349 TheIt–TVaIvpTpVfactorIandItheIglobalIregulationIofItranscriptionIinItheIrWIelegansIintestineWI
DevelopmentalbBiologyUI2007UIbYaUIeafVcd 3.1 131
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348  assIspectrometricIcharacterizationIofIproteinsIfromItheISpRSIvirusiIaIpreliminaryIreportWI
MolecularbandbCellularbProteomicsUI2003UIaUIbceVde 7.6 130

347 qromodomainVcontainingIproteinIcIQqRscRIregulatesIRNpIpolymeraseIxxIserineIaIphosphorylationIinI
humanIrscTITIcellsWIJournalbofbBiologicalbChemistryUI2012UIagfUIcbZbfVdd 5.4 127

346 vlobalIanalysisIofIinIvivoIuoxaaVbindingIsitesIinImouseIadultIliverIusingImassivelyIparallelI
sequencingWINucleicbAcidsbResearchUI2008UIbeUIcdchVec 20.1 127

345 pberrantIpatternsIofIwbzcIandIwbzafIhistoneIlysineImethylationIoccurIacrossIsubgroupsIinI
medulloblastomaWIActabNeuropathologicaUI2013UIZadUIbfbVgc 14.3 126

344 TheImolecularIsignatureIandIcisVregulatoryIarchitectureIofIaIrWIelegansIgustatoryIneuronWIGenesb
andbDevelopmentUI2007UIaZUIZedbVfc 12.6 125

343 –xNzSiIScalableUIalignmentVfreeIscaffoldingIofIdraftIgenomesIwithIlongIreadsWIGigaScienceUI2015UIcUIbd 7.6 124

342 NonmethylatedItransposableIelementsIandImethylatedIgenesIinIaIchordateIgenomeWIScienceUI1999UI
agbUIZZecVf 33.3 122

341 pInovelIrecurrentImutationIinIpTβZpbIcausesIrpβüSIsyndromeWIOrphanetbJournalbofbRarebDiseasesUI
2014UIhUIZd 4.2 121

340  etaVanalysisIofIcolorectalIcancerIgeneIexpressionIprofilingIstudiesIidentifiesIconsistentlyI
reportedIcandidateIbiomarkersWICancerbEpidemiologybBiomarkersbandbPreventionUI2008UIZfUIdcbVda 4 120

339 veneInumberIinIanIinvertebrateIchordateUIrionaIintestinalisWIProceedingsbofbthebNationalbAcademyb
ofbSciencesbofbthebUnitedbStatesbofbAmericaUI1998UIhdUIccbfVcY 11.5 120

338 seInovoIgenomeIsequenceIassemblyIofIaIfilamentousIfungusIusingISangerUIcdcIandIxlluminaI
sequenceIdataWIGenomebBiologyUI2009UIZYUIRhc 18.3 119

337 siagnosticIutilityIofIgalectinVbIinIthyroidIcancerWIAmericanbJournalbofbPathologyUI2010UIZfeUIaYefVgZ 5.8 118

336 sistinctIrolesIofIzpβZUIwβZIandIvhaXv–βIinIsilencingIofItheItwoVcellVspecificIretrotransposonI
 tRV–IinImouseItSIcellsWIEpigeneticsbandbChromatinUI2013UIeUIZd 5.8 107

335 t–TVaIisItheIpredominantItranscriptionIfactorIcontrollingIdifferentiationIandIfunctionIofItheIrWI
elegansIintestineUIfromIembryoItoIadultWIDevelopmentalbBiologyUI2009UIbafUIddZVed 3.1 106

334 rryptococcusIneoformansIgeneIexpressionIduringIexperimentalIcryptococcalImeningitisWIEukaryoticb
CellUI2003UIaUIZbbeVch 105

333 xnsightsIintoIconiferIgigaVgenomesWIPlantbPhysiologyUI2014UIZeeUIZfacVba 6.6 104

332 WholeVgenomeIprofilingIofImutagenesisIinIraenorhabditisIelegansWIGeneticsUI2010UIZgdUIcbZVcZ 4 104

331 RetrotransposonVinducedIheterochromatinIspreadingIinItheImouseIrevealedIbyIinsertionalI
polymorphismsWIPLoSbGeneticsUI2011UIfUIeZYYabYZ 6 104

(2011-2003)
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330 pIsetIofIqprIclonesIspanningItheIhumanIgenomeWINucleicbAcidsbResearchUI2004UIbaUIbedZVeY 20.1 104

329 pIconiferIgenomicsIresourceIofIaYYUYYYIspruceIQβiceaIsppWRItSTsIandIeUcecIhighVqualityUI
sequenceVfinishedIfullVlengthIcsNpsIforISitkaIspruceIQβiceaIsitchensisRWIBMCbGenomicsUI2008UIhUIcgc 4.5 102

328
pImouseIatlasIofIgeneIexpressioniIlargeVscaleIdigitalIgeneVexpressionIprofilesIfromIpreciselyI
definedIdevelopingIrdfq–XeyImouseItissuesIandIcellsWIProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaUI2005UIZYaUIZgcgdVhY

11.5 102

327 RecurrentItargetsIofIaberrantIsomaticIhypermutationIinIlymphomaWIOncotargetUI2012UIbUIZbYgVZh 3.3 101

326 tvidenceIthatIplantVlikeIgenesIinIrhlamydiaIspeciesIreflectIanIancestralIrelationshipIbetweenI
rhlamydiaceaeUIcyanobacteriaUIandItheIchloroplastWIGenomebResearchUI2002UIZaUIZZdhVef 9.7 101

325 pnalysisIofIuüXüZImutationsIinIdiffuseIlargeIqVcellIlymphomaWIBloodUI2013UIZaZUIbeeeVfc 2.2 100

324 TheIcompletionIofItheI ammalianIveneIrollectionIQ vrRWIGenomebResearchUI2009UIZhUIabacVbb 9.7 98

323 üRegpnnoiIanIopenIaccessIdatabaseIandIcurationIsystemIforIliteratureVderivedIpromotersUI
transcriptionIfactorIbindingIsitesIandIregulatoryIvariationWIBioinformaticsUI2006UIaaUIebfVcY 7.2 97

322 SNβIdiscoveryIinIblackIcottonwoodIQβopulusItrichocarpaRIbyIpopulationItranscriptomeI
resequencingWIMolecularbEcologybResourcesUI2011UIZZISupplIZUIgZVha 8.4 96

321 sevelopmentIandIcharacterisationIofIneutralisingImonoclonalIantibodyItoItheISpRSVcoronavirusWI
JournalbofbVirologicalbMethodsUI2004UIZaYUIgfVhe 2.6 92

320 rrossVcancerIprofilingIofImolecularIalterationsIwithinItheIhumanIautophagyIinteractionInetworkWI
AutophagyUI2015UIZZUIZeegVgf 10.2 89

319 üRegpnnoIbWYiIaIcommunityVdrivenIresourceIforIcuratedIregulatoryIannotationWINucleicbAcidsb
ResearchUI2016UIccUIsZaeVba 20.1 89

318 –ocusIcoVoccupancyUInucleosomeIpositioningUIandIwbzcmeZIregulateItheIfunctionalityIofIuüXpaVUI
wNucpVUIandIβsXZVboundIlociIinIisletsIandIliverWIGenomebResearchUI2010UIaYUIZYbfVdZ 9.7 89

317 pIphysicalImapIofItheIgenomeIofIptlanticIsalmonUISalmoIsalarWIGenomicsUI2005UIgeUIbheVcYc 4.3 89

316 xdentificationIofIgenesIexpressedIinItheIhermaphroditeIgermIlineIofIrWIelegansIusingISpvtWIBMCb
GenomicsUI2009UIZYUIaZb 4.5 88

315 pIcomputationalIapproachItoIfindingInovelItargetsIforIexistingIdrugsWIPLoSbComputationalbBiologyUI
2011UIfUIeZYYaZbh 5 88

314 cisRtsiIaIdatabaseIsystemIforIgenomeVscaleIcomputationalIdiscoveryIofIregulatoryIelementsWI
NucleicbAcidsbResearchUI2006UIbcUIsegVfb 20.1 88

313 TransferrinIreceptorIaIQTfRaRIandIwutImutationalIanalysisIinInonVragaYIironIoverloadiI
identificationIofIaInovelITfRaImutationWIBloodUI2002UIZYYUIZYfdVf 2.2 86
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312 –argeVscaleIprofilingIofImicroRNpsIforITheIrancerIvenomeIptlasWINucleicbAcidsbResearchUI2016UIccUIeb 20.1 85

311 vβS aImutationsIcauseItheIbrainImalformationsIandIhearingIlossIinIrhudleyV crulloughI
syndromeWIAmericanbJournalbofbHumanbGeneticsUI2012UIhYUIZYggVhb 11 83

310 womologousIRecombinationIseficiencyIandIβlatinumVqasedITherapyIüutcomesIinIpdvancedIqreastI
rancerWIClinicalbCancerbResearchUI2017UIabUIfdaZVfdbY 12.9 82

309 venomeVWideIβrofilesIofItxtraVcranialI alignantIRhabdoidITumorsIRevealIweterogeneityIandI
sysregulatedIsevelopmentalIβathwaysWICancerbCellUI2016UIahUIbhcVcYe 24.3 81

308 SpatialIheterogeneityIinImedulloblastomaWINaturebGeneticsUI2017UIchUIfgYVfgg 36.3 80

307
TranscriptomeIandIfullVlengthIcsNpIresourcesIforItheImountainIpineIbeetleUIsendroctonusI
ponderosaeIwopkinsUIaImajorIinsectIpestIofIpineIforestsWIInsectbBiochemistrybandbMolecularbBiologyUI
2012UIcaUIdadVbe

4.5 79

306 xronVregulatedItranscriptionIandIcapsuleIformationIinItheIfungalIpathogenIrryptococcusI
neoformansWIMolecularbMicrobiologyUI2005UIddUIZcdaVfa 4.1 79

305  utationsIinISvü–ZIcauseIaInovelIcohesinopathyIaffectingIheartIandIgutIrhythmWINaturebGeneticsUI
2014UIceUIZacdVh 36.3 78

304 rlonalIexpansionIandIepigeneticIreprogrammingIfollowingIdeletionIorIamplificationIofImutantWI
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2017UIZZcUIZYfcbVZYfcg11.5 78

303 βersonalizedIoncogenomicsI2010UIZZUIxd 78

302 venomicIanalysisIofIaIrareIhumanItumorWIBMCbBioinformaticsUI2010UIZZUI 3.6 78

301 TheIgenomeIsequenceIofItheIspontaneouslyIhypertensiveIratiIpnalysisIandIfunctionalIsignificanceWI
GenomebResearchUI2010UIaYUIfhZVgYb 9.7 77

300 TemperatureVregulatedItranscriptionIinItheIpathogenicIfungusIrryptococcusIneoformansWIGenomeb
ResearchUI2002UIZaUIZbgeVcYY 9.7 76

299 –essonsIlearnedIfromItheIapplicationIofIwholeVgenomeIanalysisItoItheItreatmentIofIpatientsIwithI
advancedIcancersWIJournalbofbPhysicalbEducationbandbSportsbManagementUI2015UIZUIaYYYdfY 2.8 75

298 venomeVwideIdiscoveryIofIsomaticIcodingIandInoncodingImutationsIinIpediatricIendemicIandI
sporadicIqurkittIlymphomaWIBloodUI2019UIZbbUIZbZbVZbac 2.2 75

297 –ateralIgeneItransferIandImetabolicIadaptationIinItheIhumanIparasiteITrichomonasIvaginalisWI
MolecularbBiologybandbEvolutionUI2000UIZfUIZfehVfb 8.3 74

296 pnIintegratedIstrategyItoIstudyImuscleIdevelopmentIandImyofilamentIstructureIinIraenorhabditisI
elegansWIPLoSbGeneticsUI2009UIdUIeZYYYdbf 6 73

295 pnalysisIofINormalIwumanI ammaryItpigenomesIRevealsIrellVSpecificIpctiveItnhancerIStatesIandI
pssociatedITranscriptionIuactorINetworksWICellbReportsUI2016UIZfUIaYeYVaYfc 10.6 72

(2016-2016)
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294 xdentificationIofImolecularImarkersIalteredIduringItransformationIofIdifferentiatedIintoIanaplasticI
thyroidIcarcinomaWIArchivesbofbSurgeryUI2007UIZcaUIfZfVafjIdiscussionIfafVh 72

293 WholeIgenomeIduplicationIandIenrichmentIofImetalIcationItransportersIrevealedIbyIdeInovoI
genomeIsequencingIofIextremelyIhalotolerantIblackIyeastIwortaeaIwerneckiiWIPLoSbONEUI2013UIgUIefZbag3.7 72

292 SuccessfulItargetingIofItheINRvZIpathwayIindicatesInovelItreatmentIstrategyIforImetastaticI
cancerWIAnnalsbofbOncologyUI2017UIagUIbYhaVbYhf 10.3 64

291 xdentificationIofIgenesItargetedIbyItheIandrogenIandIβzpIsignalingIpathwaysIinIprostateIcancerI
cellsWIOncogeneUI2006UIadUIfbZZVab 9.2 64

290 venomeVwideIdiscoveryIofIsomaticIregulatoryIvariantsIinIdiffuseIlargeIqVcellIlymphomaWINatureb
CommunicationsUI2018UIhUIcYYZ 17.4 64

289 veneIuusionsIpreIRecurrentUIrlinicallyIpctionableIveneIRearrangementsIinIWildVTypeIβancreaticI
suctalIpdenocarcinomaWIClinicalbCancerbResearchUI2019UIadUIcefcVcegZ 12.9 63

288 pIphysicalImapIofItheIhighlyIheterozygousIβopulusIgenomeiIintegrationIwithItheIgenomeI
sequenceIandIgeneticImapIandIanalysisIofIhaplotypeIvariationWIPlantbJournalUI2007UIdYUIZYebVfg 6.9 63

287 pIregulatoryItoolboxIofI iniβromotersItoIdriveIselectiveIexpressionIinItheIbrainWIProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2010UIZYfUIZedghVhc 11.5 62

286 xdentificationIofInovelIandrogenVresponsiveIgenesIbyIsequencingIofI–ongSpvtIlibrariesWIBMCb
GenomicsUI2009UIZYUIcfe 4.5 62

285 pnalysisIofIcUeecIhighVqualityIsequenceVfinishedIpoplarIfullVlengthIcsNpIclonesIandItheirIutilityIforI
theIdiscoveryIofIgenesIrespondingItoIinsectIfeedingWIBMCbGenomicsUI2008UIhUIdf 4.5 61

284 plteredIveneItxpressionIalongItheIvlycolysisVrholesterolISynthesisIpxisIxsIpssociatedIwithI
üutcomeIinIβancreaticIrancerWIClinicalbCancerbResearchUI2020UIaeUIZbdVZce 12.9 61

283 uunctionalIcharacterizationIofIaIcatabolicIplasmidIfromIpolychlorinatedVIbiphenylVdegradingI
RhodococcusIspWIstrainIRwpZWIJournalbofbBacteriologyUI2004UIZgeUIffgbVhd 3.5 60

282  appingIsegmentalIandIsequenceIvariationsIamongIlaboratoryImiceIusingIqprIarrayIrvwWIGenomeb
ResearchUI2005UIZdUIbYaVZZ 9.7 60

281 wippoIsignalingIinfluencesIwNucpIandIuüXpaIenhancerIswitchingIduringIhepatocyteI
differentiationWICellbReportsUI2014UIhUIaeZVafZ 10.6 59

280 SliderVVmaximumIuseIofIprobabilityIinformationIforIalignmentIofIshortIsequenceIreadsIandISNβI
detectionWIBioinformaticsUI2009UIadUIeVZb 7.2 59

279 SequencingIandIanalysisIofIZYUhefIfullVlengthIcsNpIclonesIfromIXenopusIlaevisIandIXenopusI
tropicalisIrevealsIpostVtetraploidizationItranscriptomeIremodelingWIGenomebResearchUI2006UIZeUIfheVgYb9.7 59

278 RtrQVlikeIhelicasesISgsZIandIq– IregulateIRVloopVassociatedIgenomeIinstabilityWIJournalbofbCellb
BiologyUI2017UIaZeUIbhhZVcYYd 7.3 58

277 pInovelIsmallVmoleculeIinhibitorIofItheIavianIinfluenzaIwdNZIvirusIdeterminedIthroughI
computationalIscreeningIagainstItheIneuraminidaseWIJournalbofbMedicinalbChemistryUI2009UIdaUIaeefVfa 8.3 57
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276 rancer ineiIaIliteratureVminedIresourceIforIdriversUIoncogenesIandItumorIsuppressorsIinIcancerWI
NaturebMethodsUI2019UIZeUIdYdVdYf 21.6 54

275 βopulationIsequencingIrevealsIclonalIdiversityIandIancestralIinbreedingIinItheIgrapevineIcultivarI
rhardonnayWIPLoSbGeneticsUI2018UIZcUIeZYYfgYf 6 54

274 βxrSiIprobabilisticIinferenceIforIrhxβVseqWIBiometricsUI2011UIefUIZdZVeb 1.8 53

273 qreakuusioniItargetedIassemblyVbasedIidentificationIofIgeneIfusionsIinIwholeItranscriptomeI
pairedVendIsequencingIdataWIBioinformaticsUI2012UIagUIZhabVc 7.2 52

272  atingIfactorIlinkageIandIgenomeIevolutionIinIbasidiomycetousIpathogensIofIcerealsWIFungalb
GeneticsbandbBiologyUI2006UIcbUIeddVee 3.9 52

271 pssessmentIofISpvtIinItranscriptIidentificationWIGenomebResearchUI2003UIZbUIZaYbVZd 9.7 52

270 βrecursorIStatesIofIqrainITumorIxnitiatingIrellI–inesIpreIβredictiveIofISurvival´ inIXenograftsIandI
pssociatedIwithIvlioblastomaISubtypesWIStembCellbReportsUI2015UIdUIZVh 8 51

269 xntegratedIgenomeIandItranscriptomeIsequencingIidentifiesIaInovelIformIofIhybridIandIaggressiveI
prostateIcancerWIJournalbofbPathologyUI2012UIaafUIdbVeZ 9.4 51

268 xnterpretationIofIdiagnosticIlaboratoryItestsIforIsevereIacuteIrespiratoryIsyndromeiItheITorontoI
experienceWICmajUI2004UIZfYUIcfVdc 3.5 51

267 SystematicIsequencingIofIcsNpIclonesIusingItheItransposonITndWINucleicbAcidsbResearchUI2002UIbYUIacehVff20.1 50

266 xdentificationIofInovelIlungIgenesIinIbronchialIepitheliumIbyIserialIanalysisIofIgeneIexpressionWI
AmericanbJournalbofbRespiratorybCellbandbMolecularbBiologyUI2006UIbdUIedZVeZ 5.7 48

265 pInovelImutationIinIttsIassociatedIwithIovergrowthWIJournalbofbHumanbGeneticsUI2015UIeYUIbbhVca 4.3 46

264 pIwematogenousIRouteIforI edulloblastomaI–eptomeningealI etastasesWICellUI2018UIZfaUIZYdYVZYeaWeZc56.2 46

263 wypomorphicItemperatureVsensitiveIallelesIofINSsw–IcauseIrzIsyndromeWIAmericanbJournalbofb
HumanbGeneticsUI2010UIgfUIhYdVZc 11 46

262 tpigeneticIandItranscriptionalIdeterminantsIofItheIhumanIbreastWINaturebCommunicationsUI2015UIeUIebdZ17.4 44

261
TranscriptomeIresourcesIandIfunctionalIcharacterizationIofImonoterpeneIsynthasesIforItwoIhostI
speciesIofItheImountainIpineIbeetleUIlodgepoleIpineIQβinusIcontortaRIandIjackIpineIQβinusI
banksianaRWIBMCbPlantbBiologyUI2013UIZbUIgY

5.3 44

260 TheIgenomicIandItranscriptomicIlandscapeIofIanaplasticIthyroidIcanceriIimplicationsIforItherapyWI
BMCbCancerUI2015UIZdUIhgc 4.8 44

259 wighIqualityISNβIcallingIusingIxlluminaIdataIatIshallowIcoverageWIBioinformaticsUI2010UIaeUIZYahVbd 7.2 44

(2010-2019)
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258 pIsystematicIscreenIforIgenesIexpressedIinIdefinitiveIendodermIbyISerialIpnalysisIofIveneI
txpressionIQSpvtRWIBMCbDevelopmentalbBiologyUI2007UIfUIha 3.1 44

257 SequenceIbiasesIinIlargeIscaleIgeneIexpressionIprofilingIdataWINucleicbAcidsbResearchUI2006UIbcUIegb 20.1 44

256 rppVVcompatibleI iniβromotersIforIrestrictedIexpressionIinItheIbrainIandIeyeWIMolecularbBrainUI
2016UIhUIda 4.5 43

255 rompleteIgenomicIlandscapeIofIaIrecurringIsporadicIparathyroidIcarcinomaWIJournalbofbPathologyUI
2013UIabYUIachVeY 9.4 43

254 pqySSVtxploreriIvisualizingIgenomeIsequenceIassembliesWIIEEEbTransactionsbonbVisualizationbandb
ComputerbGraphicsUI2009UIZdUIggZVg 4 43

253 venerationIofIaIwheatIleafIrustUIβucciniaItriticinaUItSTIdatabaseIfromIstageVspecificIcsNpIlibrariesWI
MolecularbPlantbPathologyUI2007UIgUIcdZVef 5.7 43

252 TranscriptomeIanalysisIforIraenorhabditisIelegansIbasedIonInovelIexpressedIsequenceItagsWIBMCb
BiologyUI2008UIeUIbY 7.3 43

251  olecularIphenotypingIofIthyroidItumorsIidentifiesIaImarkerIpanelIforIdifferentiatedIthyroidI
cancerIdiagnosisWIAnnalsbofbSurgicalbOncologyUI2008UIZdUIagZZVae 3.1 43

250 xdentificationIbyIfullVcoverageIarrayIrvwIofIhumanIsNpIcopyInumberIincreasesIrelativeItoI
chimpanzeeIandIgorillaWIGenomebResearchUI2006UIZeUIZfbVgZ 9.7 42

249 –uteolinIisIaInovelIphYIribosomalISeIkinaseIQRSzRIinhibitorIthatIsuppressesINotchcIsignalingIbyI
blockingItheIactivationIofIYVboxIbindingIproteinVZIQYqVZRWIOncotargetUI2013UIcUIbahVcd 3.3 42

248 vliomaVderivedIx–VbbIorchestratesIanIinflammatoryIbrainItumorImicroenvironmentIthatIacceleratesI
gliomaIprogressionWINaturebCommunicationsUI2020UIZZUIchhf 17.4 42

247
xntegratedIvenomicIandIuunctionalImicroRNpIpnalysisIxdentifiesImiRVbYVdpIasIaITumorISuppressorI
andIβotentialITherapeuticINanomedicineIinIweadIandINeckIrancerWIClinicalbCancerbResearchUI2019UI
adUIageYVagfb

12.9 41

246 ürganellarIvenomesIofIWhiteISpruceIQβiceaIglaucaRiIpssemblyIandIpnnotationWIGenomebBiologybandb
EvolutionUI2015UIgUIahVcZ 3.9 40

245 xdentificationIandIpnalysesIofItxtraVrranialIandIrranialIRhabdoidITumorI olecularISubgroupsI
RevealITumorsIwithIrytotoxicITIrellIxnfiltrationWICellbReportsUI2019UIahUIabbgVabdcWef 10.6 40

244
venerationIofItSTsIinIVitisIviniferaIwineIgrapeIQrabernetISauvignonRIandItableIgrapeIQ uscatI
wamburgRIandIdiscoveryIofInewIcandidateIgenesIwithIpotentialIrolesIinIberryIdevelopmentWIGeneUI
2007UIcYaUIcYVdY

3.8 40

243 pssessmentIandIintegrationIofIpubliclyIavailableISpvtUIcsNpImicroarrayUIandIoligonucleotideI
microarrayIexpressionIdataIforIglobalIcoexpressionIanalysesWIGenomicsUI2005UIgeUIcfeVgg 4.3 40

242 pVtoVxImiRVbfgaVbpIeditingIcanIpreventImelanomaIprogressionIviaIregulationIofIβpRVpIexpressionWI
NaturebCommunicationsUI2018UIhUIceZ 17.4 39

241 pIsomaticIreferenceIstandardIforIcancerIgenomeIsequencingWIScientificbReportsUI2016UIeUIaceYf 4.9 39
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240 –ossIofItheINotchIeffectorIRqβyIpromotesItumorigenesisWIJournalbofbExperimentalbMedicineUI2015UI
aZaUIbfVda 16.6 39

239 βolyVgeneIfusionItranscriptsIandIchromothripsisIinIprostateIcancerWIGenesbChromosomesbandbCancerUI
2012UIdZUIZZccVdb 5 39

238 xntegratedIandIsequenceVorderedIqprVIandIYprVbasedIphysicalImapsIforItheIratIgenomeWIGenomeb
ResearchUI2004UIZcUIfeeVfh 9.7 39

237 miRVdYhVbpIisIclinicallyIsignificantIandIstronglyIattenuatesIcellularImigrationIandImultiVcellularI
spheroidsIinIovarianIcancerWIOncotargetUI2016UIfUIadhbYVcg 3.3 39

236 xdentificationIandIanalysisIofImurineIpancreaticIisletIenhancersWIDiabetologiaUI2013UIdeUIdcaVda 10.3 38

235 rellIcycleIregulatorsIshowIdiagnosticIandIprognosticIutilityIforIdifferentiatedIthyroidIcancerWIAnnalsb
ofbSurgicalbOncologyUI2007UIZcUIbcYbVZZ 3.1 38

234 siscoverySpaceiIanIinteractiveIdataIanalysisIapplicationWIGenomebBiologyUI2007UIgUIRe 18.3 38

233 SüXhImodulatesItheIexpressionIofIkeyItranscriptionIfactorsIrequiredIforIheartIvalveIdevelopmentWI
DevelopmentbjCambridgekUI2015UIZcaUIcbcYVdY 6.6 37

232 VisRseqiIRVbasedIvisualIframeworkIforIanalysisIofIsequencingIdataWIBMCbBioinformaticsUI2015UIZeI
SupplIZZUISa 3.6 37

231 ypvuaRiIjunctionIalignmentsItoIgenomeIforIRNpVseqIreadsWIPLoSbONEUI2014UIhUIeZYabhg 3.7 37

230 setectionIandImanagementIofIhypothyroidismIfollowingIthyroidIlobectomyiIevaluationIofIaIclinicalI
algorithmWIAnnalsbofbSurgicalbOncologyUI2011UIZgUIadcgVdc 3.1 37

229  olecularIdecoyItoItheIYVboxIbindingIproteinVZIsuppressesItheIgrowthIofIbreastIandIprostateI
cancerIcellsIwhilstIsparingInormalIcellIviabilityWIPLoSbONEUI2010UIdUIeZaeeZ 3.7 37

228
venerationIandIannotationIofIlodgepoleIpineIandIoleoresinVinducedIexpressedIsequencesIfromItheI
blueVstainIfungusIüphiostomaIclavigerumUIaI ountainIβineIqeetleVassociatedIpathogenWIFEMSb
MicrobiologybLettersUI2007UIaefUIZdZVg

2.9 37

227 SystemVlevelIanalysisIofIneuroblastomaItumorVinitiatingIcellsIimplicatesIpURzqIasIaInovelIdrugI
targetIforIneuroblastomaWIClinicalbCancerbResearchUI2010UIZeUIcdfaVga 12.9 36

226 xdentificationIandIanalysisIofIinternalIpromotersIinIraenorhabditisIelegansIoperonsWIGenomeb
ResearchUI2007UIZfUIZcfgVgd 9.7 36

225 qiomarkerIpanelIdiagnosisIofIthyroidIcanceriIaIcriticalIreviewWIExpertbReviewbofbAnticancerbTherapyUI
2008UIgUIZbhhVcZb 3.5 35

224 TigmintiIcorrectingIassemblyIerrorsIusingIlinkedIreadsIfromIlargeImoleculesWIBMCbBioinformaticsUI
2018UIZhUIbhb 3.6 35

223 βanVcancerIanalysisIofIadvancedIpatientItumorsIrevealsIinteractionsIbetweenItherapyIandIgenomicI
landscapesWWINaturebCancerUI2020UIZUIcdaVceg 15.4 34

(2020-2015)
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222 tvolutionIofIgeneIstructureIinItheIconiferIβiceaIglaucaiIaIcomparativeIanalysisIofItheIimpactIofI
intronIsizeWIBMCbPlantbBiologyUI2014UIZcUIhd 5.3 34

221 xdentificationIofIaIputativeITdpZIinhibitorIQrsYYdYhRIbyIinIvitroIandIcellVbasedIassaysWIJournalbofb
BiomolecularbScreeningUI2014UIZhUIZbfaVga 34

220 βredictionIofIgenomicIfunctionalIelementsWIAnnualbReviewbofbGenomicsbandbHumanbGeneticsUI2006UI
fUIbZdVbg 9.7 34

219 βhysicalImapsIforIgenomeIanalysisIofIserotypeIpIandIsIstrainsIofItheIfungalIpathogenI
rryptococcusIneoformansWIGenomebResearchUI2002UIZaUIZccdVdb 9.7 34

218 TargetedIrNSIseliveryIUsingIwumanI iniβromotersIandIsemonstratedIrompatibilityIwithI
pdenoVpssociatedIViralIVectorsWIMolecularbTherapybobMethodsbandbClinicalbDevelopmentUI2014UIZUId 6.4 33

217 SourcesIofIerroneousIsequencesIandIartifactIchimericIreadsIinInextIgenerationIsequencingIofI
genomicIsNpIfromIformalinVfixedIparaffinVembeddedIsamplesWINucleicbAcidsbResearchUI2019UIcfUIeZa 20.1 33

216 βyruvateIzinaseIxnhibitsIβroliferationIduringIβostnatalIrerebellarINeurogenesisIandISuppressesI
 edulloblastomaIuormationWICancerbResearchUI2017UIffUIbaZfVbabY 10.1 32

215 rharacterizationIofItheIletVedbIgeneIinIraenorhabditisIelegansWIMolecularbGeneticsbandbGenomicsUI
1995UIacgUIfZhVae 32

214 pIcomparisonIofIparallelIpyrosequencingIandIsangerIcloneVbasedIsequencingIandIitsIimpactIonItheI
characterizationIofItheIgeneticIdiversityIofIwxVVZWIPLoSbONEUI2011UIeUIeaefcd 3.7 32

213 βersonalizedIoncogenomicsiIclinicalIexperienceIwithImalignantIperitonealImesotheliomaIusingI
wholeIgenomeIsequencingWIPLoSbONEUI2015UIZYUIeYZZhegh 3.7 32

212 UpdatedIgenomeIassemblyIandIannotationIofIβaenibacillusIlarvaeUItheIagentIofIpmericanI
foulbroodIdiseaseIofIhoneyIbeesWIBMCbGenomicsUI2011UIZaUIcdY 4.5 31

211 venomeVwideIidentificationIofIsNpVproteinIinteractionsIusingIchromatinIimmunoprecipitationI
coupledIwithIflowIcellIsequencingWIJournalbofbEndocrinologyUI2009UIaYZUIZVZb 4.7 31

210 –argeVscaleIproductionIofISpvtIlibrariesIfromImicrodissectedItissuesUIflowVsortedIcellsUIandIcellI
linesWIGenomebResearchUI2007UIZfUIZYgVZe 9.7 31

209 seterminantsIofITcVhhmIsestamibiISβtrTIscanIsensitivityIinIprimaryIhyperparathyroidismWIAmericanb
JournalbofbSurgeryUI2010UIZhhUIeZcVaY 2.7 30

208 xdentificationIofItranscriptsIwithIenrichedIexpressionIinItheIdevelopingIandIadultIpancreasWIGenomeb
BiologyUI2008UIhUIRhh 18.3 30

207 nttditiIscalableIgenomeIsequenceIpolishingWIBioinformaticsUI2019UIbdUIccbYVccba 7.2 29

206 sifferentialIrolesIofIRtTIisoformsIinImedullaryIandIpapillaryIthyroidIcarcinomasWIEndocrineoRelatedb
CancerUI2017UIacUIdbVeh 5.7 29

205 TextVminingIassistedIregulatoryIannotationWIGenomebBiologyUI2008UIhUIRbZ 18.3 29
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204 RetrospectiveIreviewIusingItargetedIdeepIsequencingIrevealsImutationalIdifferencesIbetweenI
gastroesophagealIjunctionIandIgastricIcarcinomasWIBMCbCancerUI2015UIZdUIba 4.8 28

203 TheIvenomeIofItheIqelugaIWhaleIQselphinapterusIleucasRWIGenesUI2017UIgUI 4.2 28
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