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p Paper IF Citations

161 TheKhumanKdiseaseKnetworkZKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaXK2007XKcbfXKjhjgYkb 11.5 2380

160 TowardsKaKproteomeYscaleKmapKofKtheKhumanKproteinYproteinKinteractionKnetworkZKNatureXK2005XK
feiXKccieYj 50.4 2287

159 sKmapKofKtheKinteractomeKnetworkKofKtheKmetazoanKuZKelegansZKScienceXK2004XKebeXKgfbYe 33.3 1398

158 wvidenceKforKdynamicallyKorganizedKmodularityKinKtheKyeastKproteinYproteinKinteractionKnetworkZK
NatureXK2004XKfebXKjjYke 50.4 1381

157 vrugYtargetKnetworkZKNatureiBiotechnologyXK2007XKdgXKccckYdh 44.5 1328

156 InteractomeKnetworksKandKhumanKdiseaseZKCellXK2011XKcffXKkjhYkj 56.2 1187

155 zighYqualityKbinaryKproteinKinteractionKmapKofKtheKyeastKinteractomeKnetworkZKScienceXK2008XKeddXKcbfYcb33.3 1100

154 sKproteomeYscaleKmapKofKtheKhumanKinteractomeKnetworkZKCellXK2014XKcgkXKcdcdYcddh 56.2 898

153 viseaseKnetworksZKUncoveringKdiseaseYdiseaseKrelationshipsKthroughKtheKincompleteKinteractomeZK
ScienceXK2015XKefiXKcdgihbc 33.3 767

152 wvidenceKforKnetworkKevolutionKinKanKsrabidopsisKinteractomeKmapZKScienceXK2011XKeeeXKhbcYi 33.3 689

151 snKempiricalKframeworkKforKbinaryKinteractomeKmappingZKNatureiMethodsXK2009XKhXKjeYkb 21.6 674

150 ProteinKinteractionKmappingKinKuZKelegansKusingKproteinsKinvolvedKinKvulvalKdevelopmentZKScienceXK
2000XKdjiXKcchYdd 33.3 659

149 sKproteinYproteinKinteractionKnetworkKforKhumanKinheritedKataxiasKandKdisordersKofKPurkinjeKcellK
degenerationZKCellXK2006XKcdgXKjbcYcf 56.2 637

148 IndependentlyKevolvedKvirulenceKeffectorsKconvergeKontoKhubsKinKaKplantKimmuneKsystemKnetworkZK
ScienceXK2011XKeeeXKgkhYhbc 33.3 601

147 uorrelationKbetweenKtranscriptomeKandKinteractomeKmappingKdataKfromKSaccharomycesKcerevisiaeZK
NatureiGeneticsXK2001XKdkXKfjdYh 36.3 517

146  etworkKmodelingKlinksKbreastKcancerKsusceptibilityKandKcentrosomeKdysfunctionZKNatureiGeneticsXK
2007XKekXKceejYfk 36.3 516

145 ysTwWsYKrecombinationalKcloninglKapplicationKtoKtheKcloningKofKlargeKnumbersKofKopenKreadingK
framesKorKαRxeomesZKMethodsiiniEnzymologyXK2000XKedjXKgigYkd 1.7 496
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144 IntrinsicKdisorderKisKaKcommonKfeatureKofKhubKproteinsKfromKfourKeukaryoticKinteractomesZKPLoSi
ComputationaliBiologyXK2006XKdXKecbb 5 435

143 snnotationKtransferKbetweenKgenomeslKproteinYproteinKinterologsKandKproteinYv sKregulogsZK
GenomeiResearchXK2004XKcfXKccbiYcj 9.7 400

142 ProtoYgenesKandKdeKnovoKgeneKbirthZKNatureXK2012XKfjiXKeibYf 50.4 379

141 sKpublicKgenomeYscaleKlentiviralKexpressionKlibraryKofKhumanKαRxsZKNatureiMethodsXK2011XKjXKhgkYhc 21.6 373

140
ReverseKtwoYhybridKandKoneYhybridKsystemsKtoKdetectKdissociationKofKproteinYproteinKandK
v sYproteinKinteractionsZKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaXK1996XKkeXKcbecgYdb

11.5 372

139 IntegratingKSomicSKinformationlKaKbridgeKbetweenKgenomicsKandKsystemsKbiologyZKTrendsiiniGeneticsXK
2003XKckXKggcYhb 8.5 363

138 IdentificationKofKpotentialKinteractionKnetworksKusingKsequenceYbasedKsearchesKforKconservedK
proteinYproteinKinteractionsKorKMinterologsMZKGenomeiResearchXK2001XKccXKdcdbYh 9.7 344

137 WidespreadKmacromolecularKinteractionKperturbationsKinKhumanKgeneticKdisordersZKCellXK2015XKchcXKhfiYhhb56.2 343

136 snKexperimentallyKderivedKconfidenceKscoreKforKbinaryKproteinYproteinKinteractionsZKNaturei
MethodsXK2009XKhXKkcYi 21.6 342

135 zowKmanyKhumanKproteoformsKareKthereqZKNatureiChemicaliBiologyXK2018XKcfXKdbhYdcf 11.7 324

134 wdxYfKandKwdxYgXKtwoKmembersKofKtheKwdxKfamilyXKareKexpressedKinKtheKearlyKphasesKofKtheKcellKcycleZK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXK1995XKkdXKdfbeYi 11.5 319

133 sKchaperomeKsubnetworkKsafeguardsKproteostasisKinKagingKandKneurodegenerativeKdiseaseZKCelli
ReportsXK2014XKkXKccegYgb 10.6 317

132 uZKelegansKαRxeomeKversionKcZclKexperimentalKverificationKofKtheKgenomeKannotationKandKresourceK
forKproteomeYscaleKproteinKexpressionZKNatureiGeneticsXK2003XKefXKegYfc 36.3 310

131 WidespreadKwxpansionKofKProteinKInteractionKuapabilitiesKbyKslternativeKSplicingZKCellXK2016XKchfXKjbgYci56.2 308

130 InterpretingKcancerKgenomesKusingKsystematicKhostKnetworkKperturbationsKbyKtumourKvirusK
proteinsZKNatureXK2012XKfjiXKfkcYg 50.4 294

129 wpsteinYtarrKvirusKandKvirusKhumanKproteinKinteractionKmapsZKProceedingsiofitheiNationaliAcademyi
ofiSciencesiofitheiUnitediStatesiofiAmericaXK2007XKcbfXKihbhYcc 11.5 293

128 InteractomelKgatewayKintoKsystemsKbiologyZKHumaniMoleculariGeneticsXK2005XKcfKSpecK oZKdXKRcicYjc 5.6 285

127 wdgeticKperturbationKmodelsKofKhumanKinheritedKdisordersZKMoleculariSystemsiBiologyXK2009XKgXKedc 12.2 278

(2009-2006)
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126 sKreferenceKmapKofKtheKhumanKbinaryKproteinKinteractomeZKNatureXK2020XKgjbXKfbdYfbj 50.4 269

125 wffectKofKsamplingKonKtopologyKpredictionsKofKproteinYproteinKinteractionKnetworksZKNaturei
BiotechnologyXK2005XKdeXKjekYff 44.5 253

124 uombinedKfunctionalKgenomicKmapsKofKtheKuZKelegansKv sKdamageKresponseZKScienceXK2002XKdkgXKcdiYec33.3 253

123
sKnovelKmemberKofKtheKRI yKfingerKfamilyXK“RIPYcXKassociatesKwithKtheK“RstYsKtranscriptionalK
repressorKdomainKofKzincKfingerKproteinsZKProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaXK1996XKkeXKcgdkkYebf

11.5 243

122 uonvergentKtargetingKofKaKcommonKhostKproteinYnetworkKbyKpathogenKeffectorsKfromKthreeK
kingdomsKofKlifeZKCelliHostiandiMicrobeXK2014XKchXKehfYig 23.4 242

121  etworkYbasedKinKsilicoKdrugKefficacyKscreeningZKNatureiCommunicationsXK2016XKiXKcbeec 17.4 240

120 ”iteratureYcuratedKproteinKinteractionKdatasetsZKNatureiMethodsXK2009XKhXKekYfh 21.6 237

119 hαRxeomeKveZclKaKresourceKofKhumanKopenKreadingKframesKrepresentingKoverKcbXbbbKhumanKgenesZK
GenomicsXK2007XKjkXKebiYcg 4.3 229

118 PredictiveKmodelsKofKmolecularKmachinesKinvolvedKinKuaenorhabditisKelegansKearlyKembryogenesisZK
NatureXK2005XKfehXKjhcYg 50.4 225

117 wmpiricallyKcontrolledKmappingKofKtheKuaenorhabditisKelegansKproteinYproteinKinteractomeK
networkZKNatureiMethodsXK2009XKhXKfiYgf 21.6 224

116 ScreeningKpatientsKforKheterozygousKpgeKmutationsKusingKaKfunctionalKassayKinKyeastZKNaturei
GeneticsXK1993XKgXKcdfYk 36.3 224

115 zighYthroughputKyeastKtwoYhybridKassaysKforKlargeYscaleKproteinKinteractionKmappingZKMethodsXK
2001XKdfXKdkiYebh 4.6 208

114  extYgenerationKsequencingKtoKgenerateKinteractomeKdatasetsZKNatureiMethodsXK2011XKjXKfijYjb 21.6 191

113 uombiningKbiologicalKnetworksKtoKpredictKgeneticKinteractionsZKProceedingsiofitheiNationaliAcademyi
ofiSciencesiofitheiUnitediStatesiofiAmericaXK2004XKcbcXKcghjdYi 11.5 190

112 zumanKαRxeomeKversionKcZclKaKplatformKforKreverseKproteomicsZKGenomeiResearchXK2004XKcfXKdcdjYeg 9.7 182

111 sKbiologicalKatlasKofKfunctionalKmapsZKCellXK2001XKcbfXKeeeYk 56.2 165

110 sKgatewayYcompatibleKyeastKoneYhybridKsystemZKGenomeiResearchXK2004XKcfXKdbkeYcbc 9.7 162

109 sKproteinKdomainYbasedKinteractomeKnetworkKforKuZKelegansKearlyKembryogenesisZKCellXK2008XKcefXKgefYfg56.2 161
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108 IntegratingKinteractomeXKphenomeXKandKtranscriptomeKmappingKdataKforKtheKuZKelegansKgermlineZK
CurrentiBiologyXK2002XKcdXKckgdYj 6.3 157

107  etworkYbasedKpredictionKofKproteinKinteractionsZKNatureiCommunicationsXK2019XKcbXKcdfb 17.4 156

106 sKproteinYproteinKinteractionKmapKofKtheKuaenorhabditisKelegansKdhSKproteasomeZKEMBOiReportsXK
2001XKdXKjdcYj 6.5 156

105 αpenYreadingYframeKsequenceKtagsKTαSTsUKsupportKtheKexistenceKofKatKleastKciXebbKgenesKinKuZK
elegansZKNatureiGeneticsXK2001XKdiXKeedYh 36.3 145

104 vominantYnegativeKpgeKmutationsKselectedKinKyeastKhitKcancerKhotKspotsZKProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXK1996XKkeXKfbkcYg 11.5 135

103 sKfirstKversionKofKtheKuaenorhabditisKelegansKPromoteromeZKGenomeiResearchXK2004XKcfXKdchkYig 9.7 133

102 snalysisKofKtheKhumanKwdKubiquitinKconjugatingKenzymeKproteinKinteractionKnetworkZKGenomei
ResearchXK2009XKckXKckbgYcc 9.7 124

101 ProteinKinteractionKmapsKforKmodelKorganismsZKNatureiReviewsiMoleculariCelliBiologyXK2001XKdXKggYhd 48.7 118

100 IncreasingKspecificityKinKhighYthroughputKyeastKtwoYhybridKexperimentsZKMethodsXK2004XKedXKeheYib 4.6 117

99 SystematicKinteractomeKmappingKandKgeneticKperturbationKanalysisKofKaKuZKelegansKTyxYbetaK
signalingKnetworkZKMoleculariCellXK2004XKceXKfhkYjd 17.6 115

98 sKdiseaseKmoduleKinKtheKinteractomeKexplainsKdiseaseKheterogeneityXKdrugKresponseKandKcapturesK
novelKpathwaysKandKgenesKinKasthmaZKHumaniMoleculariGeneticsXK2015XKdfXKebbgYdb 5.6 108

97 –ycobacteriumKtuberculosisKtypeKVIIKsecretedKeffectorKwsxzKtargetsKhostKwSuRTKtoKimpairK
traffickingZKPLoSiPathogensXK2013XKkXKecbbeief 7.6 108

96 zighYqualityKbinaryKinteractomeKmappingZKMethodsiiniEnzymologyXK2010XKfibXKdjcYecg 1.7 104

95 wdgotypelKaKfundamentalKlinkKbetweenKgenotypeKandKphenotypeZKCurrentiOpinioniiniGeneticsiandi
DevelopmentXK2013XKdeXKhfkYgi 4.9 103

94 InsightKintoKtranscriptionKfactorKgeneKduplicationKfromKuaenorhabditisKelegansK
PromoteromeYdrivenKexpressionKpatternsZKBMCiGenomicsXK2007XKjXKdi 4.5 103

93 ProteinKinteractionKnetworkKofKalternativelyKsplicedKisoformsKfromKbrainKlinksKgeneticKriskKfactorsK
forKautismZKNatureiCommunicationsXK2014XKgXKehgb 17.4 101

92 YeastKtwoYhybridKsystemsKandKproteinKinteractionKmappingKprojectsKforKyeastKandKwormZKYeastXK
2000XKciXKjjYkf 3.4 101

91 uZKelegansKαRxeomeKversionKeZclKincreasingKtheKcoverageKofKαRxeomeKresourcesKwithKimprovedK
geneKpredictionsZKGenomeiResearchXK2004XKcfXKdbhfYk 9.7 97

(2004-2002)
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90 ProteomeYScaleKzumanKInteractomicsZKTrendsiiniBiochemicaliSciencesXK2017XKfdXKefdYegf 10.3 95

89 SpatiotemporalKchpccZdKproteinKnetworkKimplicatesKcorticalKlateKmidYfetalKbrainKdevelopmentKandK
“uTvceYuuleYRhosKpathwayKinKpsychiatricKdiseasesZKNeuronXK2015XKjgXKifdYgf 13.9 94

88 InteractomeKmodelingZKFEBSiLettersXK2005XKgikXKcjefYj 3.8 94

87 ViralKperturbationsKofKhostKnetworksKreflectKdiseaseKetiologyZKPLoSiComputationaliBiologyXK2012XKjXKecbbdgec5 90

86 sKnovelKhumanKvnaJKproteinXKhTidYcXKaKhomologKofKtheKvrosophilaKtumorKsuppressorKproteinKTidghXK
canKinteractKwithKtheKhumanKpapillomavirusKtypeKchKwiKoncoproteinZKVirologyXK1998XKdfiXKifYjg 3.6 90

85 sKunifyingKviewKofKdcstKcenturyKsystemsKbiologyZKFEBSiLettersXK2009XKgjeXKejkcYf 3.8 87

84 sKgenomeYwideKpositioningKsystemsKnetworkKalgorithmKforKinKsilicoKdrugKrepurposingZKNaturei
CommunicationsXK2019XKcbXKefih 17.4 82

83 zumanKgeneYcenteredKtranscriptionKfactorKnetworksKforKenhancersKandKdiseaseKvariantsZKCellXK2015XK
chcXKhhcYhie 56.2 80

82 SurveyKofKvariationKinKhumanKtranscriptionKfactorsKrevealsKprevalentKv sKbindingKchangesZKScienceXK
2016XKegcXKcfgbYcfgf 33.3 78

81 ProspectsKforKdrugKscreeningKusingKtheKreverseKtwoYhybridKsystemZKTrendsiiniBiotechnologyXK1999XK
ciXKeifYjc 15.1 78

80 yenomeYScaleK etworksK”inkK eurodegenerativeKviseaseKyenesKtoK˛–YSynucleinKthroughKSpecificK
–olecularKPathwaysZKCelliSystemsXK2017XKfXKcgiYcibZecf 10.6 76

79 zSPkbKShapesKtheKuonsequencesKofKzumanKyeneticKVariationZKCellXK2017XKchjXKjghYjhhZecd 56.2 75

78 sKframeworkKforKexhaustivelyKmappingKfunctionalKmissenseKvariantsZKMoleculariSystemsiBiologyXK
2017XKceXKkgi 12.2 69

77 SelectingKcausalKgenesKfromKgenomeYwideKassociationKstudiesKviaKfunctionallyKcoherentK
subnetworksZKNatureiMethodsXK2015XKcdXKcgfYk 21.6 68

76 SystematicKscreeningKrevealsKaKroleKforKtRuscKinKtheKresponseKtoKtranscriptionYassociatedKv sK
damageZKGenesiandiDevelopmentXK2014XKdjXKckgiYig 12.6 66

75 snKextendedKsetKofKyeastYbasedKfunctionalKassaysKaccuratelyKidentifiesKhumanKdiseaseKmutationsZK
GenomeiResearchXK2016XKdhXKhibYjb 9.7 65

74 SwdgeticSKperturbationKofKaKuZKelegansKtu”dKorthologZKNatureiMethodsXK2009XKhXKjfeYk 21.6 63

73 αRxeomeKcloningKandKsystemsKbiologylKstandardizedKmassKproductionKofKtheKpartsKfromKtheK
partsYlistZKGenomeiResearchXK2004XKcfXKdbbcYk 9.7 63

Marc Vidal

6



72 zumanKTKcellKleukemiaKvirusKtypeKcKTaxKassociatesKwithKaKmolecularKchaperoneKcomplexKcontainingK
hTidYcKandKzspibZKCurrentiBiologyXK2001XKccXKciicYg 6.3 63

71 zostYpathogenKinteractomeKmappingKforKzT”VYcKandKYdKretrovirusesZKRetrovirologyXK2012XKkXKdh 3.6 62

70 InKSituKPeroxidaseK”abelingKandK–assYSpectrometryKuonnectsKslphaYSynucleinKvirectlyKtoKwndocyticK
TraffickingKandKmR sK–etabolismKinK euronsZKCelliSystemsXK2017XKfXKdfdYdgbZef 10.6 61

69 sKZebrafishKyeneticKScreenKIdentifiesK euromedinKUKasKaKRegulatorKofKSleepaWakeKStatesZKNeuronXK
2016XKjkXKjfdYgh 13.9 59

68 PooledYmatrixKproteinKinteractionKscreensKusingKtarcodeKxusionKyeneticsZKMoleculariSystemsi
BiologyXK2016XKcdXKjhe 12.2 59

67 –ultiplexKsingleYmoleculeKinteractionKprofilingKofKv sYbarcodedKproteinsZKNatureXK2014XKgcgXKggfYi 50.4 56

66 “nockingKoutKmultigeneKredundanciesKviaKcyclesKofKsexualKassortmentKandKfluorescenceKselectionZK
NatureiMethodsXK2011XKjXKcgkYhf 21.6 54

65 –appingKtranscriptionKfactorKinteractomeKnetworksKusingKzaloTagKproteinKarraysZKProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXK2016XKcceXKwfdejYfi 11.5 52

64 TheKyeastKtwoYhybridKassaylKstillKfindingKconnectionsKafterKdgKyearsZKNatureiMethodsXK2014XKccXKcdbeYh 21.6 52

63 vynamicKRoleKofKtransKRegulationKofKyeneKwxpressionKinKRelationKtoKuomplexKTraitsZKAmericani
JournaliofiHumaniGeneticsXK2017XKcbbXKgicYgjb 11 50

62 sPIvKdatabaselKredefiningKproteinYproteinKinteractionKexperimentalKevidencesKandKbinaryK
interactomesZKDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationXK2019XKdbckXK 5 50

61 srrayK–sPPITlKhighYthroughputKinteractomeKanalysisKinKmammalianKcellsZKJournaliofiProteomei
ResearchXK2009XKjXKjiiYjh 5.6 48

60 sKgeneticKstrategyKtoKeliminateKselfYactivatorKbaitsKpriorKtoKhighYthroughputKyeastKtwoYhybridK
screensZKGenomeiResearchXK1999XKkXKccdjYef 9.7 48

59 SzeKinteractomeKconservesKgeneralKfunctionKoverKspecificKformZKMoleculariSystemsiBiologyXK2013XKkXKhgd 12.2 47

58 ProteinKdomainYlevelKlandscapeKofKcancerYtypeYspecificKsomaticKmutationsZKPLoSiComputationali
BiologyXK2015XKccXKecbbfcfi 5 46

57 InSitelKaKcomputationalKmethodKforKidentifyingKproteinYproteinKinteractionKbindingKsitesKonKaK
proteomeYwideKscaleZKGenomeiBiologyXK2007XKjXKRckd 18.3 45

56 uomparativeKanalysisKofKvirusYhostKinteractomesKwithKaKmammalianKhighYthroughputKproteinK
complementationKassayKbasedKonKyaussiaKprincepsKluciferaseZKMethodsXK2012XKgjXKefkYgk 4.6 43

55
InteractomeKmappingKofKtheKphosphatidylinositolKeYkinaseYmammalianKtargetKofKrapamycinK
pathwayKidentifiesKdeformedKepidermalKautoregulatoryKfactorYcKasKaKnewKglycogenKsynthaseK
kinaseYeKinteractorZKMoleculariandiCellulariProteomicsXK2010XKkXKcgijYke

7.6 43

(2010-2001)
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54 IdentificationKofKxs–cccsKasKanKSVfbKhostKrangeKrestrictionKandKadenovirusKhelperKfactorZKPLoSi
PathogensXK2012XKjXKecbbdkfk 7.6 40

53 sKcomprehensiveKlibraryKofKhumanKtranscriptionKfactorsKforKcellKfateKengineeringZKNaturei
BiotechnologyXK2021XKekXKgcbYgck 44.5 40

52 –wuPdKIsKaKxrequentlyKsmplifiedKαncogeneKwithKaK ovelKwpigeneticK–echanismKThatK–imicsKtheK
RoleKofKsctivatedKRsSKinK–alignancyZKCanceriDiscoveryXK2016XKhXKfgYgj 24.4 35

51 ProteinKinteractionsKofKtheKtranscriptionKfactorKzoxacZKBMCiDevelopmentaliBiologyXK2012XKcdXKdk 3.1 33

50 ShiftedKTransversalKvesignKsmartYpoolingKforKhighKcoverageKinteractomeKmappingZKGenomei
ResearchXK2009XKckXKcdhdYk 9.7 31

49 snKinterYspeciesKproteinYproteinKinteractionKnetworkKacrossKvastKevolutionaryKdistanceZKMoleculari
SystemsiBiologyXK2016XKcdXKjhg 12.2 31

48 WorfvtlKtheKuaenorhabditisKelegansKαRxeomeKvatabaseZKNucleiciAcidsiResearchXK2003XKecXKdeiYfb 20.1 29

47 uomprehensiveKcharacterizationKofKproteinYproteinKinteractionsKperturbedKbyKdiseaseKmutationsZK
NatureiGeneticsXK2021XKgeXKefdYege 36.3 27

46 IsoformKdiscoveryKbyKtargetedKcloningXKSdeepYwellSKpoolingKandKparallelKsequencingZKNatureiMethods
XK2008XKgXKgkiYhbb 21.6 26

45 TheKtranscriptionKfactorKwRyKrecruitsKuuRfY αTKtoKcontrolKmR sKdecayKandKmitoticKprogressionZK
NatureiStructuraliandiMoleculariBiologyXK2016XKdeXKhheYid 17.6 25

44  etworkKsnalysisKofKUtwesawhsPYsssociatedKProteinsKProvidesKuonnectionsKtoKSeveralKvistinctK
uellularKProcessesZKJournaliofiMoleculariBiologyXK2018XKfebXKcbdfYcbgb 6.5 24

43 xromKgenomeKtoKproteomelKdevelopingKexpressionKcloneKresourcesKforKtheKhumanKgenomeZKHumani
MoleculariGeneticsXK2006XKcgKSpecK oKcXKRecYfe 5.6 24

42
zistoneKdeacetylaseYdependentKtranscriptionalKrepressionKbyKpRtKinKyeastKoccursKindependentlyKofK
interactionKthroughKtheK”XuXwKbindingKcleftZKProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaXK2001XKkjXKjidbYg

11.5 24

41 –aximizingKbinaryKinteractomeKmappingKwithKaKminimalKnumberKofKassaysZKNatureiCommunicationsXK
2019XKcbXKekbi 17.4 21

40 ProteinYproteinKinteractionsKandKnetworkslKforwardKandKreverseKedgeticsZKMethodsiiniMoleculari
BiologyXK2011XKigkXKckiYdce 1.4 20

39 vomainYbasedKpredictionKofKtheKhumanKisoformKinteractomeKprovidesKinsightsKintoKtheKfunctionalK
impactKofKalternativeKsplicingZKPLoSiComputationaliBiologyXK2017XKceXKecbbgici 5 20

38 IdentifyingKpathogenicityKofKhumanKvariantsKviaKparalogYbasedKyeastKcomplementationZKPLoSi
GeneticsXK2017XKceXKecbbhiik 6 19

37 –utationalKanalysisKofKtheKJKrecombinationKsignalKsequenceKbindingKproteinKTRtPYJUawpsteinYtarrK
virusKnuclearKantigenKdKTwt sdUKandKRtPYJa otchKinteractionZKFEBSiJournalXK2001XKdhjXKfhekYfh 19
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36 ProteomeYscaleKtinaryKInteractomicsKinKzumanKuellsZKMoleculariandiCellulariProteomicsXK2016XKcgXKehdfYehek7.6 18

35 PrecisionKmedicineKYKnetworksKtoKtheKrescueZKCurrentiOpinioniiniBiotechnologyXK2020XKheXKciiYcjk 11.4 17

34 sKproactiveKgenotypeYtoYpatientYphenotypeKmapKforKcystathionineKbetaYsynthaseZKGenomeiMedicine
XK2020XKcdXKce 14.4 17

33 sKmodelKofKeleganceZKAmericaniJournaliofiHumaniGeneticsXK1998XKheXKkggYhc 11 17

32 uhallengesKandKrecommendationsKforKepigenomicsKinKprecisionKhealthZKNatureiBiotechnologyXK2017XK
egXKccdjYcced 44.5 16

31 sKgreenKfluorescentKproteinYbasedKreverseKtwoYhybridKsystemlKapplicationKtoKtheKcharacterizationK
ofKlargeKnumbersKofKpotentialKproteinYproteinKinteractionsZKMethodsiiniEnzymologyXK2000XKedjXKifYjj 1.7 16

30 sKgenomeYwideKgeneKfunctionKpredictionKresourceKforKvrosophilaKmelanogasterZKPLoSiONEXK2010XKgXKecdcek3.7 16

29 uontrollabilityKinKanKisletKspecificKregulatoryKnetworkKidentifiesKtheKtranscriptionalKfactorK xsTufXK
whichKregulatesKTypeKdKviabetesKassociatedKgenesZKNpjiSystemsiBiologyiandiApplicationsXK2018XKfXKdg 5 14

28 YeastKTwoYzybridKSystemsKandKProteinKInteractionK–appingKProjectsKforKYeastKandKWormZKYeastXK
2000XKcXKjjYkf 3.4 13

27 sKreferenceKmapKofKtheKhumanKproteinKinteractome 13

26 ylobalKwdgeticKRewiringKinKuancerK etworksZKCelliSystemsXK2015XKcXKdgcYe 10.6 11

25 ylobalKsnalysisKofKIntercellularKzomeodomainKProteinKTransferZKCelliReportsXK2019XKdjXKicdYiddZee 10.6 11

24 UseKofKproteinYinteractionKmapsKtoKformulateKbiologicalKquestionsZKCurrentiOpinioniiniChemicali
BiologyXK2001XKgXKgiYhd 9.7 9

23 YeastKgeneticKinteractionKscreenKofKhumanKgenesKassociatedKwithKamyotrophicKlateralKsclerosislK
identificationKofK–sPd“gKkinaseKasKaKpotentialKdrugKtargetZKGenomeiResearchXK2017XKdiXKcfjiYcgbb 9.7 8

22 αRxKuaptureYSeqKasKaKversatileKmethodKforKtargetedKidentificationKofKfullYlengthKisoformsZKNaturei
CommunicationsXK2020XKccXKdedh 17.4 8

21 IntegratedKversionKofKreverseKtwoYhybridKsystemKforKtheKpostproteomicKeraZKMethodsiiniEnzymologyXK
2002XKegbXKgdgYfg 1.7 8

20  etworkYbasedKpredictionKofKproteinKinteractions 7

19
sKmassivelyKparallelKbarcodedKsequencingKpipelineKenablesKgenerationKofKtheKfirstKαRxeomeKandK
interactomeKmapKforKriceZKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaXK2020XKcciXKccjehYccjfd

11.5 6

(2020-2016)
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18 ReplyKtoKMvoesKmappingKrevealKcorrelationKbetweenKgeneKexpressionKandKproteinâ��proteinK
interactionqMZKNatureiGeneticsXK2003XKeeXKchYci 36.3 6

17 ProteinKInteractomicsKbyKTwoYzybridK–ethodsZKMethodsiiniMoleculariBiologyXK2018XKcikfXKcYcf 1.4 5

16 InteractomeK etworksK2013XKfgYhe 4

15 YeastYtasedKyeneticKInteractionKsnalysisKofKzumanK“inomeZKCellsXK2020XKkXK 7.9 3

14 sKProteinKvomainYtasedKInteractomeK etworkKforKuZ´ elegansKwarlyKwmbryogenesisZKCellXK2012XKcgcXKchee56.2 3

13 ReplyKtoKMwxhaustiveKbenchmarkingKofKtheKyeastKtwoYhybridKsystemMZKNatureiMethodsXK2010XKiXKhhjYhhj 21.6 3

12 slternativeKglycosylationKcontrolsKendoplasmicKreticulumKdynamicsKandKtubularKextensionKinK
mammalianKcellsZKScienceiAdvancesXK2021XKiXK 14.3 3

11 TheKzT”VYcKviralKoncoproteinsKTaxKandKztZKreprogramKtheKcellularKmR sKsplicingKlandscapeZKPLoSi
PathogensXK2021XKciXKecbbkkck 7.6 3

10 wxpandingKtheKstlasKofKxunctionalK–issenseKVariationKforKzumanKyenes 2

9 TowardsKanKâ��assayomeâ��KforKbinaryKinteractomeKmapping 2

8 InterrogationKofKkinaseKgeneticKinteractionsKprovidesKaKglobalKviewKofKPs“cYmediatedKsignalK
transductionKpathwaysZKJournaliofiBiologicaliChemistryXK2020XKdkgXKchkbhYchkck 5.4 2

7 sKmapKofKbinaryKSsRSYuoVYdKproteinKinteractionsKimplicatesKhostKimmuneKregulationKandKubiquitination 2

6 ReplyKtoKTowardKtheKcompleteKinteractomeZKNatureiBiotechnologyXK2006XKdfXKhcgYhcg 44.5 1

5 uontrollabilityKinKanKisletKspecificKregulatoryKnetworkKidentifiesKtheKtranscriptionalKfactorK xsTufXK
whichKregulatesKTypeKdKviabetesKassociatedKgenes 1

4 αpenPIPlKsnKαpenYsourceKPlatformKforKzostingXKVisualizingKandKsnalyzingKProteinKInteractionKvataZK
JournaliofiMoleculariBiologyXK2022XKchihbe 6.5 0

3  ewKviewsKofKoldKproteinslKclarifyingKtheKenigmaticKproteomeZKMoleculariandiCellulariProteomicsXK
2022XKcbbdgf 7.6 0

2 xorwardKandKReverseKProteomicsK2003XKdggYdih

1 InteractomeK etworksZKFASEBiJournalXK2008XKddXKdhdZc 0.9
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