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k Paper IF Citations

250 xenomeKinsightsKintoKtheKpharmaceuticalKandKplantKgrowthKpromotingKfeaturesKofKtheKnovelKspeciesK
NocardiaKalniKspZKnovZZKBMCaGenomicsXK2022XKcdXKha 4.5 4

249 ProposalKofKaKhealthKgutKmicrobiomeKindexKbasedKonKaKmetaYanalysisKofKKoreanKandKglobalK
populationKdatasetsZZKJournalaofaMicrobiologyXK2022XKb 3 0

248 rMuskKaKdatabaseKofKanimalKgutKmicrobialKcommunitiesKwithKmanuallyKcuratedKmetadataZKNucleica
AcidsaResearchXK2021XK 20.1 2

247 NrStUPkKNucleicKrcidKSequenceKtlassificationKbyKUniversalKProbabilityZKIEEEaAccessXK2021XKjXKbgchhjYbgchjb3.5

246 tharacterizationKofKxutKMicrobiomeKinKKoreanKPatientsKwithKMetabolicKrssociatedKwattyKLiverK
uiseaseZKNutrientsXK2021XKbdXK 6.7 4

245 TaxonomicKcompositionKandKvariationKinKtheKgutKmicrobiotaKofKlaboratoryKmiceZKMammalianaGenome
XK2021XKdcXKcjhYdba 3.2 1

244 zntroducingKvzrrzkKaKpipelineKforKhighKthroughputKcalculationsKofKprokaryoticKaverageKaminoKacidK
identityZKJournalaofaMicrobiologyXK2021XKfjXKehgYeia 3 23

243 UstxckKUpYtoYdateKbacterialKcoreKgenesKandKpipelineKforKphylogenomicKanalysisZKJournalaofa
MicrobiologyXK2021XKfjXKgajYgbf 3 15

242 vpidemiologicKLinkageKofKtOVzuYbjKOutbreaksKatKTwoKUniversityYaffiliatedKyospitalsKinKtheKSeoulK
MetropolitanKrreaKinKMarchKcacaZKJournalaofaKoreanaMedicalaScienceXK2021XKdgXKedi 4.7 1

241 VicPredkKrKxenotypeKPredictionKToolZKFrontiersainaMicrobiologyXK2021XKbcXKgjbijf 5.7 2

240 thangesKinKtheKzntestinalKMicrobiotaKofKPatientsKwithKznflammatoryKsowelKuiseaseKwithKtlinicalK
RemissionKduringKanKiYWeekKznfliximabKznfusionKtycleZKMicroorganismsXK2020XKiXK 4.9 8

239 zmprovedKMetagenomicKTaxonomicKProfilingKUsingKaKturatedKtoreKxeneYsasedKsacterialKuatabaseK
RevealsKUnrecognizedKSpeciesKinKtheKxenusZKPathogensXK2020XKjXK 4.5 3

238 tharacterizationKofKintratissueKbacterialKcommunitiesKandKisolationKofKvscherichiaKcoliKfromKoralK
lichenKplanusKlesionsZKScientificaReportsXK2020XKbaXKdejf 4.9 8

237 xenomeYbasedKreclassificationKofKrguileraKZKcaabKasKaKlaterKheterotypicKsynonymKofKTPrazmowskiK
biiaUKrshKZKbjjeZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2020XKhaXKdbdeYdbdi 2.2 3

236 vmotionalKwellYbeingKandKgutKmicrobiomeKprofilesKbyKenterotypeZKScientificaReportsXK2020XKbaXKcahdg 4.9 10

235 MetagenomicKrssociationKrnalysisKofKxutKSymbiontKWithoutKyostYSpecificKxenomeKzsolationZK
FrontiersainaMicrobiologyXK2020XKbbXKfifgcc 5.7 2

234 tomparativeKanalysisKofKtheKtonsillarKmicrobiotaKinKzgrKnephropathyKandKotherKglomerularKdiseasesZK
ScientificaReportsXK2020XKbaXKbgcag 4.9 8
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233 tomparativeKxenomicKandKPhylogenomicKrnalysesKtlarifyKRelationshipsKWithinKandKsetweenKandKkK
ProposalKforKtheKRecognitionKofKTwoKxenomovarsZKFrontiersainaMicrobiologyXK2019XKbaXKbjhi 5.7 19

232 tomparativeKxenomicKrnalysisKofKtheKcabgKOutbreakKinKSouthKKoreaZKFrontiersainaPublicaHealthXK
2019XKhXKcci 6 6

231 LargeYScaleKxenomicsKRevealsKtheKxeneticKtharacteristicsKofKSevenKSpeciesKandKzmportanceKofK
PhylogeneticKuistanceKforKvstimatingKPanYxenomeKSizeZKFrontiersainaMicrobiologyXK2019XKbaXKide 5.7 16

230 xenomicKcharacterizationKofKNocardiaKseriolaeKstrainsKisolatedKfromKdiseasedKfishZK
MicrobiologyOpenXK2019XKiXKeaagfg 3.4 18

229
rpplicationKofKtheKWholeKxenomeYsasedKsacterialKzdentificationKSystemXKTruesacKzuXKUsingKtlinicalK
zsolatesKThatKWereKNotKzdentifiedKWithKThreeKMatrixYrssistedKLaserKuesorption_zonizationK
TimeYofYwlightKMassKSpectrometryKTMrLuzYTOwKMSUKSystemsZKAnnalsaofaLaboratoryaMedicineXK2019XK
djXKfdaYfdg

3.1 47

228 zntroducingKMurineKMicrobiomeKuatabaseKTMMusUkKrKturatedKuatabaseKwithKTaxonomicKProfilingK
ofKtheKyealthyKMouseKxastrointestinalKMicrobiomeZKMicroorganismsXK2019XKhXK 4.9 9

227 tomparisonKofKtheKxutKMicrobiotaKofKtentenariansKinKLongevityKVillagesKofKSouthKKoreaKwithKThoseK
ofKOtherKrgeKxroupsZKJournalaofaMicrobiologyaandaBiotechnologyXK2019XKcjXKecjYeea 3.3 46

226 xenomeYbasedKreclassificationKofKasKaKlaterKheterotypicKsynonymKofZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2019XKgjXKdghcYdghf 2.2 2

225 VtxzuskKrKuatabaseKandKWebKResourceKforKtheKxenomicKzslandsKfromZKPathogensXK2019XKiXK 4.5 4

224
hcYOTUkKrKwastKandKrccurateKMethodKforKtlusteringKOperationalKTaxonomicKUnitsKsasedKonK
yomopolymerKtompactionZKIEEEqACMaTransactionsaonaComputationalaBiologyaandaBioinformaticsXK
2018XKbfXKeebYefb

3 7

223 UstxkKUpYtoYdateKbacterialKcoreKgeneKsetKandKpipelineKforKphylogenomicKtreeKreconstructionZK
JournalaofaMicrobiologyXK2018XKfgXKciaYcif 3 505

222 PhylogenyKTrumpsKthemotaxonomykKrKtaseKStudyKznvolvingZKFrontiersainaMicrobiologyXK2018XKjXKide 5.7 22

221 ProposedKminimalKstandardsKforKtheKuseKofKgenomeKdataKforKtheKtaxonomyKofKprokaryotesZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2018XKgiXKegbYegg 2.2 1279

220 xenomicKznsightKzntoKtheKPredominanceKofKtandidateKPhylumKrtribacteriaKJSbKLineageKinKMarineK
SedimentsZKFrontiersainaMicrobiologyXK2018XKjXKcjaj 5.7 18

219
xenomeKsequenceKofKMycobacteriumKyongonenseKRTKjffYcabfKisolateKfromKaKpatientK
misdiagnosedKwithKmultidrugYresistantKtuberculosiskKwirstKclinicalKdetectionKinKTanzaniaZK
InternationalaJournalaofaInfectiousaDiseasesXK2018XKhbXKicYii

10.5 3

218 rKlargeYscaleKevaluationKofKalgorithmsKtoKcalculateKaverageKnucleotideKidentityZKAntonieaVana
LeeuwenhoekXK2017XKbbaXKbcibYbcig 2.1 1296

217 ReplicationKofKclassicalKtTXKphageZKProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericaXK2017XKbbeXKcdedYcdei 11.5 15

216
zntroducingKvzsiotloudkKaKtaxonomicallyKunitedKdatabaseKofKbgSKrRNrKgeneKsequencesKandK
wholeYgenomeKassembliesZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2017XK
ghXKbgbdYbgbh

2.2 3649

(2017-2019)
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215
uehalogenimonasKformicexedensKspZKnovZXKaKchlorinatedKalkaneYrespiringKbacteriumKisolatedKfromK
contaminatedKgroundwaterZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2017
XKghXKbdggYbdhd

2.2 22

214 tontvstbgSkKanKalgorithmKthatKidentifiesKcontaminatedKprokaryoticKgenomesKusingKbgSKRNrKgeneK
sequencesZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2017XKghXKcafdYcafh 2.2 200

213
RejectionKofKreclassificationKofKLactobacillusKkimchiiKandKLactobacillusKbobaliusKasKlaterKsubjectiveK
synonymsKofKLactobacillusKparalimentariusKusingKcomparativeKgenomicsZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2017XKghXKefbfYefbh

2.2 4

212 xenomeKsequenceKofKtheKorganohalideYrespiringKuehalogenimonasKalkenigignensKtypeKstrainK
TzPdYdTTUUZKStandardsainaGenomicaSciencesXK2016XKbbXKee 8

211 tharacterizationKofKmicrobiomeKinKbronchoalveolarKlavageKfluidKofKpatientsKwithKlungKcancerK
comparingKwithKbenignKmassKlikeKlesionsZKLungaCancerXK2016XKbacXKijYjf 5.9 137

210 rKsingleKgeneKofKaKcommensalKmicrobeKaffectsKhostKsusceptibilityKtoKentericKinfectionZKNaturea
CommunicationsXK2016XKhXKbbgag 17.4 23

209 VerticalKdistributionKofKbacterialKcommunityKisKassociatedKwithKtheKdegreeKofKsoilKorganicKmatterK
decompositionKinKtheKactiveKlayerKofKmoistKacidicKtundraZKJournalaofaMicrobiologyXK2016XKfeXKhbdYhcd 3 25

208 OrthorNzkKrnKimprovedKalgorithmKandKsoftwareKforKcalculatingKaverageKnucleotideKidentityZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2016XKggXKbbaaYbbad 2.2 1338

207 TheKvffectKofKProbioticsKonKxutKMicrobiotaKduringKtheKyelicobacterKpyloriKvradicationkKRandomizedK
tontrolledKTrialZKHelicobacterXK2016XKcbXKbgfYhe 4.9 85

206 LargeYscaleKevaluationKofKexperimentallyKdeterminedKuNrKxWtKcontentsKwithKwholeKgenomeK
sequencesKofKprokaryotesZKSystematicaandaAppliedaMicrobiologyXK2015XKdiXKhjYid 4.2 14

205 surkholderiaKmegalochromosomataKspZKnovZXKisolatedKfromKgrasslandKsoilZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2015XKgfXKjfjYjge 2.2 8

204 tomparisonKofKtheKgenomeKprofilesKbetweenKheadKandKbodyKliceZKJournalaofaAsiaoPacificaEntomologyXK
2015XKbiXKdhhYdic 1.4 6

203 ueepYseaKhydrothermalKventKbacteriaKrelatedKtoKhumanKpathogenicKVibrioKspeciesZKProceedingsaofa
theaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaXK2015XKbbcXKvcibdYj 11.5 38

202 surkholderiaKmonticolaKspZKnovZXKisolatedKfromKmountainKsoilZKInternationalaJournalaofaSystematica
andaEvolutionaryaMicrobiologyXK2015XKgfXKfaeYfaj 2.2 10

201 SejongiaK2015XKbYg

200 tompleteKgenomeKsequenceKofKMycobacteriumKtuberculosisKKKfromKaKKoreanKhighKschoolKoutbreakXK
belongingKtoKtheKseijingKfamilyZKStandardsainaGenomicaSciencesXK2015XKbaXKhi 21

199 MetagenomicKinsightsKintoKtheKbioaerosolsKinKtheKindoorKandKoutdoorKenvironmentsKofKchildcareK
facilitiesZKPLoSaONEXK2015XKbaXKeabcgjga 3.7 54

198 uraftKgenomeKsequenceKofKtheKpsychrophilicKbacteriumKLacinutrixKjangbogonensisKPrMtKchbdhTTUZK
MarineaGenomicsXK2015XKcdXKdbYc 1.9 2
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197 PaenibacillusKxanthinilyticusKspZKnovZXKisolatedKfromKagriculturalKsoilZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2015XKgfXKcjdhYcjec 2.2 5

196 tompleteKxenomeKSequenceKofKMiddleKvastKRespiratoryKSyndromeKtoronavirusK
KOR_KNzy_aac_af_cabfXKzsolatedKinKSouthKKoreaZKGenomeaAnnouncementsXK2015XKdXK 35

195 TelomereKmaintenanceKthroughKrecruitmentKofKinternalKgenomicKregionsZKNatureaCommunicationsXK
2015XKgXKibij 17.4 17

194 NeisseriaKweaveriKrndersenKetKalZKbjjdKisKaKlaterKheterotypicKsynonymKofKNeisseriaKweaveriKyolmesK
etKalZKbjjdZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2015XKgfXKegdYege 2.2 5

193 zmprovedKpipelineKforKreducingKerroneousKidentificationKbyKbgSKrRNrKsequencesKusingKtheKzlluminaK
MiSeqKplatformZKJournalaofaMicrobiologyXK2015XKfdXKgaYj 3 30

192 ReportKonKbeKunrecordedKbacterialKspeciesKinKKoreaKthatKbelongKtoKtheKphylaKsacteroidetesKandK
ueinococcusYThermusZKJournalaofaSpeciesaResearchXK2015XKeXKbdhYbee 1

191 TheKxenusKVibrioKandKRelatedKxeneraK2015XKdhbYdic

190 sacterialKcommunityKofKsedimentsKfromKtheKrustralianYrntarcticKridgeZKPolaraBiologyXK2014XKdhXKfihYfjd 2 6

189
TowardsKaKtaxonomicKcoherenceKbetweenKaverageKnucleotideKidentityKandKbgSKrRNrKgeneK
sequenceKsimilarityKforKspeciesKdemarcationKofKprokaryotesZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2014XKgeXKdegYdfb

2.2 1657

188 vzvditorkKaKversatileKsequenceKalignmentKeditorKforKbothKrRNrYKandKproteinYcodingKgenesZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2014XKgeXKgijYgjb 2.2 109

187 zntegratingKgenomicsKintoKtheKtaxonomyKandKsystematicsKofKtheKsacteriaKandKrrchaeaZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2014XKgeXKdbgYdce 2.2 327

186 LacinutrixKjangbogonensisKspZKnovZXKaKpsychrophilicKbacteriumKisolatedKfromKrntarcticKmarineK
sedimentKandKemendedKdescriptionKofKtheKgenusKLacinutrixZKAntonieaVanaLeeuwenhoekXK2014XKbagXKfchYdd2.1 22

185 SpatialKscalingKeffectsKonKsoilKbacterialKcommunitiesKinKMalaysianKtropicalKforestsZKMicrobialaEcologyXK
2014XKgiXKcehYfi 4.4 28

184 rKvanillinKderivativeKcausesKmitochondrialKdysfunctionKandKtriggersKoxidativeKstressKinKtryptococcusK
neoformansZKPLoSaONEXK2014XKjXKeijbcc 3.7 32

183 ProfilingKbacterialKcommunityKinKupperKrespiratoryKtractsZKBMCaInfectiousaDiseasesXK2014XKbeXKfid 4 48

182 bgSKrRNrKxeneYsasedKzdentificationKofKsacteriaKandKrrchaeaKusingKtheKvzTaxonKServerZKMethodsaina
MicrobiologyXK2014XKebXKgbYhe 2.8 37

181 tlonalityKandKResistomeKanalysisKofKKPtYproducingKKlebsiellaKpneumoniaeKstrainKisolatedKinKKoreaK
usingKwholeKgenomeKsequencingZKBioMedaResearchaInternationalXK2014XKcabeXKdfcigc 3 21

180 xenomicKencyclopediaKofKbacteriaKandKarchaeakKsequencingKaKmyriadKofKtypeKstrainsZKPLoSaBiologyXK
2014XKbcXKebaabjca 9.7 146

(2014-2015)
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179 uraftKxenomeKSequenceKofKKitasatosporaKcheerisanensisKKtTtKcdjfXKWhichKProducesK
PlecomacrolideKagainstKPhytopathogenicKwungiZKGenomeaAnnouncementsXK2014XKcXK 5

178 sacterialKcommunityKstructureKandKsoilKpropertiesKofKaKsubarcticKtundraKsoilKinKtouncilXKrlaskaZKFEMSa
MicrobiologyaEcologyXK2014XKijXKegfYhf 4.3 74

177 xenomeKsequenceKofKtypeKstrainKofKStaphylococcusKaureusKsubspZKaureusZKGutaPathogensXK2014XKgXKg 5.4 13

176 xenomicKinsightsKintoKtheKtaxonomicKstatusKofKtheKthreeKsubspeciesKofKsacillusKsubtilisZKSystematica
andaAppliedaMicrobiologyXK2014XKdhXKjfYj 4.2 19

175 xenomeKsequenceKofKtheKchromateYresistantKbacteriumKLeucobacterKsalsiciusKtypeKstrainKMbYiTTZUZK
StandardsainaGenomicaSciencesXK2014XKjXKejfYfae 7

174 uraftKgenomeKsequenceKofKPseudomonasKspZKstrainKxfXKisolatedKfromKaKtraditionalKindigoK
fermentationKdyeKvatK2013XKfgXKddjYdeb 1

173 zdentificationKofKhouseholdKbacterialKcommunityKandKanalysisKofKspeciesKsharedKwithKhumanK
microbiomeZKCurrentaMicrobiologyXK2013XKghXKffhYgd 2.4 75

172
rnKecoYfriendlyKtreatmentKofKtanneryKwastewaterKusingKbioaugmentationKwithKaKnovelKmicrobialK
consortiumZKJournalaofaEnvironmentalaScienceaandaHealthaoaPartaAaToxicqHazardousaSubstancesaanda
EnvironmentalaEngineeringXK2013XKeiXKbhdcYj

2.3 35

171 tomparisonKofKaKcultureYbasedKandKaKPtRYbasedKmethodsKforKestimatingKbacterialKabundanceKonK
eggshellsXKwithKcommentsKonKstatisticalKanalysesZKJournalaofaFieldaOrnithologyXK2013XKieXKdaeYdbf 0.9 8

170 StructureKofKsoilKbacterialKcommunitiesKinKrelationKtoKenvironmentalKvariablesKinKaKsemiYaridKregionK
ofKMongoliaZKJournalaofaAridaEnvironmentsXK2013XKijXKdiYee 2.5 16

169 wretibacterKrubidusKgenZKnovZXKspZKnovZXKisolatedKfromKseawaterZKInternationalaJournalaofaSystematica
andaEvolutionaryaMicrobiologyXK2013XKgdXKegddYegdi 2.2 7

168 rnalyticalKtoolsKandKdatabasesKforKmetagenomicsKinKtheKnextYgenerationKsequencingKeraZKGenomicsa
andaInformaticsXK2013XKbbXKbacYbd 1.9 98

167 wlavobacteriumKlimnosediminisKspZKnovZXKisolatedKfromKsedimentKofKaKfreshwaterKlakeZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2013XKgdXKehieYehij 2.2 13

166 xenomeKsequenceKofKtheKmoderatelyKhalophilicKbacteriumKSalinicoccusKcarnicancriKtypeKstrainK
trmTTUKTnKuSMKcdifcTTUUZKStandardsainaGenomicaSciencesXK2013XKiXKcffYgd 6

165 turrentKstatusKandKfutureKpromiseKofKtheKhumanKmicrobiomeZKPediatricaGastroenterologyna
HepatologyaandaNutritionXK2013XKbgXKhbYj 2.3 55

164
TheKgenomeKsequenceKofKSMycobacteriumKmassilienseSKstrainKtzPKbaicjhKsuggestsKtheKindependentK
taxonomicKstatusKofKtheKMycobacteriumKabscessusKcomplexKatKtheKsubspeciesKlevelZKPLoSaONEXK2013
XKiXKeibfga

3.7 44

163 ProductionKofKhydrogenKandKvolatileKfattyKacidKbyKvnterobacterKspZKTedieKusingKorganicKwasteK
materialsZKJournalaofaMicrobiologyaandaBiotechnologyXK2013XKcdXKbijYje 3.3 3

162 TranscriptomicKanalysisKofKgenesKmodulatedKbyKcycloTLYphenylalanineYLYprolineUKinKVibrioKvulnificusZK
JournalaofaMicrobiologyaandaBiotechnologyXK2013XKcdXKbhjbYiab 3.3 10
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161 torrelationKbetweenKmicrobialKcommunityKstructureKandKbiofoulingKinKaKlaboratoryKscaleKmembraneK
bioreactorKwithKsyntheticKwastewaterZKDesalinationXK2012XKcihXKcajYcbf 10.3 85

160
UnificationKofKtheKgeneraKNonlabensXKPersicivirgaXKSandarakinotaleaKandKStenothermobacterKintoKaK
singleKemendedKgenusXKNonlabensXKandKdescriptionKofKNonlabensKagnitusKspZKnovZKSystematicaanda
AppliedaMicrobiologyXK2012XKdfXKbfaYf

4.2 27

159 rKhumpYbackedKtrendKinKbacterialKdiversityKwithKelevationKonKMountKwujiXKJapanZKMicrobialaEcologyXK
2012XKgdXKecjYdh 4.4 115

158 uistinctiveKphyllosphereKbacterialKcommunitiesKinKtropicalKtreesZKMicrobialaEcologyXK2012XKgdXKgheYib 4.4 111

157 PhylogeneticKstudyKofKtheKspeciesKwithinKtheKfamilyKStreptomycetaceaeZKAntonieaVanaLeeuwenhoekXK
2012XKbabXKhdYbae 2.1 162

156 uraftKxenomeKsequenceKofKvscherichiaKcoliKrzchXKaKporcineKisolateKbelongingKtoKphylogeneticKgroupK
sbZKJournalaofaBacteriologyXK2012XKbjeXKggeaYb 3.5 1

155 rKdefectKinKironKuptakeKenhancesKtheKsusceptibilityKofKtryptococcusKneoformansKtoKazoleKantifungalK
drugsZKFungalaGeneticsaandaBiologyXK2012XKejXKjffYgg 3.9 41

154
zntroducingKvzTaxonYekKaKprokaryoticKbgSKrRNrKgeneKsequenceKdatabaseKwithKphylotypesKthatK
representKunculturedKspeciesZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK
2012XKgcXKhbgYhcb

2.2 4480

153 TstkKaKclusteringKalgorithmKbasedKonKprokaryoticKtaxonomyZKJournalaofaMicrobiologyXK2012XKfaXKbibYf 3 25

152 TropicalKsoilKbacterialKcommunitiesKinKMalaysiakKpyKdominatesKinKtheKequatorialKtropicsKtooZK
MicrobialaEcologyXK2012XKgeXKeheYie 4.4 173

151 tomparativeKgenomicsKofKNeisseriaKweaveriKclarifiesKtheKtaxonomyKofKthisKspeciesKandKidentifiesK
geneticKdeterminantsKthatKmayKbeKassociatedKwithKvirulenceZKFEMSaMicrobiologyaLettersXK2012XKdciXKbaaYf2.9 11

150 sacterialKcommunityKanalysisKduringKfermentationKofKtenKrepresentativeKkindsKofKkimchiKwithK
barcodedKpyrosequencingZKFoodaMicrobiologyXK2012XKdaXKbjhYcae 6 155

149 zmpactKofKenrofloxacinKonKtheKhumanKintestinalKmicrobiotaKrevealedKbyKcomparativeKmolecularK
analysisZKAnaerobeXK2012XKbiXKdbaYca 2.8 64

148 tompleteKgenomeKsequenceKofKMycobacteriumKintracellulareKclinicalKstrainKMOTTYdgYXKbelongingK
toKtheKzNTfKgenotypeZKJournalaofaBacteriologyXK2012XKbjeXKebebYc 3.5 11

147 xenomeKsequenceKofKLactobacillusKmucosaeKLMbXKisolatedKfromKpigletKfecesZKJournalaofaBacteriology
XK2012XKbjeXKehgg 3.5 30

146
wlavivirgaKjejuensisKgenZKnovZXKspZKnovZXKandKwlavivirgaKamylovoransKspZKnovZXKnewKmembersKofKtheK
familyKwlavobacteriaceaeKisolatedKfromKseawaterXKandKemendedKdescriptionsKofKtheKgeneraK
PsychroserpensKandKLacinutrixZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK
2012XKgcXKbagbYbagi

2.2 12

145 xenomeKsequenceKofKextracellularYproteaseYproducingKrlishewanellaKjeotgaliKisolatedKfromK
traditionalKKoreanKfermentedKseafoodZKJournalaofaBacteriologyXK2012XKbjeXKcajh 3.5 13

144 xenomeKsequenceKofKvscherichiaKcoliKJfdXKaKreferenceKstrainKforKgeneticKstudiesZKJournalaofa
BacteriologyXK2012XKbjeXKdhecYd 3.5 36

(2012-2012)
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143 uraftKgenomeKsequenceKofKvscherichiaKcoliKWcgXKanKentericKstrainKisolatedKfromKcowKfecesZKJournala
ofaBacteriologyXK2012XKbjeXKfbejYfa 3.5 4

142 uraftKgenomeKsequenceKofKMycobacteriumKabscessusKsubspZKbolletiiKsuTTUZKJournalaofaBacteriologyXK
2012XKbjeXKchfgYh 3.5 27

141 xenomeKsequenceKofKpectinYdegradingKrlishewanellaKaestuariiKstrainKsbbTTUXKisolatedKfromKtidalKflatK
sedimentZKJournalaofaBacteriologyXK2012XKbjeXKfehg 3.5 6

140 tompleteKgenomeKsequenceKofKMycobacteriumKintracellulareKclinicalKstrainKMOTTYacZKJournalaofa
BacteriologyXK2012XKbjeXKchhb 3.5 16

139 TollYlikeKreceptorKjKmediatesKoralKbacteriaYinducedKzLYiKexpressionKinKgingivalKepithelialKcellsZK
ImmunologyaandaCellaBiologyXK2012XKjaXKgffYgd 5 16

138 xenomeKsequenceKofKpectinYdegradingKrlishewanellaKagriXKisolatedKfromKlandfillKsoilZKJournalaofa
BacteriologyXK2012XKbjeXKfbdfYg 3.5 8

137
uraftKgenomeKsequencingKofKsacillusKspZKstrainKMcYgXKisolatedKfromKtheKrootsKofKKoreanKginsengXK
PanaxKginsengKtZKrZKMeyerXKafterKhighYhydrostaticYpressureKprocessingZKJournalaofaBacteriologyXK
2012XKbjeXKhaadYe

3.5 2

136 uraftKgenomeKsequenceKofKKlebsiellaKpneumoniaeKsubspZKpneumoniaeKuSMKdabaeTZKJournalaofa
BacteriologyXK2012XKbjeXKfhccYd 3.5 0

135 uraftKgenomeKsequenceKofKWeissellaKkoreensisKKtTtKdgcbTZKJournalaofaBacteriologyXK2012XKbjeXKfhbbYc 3.5 8

134 tompleteKgenomeKsequenceKofKMycobacteriumKintracellulareKstrainKrTttKbdjfaTTUZKJournalaofa
BacteriologyXK2012XKbjeXKchfa 3.5 22

133
uraftKgenomeKsequenceKofKStaphylococcusKsaprophyticusKsubspZKsaprophyticusKMbYbXKisolatedKfromK
theKgillsKofKaKKoreanKrockfishXKSebastesKschlegeliKyilgendorfXKafterKhighKhydrostaticKpressureK
processingZKJournalaofaBacteriologyXK2012XKbjeXKeeebYc

3.5 5

132 xenomeKsequenceKofKtheKhalotolerantKStaphylococcusKspZKstrainKOJicXKisolatedKfromKKoreanK
traditionalKsaltYfermentedKseafoodZKJournalaofaBacteriologyXK2012XKbjeXKgdfdYe 3.5 5

131
ReassessmentKofKtheKsystematicsKofKtheKsuborderKPseudonocardineaekKtransferKofKtheKgeneraK
withinKtheKfamilyKrctinosynnemataceaeKLabedaKandKKroppenstedtKcaaaKemendZKZhiKetKalZKcaajKintoK
anKemendedKfamilyKPseudonocardiaceaeKvmbleyKetKalZKbjijKemendZKZhiKetKalZKcaajZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2011XKgbXKbcfjYbcge

2.2 51

130 rquimarinaKadditaKspZKnovZXKisolatedKfromKseawaterZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2011XKgbXKceefYceej 2.2 24

129 PyrosequencingYbasedKmolecularKmonitoringKofKtheKintestinalKbacterialKcolonizationKinKpretermK
infantsZKJournalaofaPediatricaGastroenterologyaandaNutritionXK2011XKfdXKfbcYj 2.8 45

128 vvidenceKforKseveralKwavesKofKglobalKtransmissionKinKtheKseventhKcholeraKpandemicZKNatureXK2011XK
ehhXKegcYf 50.4 492

127 tomparativeKapproachKtoKcaptureKbacterialKdiversityKofKcoastalKwatersZKJournalaofaMicrobiologyXK
2011XKejXKhcjYea 3 18

126 rRNrSelectorkKaKcomputerKprogramKforKselectingKribosomalKRNrKencodingKsequencesKfromK
metagenomicKandKmetatranscriptomicKshotgunKlibrariesZKJournalaofaMicrobiologyXK2011XKejXKgijYjb 3 31

Jongsik Chun
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125 SnuellaKlapsaKgenZKnovZXKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2011XKgbXKcegjYcehe 2.2 6

124 xenomeKsequenceKofKLactobacillusKruminisKSPMacbbXKisolatedKfromKaKfecalKsampleKfromKaKhealthyK
KoreanZKJournalaofaBacteriologyXK2011XKbjdXKfade 3.5 5

123 xenomeKsequenceKofKvscherichiaKcoliKrrigXKisolatedKfromKcowKfecesZKJournalaofaBacteriologyXK2011XK
bjdXKdgib 3.5 7

122 uraftKgenomeKsequenceKofKShewanellaKspZKstrainKyNYebXKwhichKproducesKarsenicYsulfideKnanotubesZK
JournalaofaBacteriologyXK2011XKbjdXKfadjYea 3.5 3

121 PontirhabdusKpectinivoransKgenZKnovZXKspZKnovZXKisolatedKfromKseawaterZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2011XKgbXKcehfYceib 2.2 12

120 xenomeKsequenceKofKLactobacillusKjohnsoniiKPwabXKisolatedKfromKpigletKfecesZKJournalaofa
BacteriologyXK2011XKbjdXKfadaYb 3.5 13

119 tompleteKgenomeKsequenceKofKVibrioKvulnificusKMOgYce_OZKJournalaofaBacteriologyXK2011XKbjdXKcagcYd 3.5 55

118 uraftKgenomeKsequenceKofKMethylophagaKaminisulfidivoransKMPKTZKJournalaofaBacteriologyXK2011XK
bjdXKecgf 3.5 9

117 xenomeKsequenceKofKLactobacillusKsalivariusKxJYceXKaKprobioticKstrainKisolatedKfromKhealthyKadultK
intestineZKJournalaofaBacteriologyXK2011XKbjdXKfacbYc 3.5 12

116 ZobellellaKaerophilaKspZKnovZXKisolatedKfromKseashoreKsandXKandKemendedKdescriptionKofKtheKgenusK
ZobellellaZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2011XKgbXKcejbYcejf 2.2 8

115 uuplexYspecificKnucleaseKefficientlyKremovesKrRNrKforKprokaryoticKRNrYseqZKNucleicaAcidsaResearchXK
2011XKdjXKebea 20.1 93

114 uiscoveryKofKnovelKVibrioKcholeraeKVSPYzzKgenomicKislandsKusingKcomparativeKgenomicKanalysisZK
FEMSaMicrobiologyaLettersXK2010XKdaiXKbdaYh 2.9 44

113 MultilocusKvariableYnumberKtandemKrepeatKanalysisKofKVibrioKcholeraeKObKvlKTorKstrainsKharbouringK
classicalKtoxinKsZKJournalaofaMedicalaMicrobiologyXK2010XKfjXKhgdYhgj 3.2 42

112 tomparativeKgenomicsKofKclinicalKandKenvironmentalKVibrioKmimicusZKProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaXK2010XKbahXKcbbdeYj 11.5 40

111 xenomeKsequenceKofKhybridKVibrioKcholeraeKObKMJYbcdgXKsYddXKandKtzRSbabKandKcomparativeK
genomicsKwithKVZKcholeraeZKJournalaofaBacteriologyXK2010XKbjcXKdfceYdd 3.5 87

110
tlassicalKRSbKandKenvironmentalKRSbKelementsKinKVibrioKcholeraeKObKvlKTorKstrainsKharbouringKaK
tandemKrepeatKofKtTXKprophagekKrevisitingKMozambiqueKinKcaafZKJournalaofaMedicalaMicrobiologyXK
2010XKfjXKdacYdai

3.2 18

109 tompleteKgenomeKsequenceKanalysisKofKLeuconostocKkimchiiKzMSNUKbbbfeZKJournalaofaBacteriologyXK
2010XKbjcXKdieeYf 3.5 23

108 UseKofKbarcodedKpyrosequencingKandKsharedKOTUsKtoKdetermineKsourcesKofKfecalKbacteriaKinK
watershedsZKEnvironmentalaScienceagamp;aTechnologyXK2010XKeeXKhhhhYic 10.3 95

(2010-2011)
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107 xenomicKevolutionKofKVibrioKcholeraeZKCurrentaOpinionainaMicrobiologyXK2010XKbdXKgegYfb 7.9 39

106 TheKpreYseventhKpandemicKVibrioKcholeraeKsXKddacigKvlKTorKgenomekKevidenceKforKtheK
environmentKasKaKgenomeKreservoirZKEnvironmentalaMicrobiologyaReportsXK2010XKcXKcaiYbg 3.7 3

105 OccurrenceKofKtheKVibrioKcholeraeKseventhKpandemicKVSPYzKislandKandKaKnewKvariantZKOMICSaAa
JournalaofaIntegrativeaBiologyXK2010XKbeXKbYh 3.8 30

104 uesigningKprimersKfromKmultipleKsequencesKusingKMatchupKprogramKtoKimproveKdetectionKofK
hepatitisKsKvirusKbyKpolymeraseKchainKreactionZKJournalaofaMicrobiologyXK2010XKeiXKbbbYg 3 1

103 rssessmentKofKsoilKfungalKcommunitiesKusingKpyrosequencingZKJournalaofaMicrobiologyXK2010XKeiXKcieYj 3 97

102 TheKanalysisKofKoralKmicrobialKcommunitiesKofKwildYtypeKandKtollYlikeKreceptorKcYdeficientKmiceKusingK
aKefeKxSKwLXKTitaniumKpyrosequencerZKBMCaMicrobiologyXK2010XKbaXKbab 4.5 181

101 tomparativeKgenomicKanalysisKrevealsKevidenceKofKtwoKnovelKVibrioKspeciesKcloselyKrelatedKtoKVZK
choleraeZKBMCaMicrobiologyXK2010XKbaXKbfe 4.5 44

100 VitellibacterKaestuariiKspZKnovZXKisolatedKfromKtidalYflatKsedimentXKandKanKemendedKdescriptionKofKtheK
genusKVitellibacterZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2010XKgaXKbjijYbjjc2.2 16

99 MarinifilumKfragileKgenZKnovZXKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2009XKfjXKccebYg 2.2 31

98
tomparativeKgenomicsKrevealsKmechanismKforKshortYtermKandKlongYtermKclonalKtransitionsKinK
pandemicKVibrioKcholeraeZKProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaXK2009XKbagXKbfeecYh

11.5 297

97 tholeraKoutbreaksKcausedKbyKanKalteredKVibrioKcholeraeKObKvlKTorKbiotypeKstrainKproducingKclassicalK
choleraKtoxinKsKinKVietnamKinKcaahKtoKcaaiZKJournalaofaClinicalaMicrobiologyXK2009XKehXKbfgiYhb 9.7 93

96 xenomicKanalysisKofKaKnovelKintegrativeKconjugativeKelementKinKVibrioKcholeraeZKFEBSaLettersXK2009XK
fidXKdgdaYg 3.8 19

95 zdentificationKandKcharacterizationKofKmetagenomicKfragmentsKfromKtidalKflatKsedimentZKJournalaofa
MicrobiologyXK2009XKehXKeacYba 3 3

94 tlassificationKofKhybridKandKalteredKVibrioKcholeraeKstrainsKbyKtTXKprophageKandKRSbKelementK
structureZKJournalaofaMicrobiologyXK2009XKehXKhidYi 3 25

93
ProposalKtoKtransferKwlavobacteriumKoceanosedimentumKtartyKandKLitchfieldKbjhiKtoKtheKgenusK
turtobacteriumKasKturtobacteriumKoceanosedimentumKcombZKnovZKFEMSaMicrobiologyaLettersXK2009
XKcjgXKbdhYeb

2.9 2

92 SphingopyxisKmarinaKspZKnovZKandKSphingopyxisKlitorisKspZKnovZXKisolatedKfromKseawaterZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2008XKfiXKcebfYj 2.2 27

91 tharacteristicsKofKaKpandemicKcloneKofKOdKkKKgKandKOeKkKKgiKVibrioKparahaemolyticusKisolatedKinK
seiraXKMozambiqueZKJournalaofaMedicalaMicrobiologyXK2008XKfhXKbfacYbfah 3.2 19

90 SanguibacterKantarcticusKspZKnovZXKisolatedKfromKrntarcticKseaKsandZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2008XKfiXKfaYc 2.2 23

Jongsik Chun

10



89 NocardioidesKdokdonensisKspZKnovZXKanKactinomyceteKisolatedKfromKsandKsedimentZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2008XKfiXKcgbjYcd 2.2 27

88 TheKcompleteKgenomeKsequenceKofKThermococcusKonnurineusKNrbKrevealsKaKmixedKheterotrophicK
andKcarboxydotrophicKmetabolismZKJournalaofaBacteriologyXK2008XKbjaXKhejbYj 3.5 119

87 LuteimonasKmarinaKspZKnovZXKisolatedKfromKseawaterZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2008XKfiXKcjaeYi 2.2 25

86 MaribacterKarcticusKspZKnovZXKisolatedKfromKrrcticKmarineKsedimentZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2008XKfiXKbdaaYd 2.2 28

85 rctibacterKsediminisKgenZKnovZXKspZKnovZXKaKmarineKbacteriumKofKtheKfamilyKwlavobacteriaceaeKisolatedK
fromKtidalKflatKsedimentZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2008XKfiXKbdjYed2.2 26

84 RapidKphylogeneticKdissectionKofKprokaryoticKcommunityKstructureKinKtidalKflatKusingK
pyrosequencingZKJournalaofaMicrobiologyXK2008XKegXKdfhYgd 3 56

83 uiversityKofKbacterialKcommunityKinKfreshwaterKofKWoopoKwetlandZKJournalaofaMicrobiologyXK2008XK
egXKgehYff 3 23

82 vzTaxonkKaKwebYbasedKtoolKforKtheKidentificationKofKprokaryotesKbasedKonKbgSKribosomalKRNrKgeneK
sequencesZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2007XKfhXKccfjYccgb 2.2 1807

81 MultilocusKsequenceKtypingKanalysisKofKShigellaKflexneriKisolatesKcollectedKinKrsianKcountriesZK
JournalaofaMedicalaMicrobiologyXK2007XKfgXKbegaYbegg 3.2 28

80 tlostridiumKaestuariiKspZKnovZXKfromKtidalKflatKsedimentZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2007XKfhXKbdbfYbdbh 2.2 15

79 rnaerosporobacterKmobilisKgenZKnovZXKspZKnovZXKisolatedKfromKforestKsoilZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2007XKfhXKbhieYbhih 2.2 25

78
ReclassificationKofKwlavobacteriumKresinovorumKuelaporteKandKuasteKbjfgKasKNovosphingobiumK
resinovorumKcombZKnovZXKwithKNovosphingobiumKsubarcticumKTNohynekKetKalZKbjjgUKTakeuchiKetKalZK
caabKasKaKlaterKheterotypicKsynonymZKInternationalaJournalaofaSystematicaandaEvolutionarya
MicrobiologyXK2007XKfhXKbjagYbjai

2.2 21

77
uemequinaKaestuariiKgenZKnovZXKspZKnovZXKaKnovelKactinomyceteKofKtheKsuborderKMicrococcineaeXKandK
reclassificationKofKtellulomonasKfermentansKsagnaraKetKalZKbjifKasKrctinotaleaKfermentansKgenZK
novZXKcombZKnovZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2007XKfhXKbfbYbfg

2.2 64

76
TaxonomicKevaluationKofKtheKgeneraKRuegeriaKandKSilicibacterkKaKproposalKtoKtransferKtheKgenusK
SilicibacterKPetursdottirKandKKristjanssonKbjjjKtoKtheKgenusKRuegeriaKUchinoKetKalZKbjjjZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2007XKfhXKibfYibj

2.2 48

75 PseudomonasKsegetisKspZKnovZXKisolatedKfromKsoilZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2006XKfgXKcfjdYcfjf 2.2 11

74 yymenobacterKriguiKspZKnovZXKisolatedKfromKwetlandKfreshwaterZKInternationalaJournalaofaSystematica
andaEvolutionaryaMicrobiologyXK2006XKfgXKcbijYcbjc 2.2 44

73 xlaciecolaKnitratireducensKspZKnovZXKisolatedKfromKseawaterZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2006XKfgXKcbifYcbii 2.2 38

72 JannaschiaKseosinensisKspZKnovZXKisolatedKfromKhypersalineKwaterKofKaKsolarKsalternKinKKoreaZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2006XKfgXKefYj 2.2 24

(2006-2008)
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71 tlostridiumKganghwenseKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2006XKfgXKgjbYgjd 2.2 15

70 MultilocusKsequenceKtypingKTMLSTUKanalysisKofKVibrioKcholeraeKObKvlKTorKisolatesKfromKMozambiqueK
thatKharbourKtheKclassicalKtTXKprophageZKJournalaofaMedicalaMicrobiologyXK2006XKffXKbgfYbha 3.2 67

69
wlavobacteriumKweaverenseKspZKnovZKandKwlavobacteriumKsegetisKspZKnovZXKnovelKpsychrophilesK
isolatedKfromKtheKrntarcticZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2006XK
fgXKbcdjYbcee

2.2 48

68 TenacibaculumKlitoreumKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2006XKfgXKgdfYgea 2.2 42

67 tharacterizationKofKbiofilmKstructureKandKitsKeffectKonKmembraneKpermeabilityKinKMsRKforKdyeK
wastewaterKtreatmentZKWateraResearchXK2006XKeaXKefYfc 12.5 172

66 PhotobacteriumKganghwenseKspZKnovZXKaKhalophilicKbacteriumKisolatedKfromKseaKwaterZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2006XKfgXKhefYhej 2.2 30

65
zsolationKofKSalmonellaKentericaKsubspeciesKentericaKserovarKParatyphiKsKdTWXKorKSalmonellaKJavaXK
fromKzndonesiaKandKalterationKofKtheKdYtartrateKfermentationKphenotypeKbyKdisruptingKtheKORwKSTMK
ddfgZKJournalaofaMedicalaMicrobiologyXK2006XKffXKbggbYbggf

3.2 8

64 ThalassobiusKaestuariiKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKJournalaofaMicrobiologyXK2006XKeeXKbhbYg3 34

63 sacterialKcommunityKstructureKinKkimchiXKaKKoreanKfermentedKvegetableKfoodXKasKrevealedKbyKbgSK
rRNrKgeneKanalysisZKInternationalaJournalaofaFoodaMicrobiologyXK2005XKbadXKjbYg 5.8 189

62 NYrcetylglucosaminidaseKactivitiesKinKwetlandskKaKglobalKsurveyZKHydrobiologiaXK2005XKfdcXKbadYbba 2.4 34

61 SejongiaKantarcticaKgenZKnovZXKspZKnovZKandKSejongiaKjeoniiKspZKnovZXKisolatedKfromKtheKrntarcticZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2005XKffXKeajYebg 2.2 56

60 yahellaKganghwensisKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofaSystematica
andaEvolutionaryaMicrobiologyXK2005XKffXKgibYgie 2.2 14

59 jPyYuzTkKaKJrVrYbasedKintegratedKenvironmentKforKmolecularKphylogenyKofKribosomalKRNrK
sequencesZKBioinformaticsXK2005XKcbXKdbhbYd 7.2 158

58 PseudoalteromonasKbyunsanensisKspZKnovZXKisolatedKfromKtidalKflatKsedimentKinKKoreaZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2005XKffXKcfbjYcfcd 2.2 27

57 PseudomonasKpanacisKspZKnovZXKisolatedKfromKtheKsurfaceKofKrustyKrootsKofKKoreanKginsengZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2005XKffXKbhcbYbhce 2.2 20

56 wlavobacteriumKantarcticumKspZKnovZXKaKnovelKpsychrotolerantKbacteriumKisolatedKfromKtheK
rntarcticZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2005XKffXKgdhYgeb 2.2 83

55 rrchaealKdiversityKinKtidalKflatKsedimentKasKrevealedKbyKbgSKruNrKanalysisZKJournalaofaMicrobiologyXK
2005XKedXKbeeYfb 3 46

54
yongiellaKmannitolivoransKgenZKnovZXKspZKnovZXKyongiellaKhalophilaKspZKnovZKandKyongiellaK
ornithinivoransKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2004XKfeXKbfhYbgc

2.2 57
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53 NocardioidesKganghwensisKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2004XKfeXKbcjfYbcjj 2.2 60

52 KribbellaKsolaniKspZKnovZKandKKribbellaKjejuensisKspZKnovZXKisolatedKfromKpotatoKtuberKandKsoilKinKJejuXK
KoreaZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2004XKfeXKbdefYbdei 2.2 22

51 NocardioidesKaestuariiKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofaSystematica
andaEvolutionaryaMicrobiologyXK2004XKfeXKcbfbYcbfe 2.2 44

50 ThalassomonasKganghwensisKspZKnovZXKisolatedKfromKtidalKflatKsedimentZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2004XKfeXKdhhYdia 2.2 28

49
PhylogeneticKanalysisKofKtheKgeneraKStreptomycesKandKKitasatosporaKbasedKonKpartialKRNrK
polymeraseKbetaYsubunitKgeneKTrposUKsequencesZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2004XKfeXKfjdYfji

2.2 47

48 tlostridiumKjejuenseKspZKnovZXKisolatedKfromKsoilZKInternationalaJournalaofaSystematicaandaEvolutionarya
MicrobiologyXK2004XKfeXKbegfYbegi 2.2 21

47 SerinicoccusKmarinusKgenZKnovZXKspZKnovZXKaKnovelKactinomyceteKwithKLYornithineKandKLYserineKinKtheK
peptidoglycanZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2004XKfeXKbfifYbfij 2.2 72

46 KordiaKalgicidaKgenZKnovZXKspZKnovZXKanKalgicidalKbacteriumKisolatedKfromKredKtideZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2004XKfeXKghfYgia 2.2 74

45 TsukamurellaKpseudospumaeKspZKnovZXKaKnovelKactinomyceteKisolatedKfromKactivatedKsludgeKfoamZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2004XKfeXKbcajYbcbc 2.2 55

44 PhylogeneticKcharacterizationKofKLegionellaYlikeKendosymbioticKXYbacteriaKinKrmoebaKproteuskKaK
proposalKforKStandidatusKLegionellaKjeoniiSKspZKnovZKEnvironmentalaMicrobiologyXK2004XKgXKbcfcYgd 5.2 25

43
restuariibacterKsalexigensKgenZKnovZXKspZKnovZKandKrestuariibacterKhalophilusKspZKnovZXKisolatedKfromK
tidalKflatKsedimentXKandKemendedKdescriptionKofKrlteromonasKmacleodiiZKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyXK2004XKfeXKfhbYfhg

2.2 42

42 rKmethodKforKcomparingKmultipleKbacterialKcommunityKstructuresKfromKbgSKruNrKcloneKlibraryK
sequencesZKJournalaofaMicrobiologyXK2004XKecXKjYbd 3 23

41 TsukamurellaKspumaeKspZKnovZXKaKnovelKactinomyceteKassociatedKwithKfoamingKinKactivatedKsludgeK
plantsZKSystematicaandaAppliedaMicrobiologyXK2003XKcgXKdghYhf 4.2 34

40 rKnovelKelectrochemicallyKactiveKandKweTzzzUYreducingKbacteriumKphylogeneticallyKrelatedKtoK
reromonasKhydrophilaXKisolatedKfromKaKmicrobialKfuelKcellZKFEMSaMicrobiologyaLettersXK2003XKccdXKbcjYde 2.9 318

39 TransferKofKyongiaKkoreensisKLeeKetKalZKcaaaKtoKtheKgenusKKribbellaKParkKetKalZKbjjjKasKKribbellaK
koreensisKcombZKnovZKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2003XKfdXKbaafYbaah2.2 35

38 ZooshikellaKganghwensisKgenZKnovZXKspZKnovZXKisolatedKfromKtidalKflatKsedimentsZKInternationalaJournala
ofaSystematicaandaEvolutionaryaMicrobiologyXK2003XKfdXKbabdYbabi 2.2 54

37 rnalysisKofKbgSYcdSKrRNrKintergenicKspacerKofKVibrioKcholeraeKandKVibrioKmimicusKforKdetectionKofK
theseKspeciesZKMethodsainaMolecularaBiologyXK2002XKbhjXKbhbYi 1.4 6

36
TransferKofKTsukamurellaKwratislaviensisKxoodfellowKetKaZKbjjfKtoKtheKgenusKRhodococcusKasK
RhodococcusKwratislaviensisKcombZKnovZKInternationalaJournalaofaSystematicaandaEvolutionarya
MicrobiologyXK2002XKfcXKhejYhff

2.2 17

(2002-2004)
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35 tomamonasKkoreensisKspZKnovZXKaKnonYmotileKspeciesKfromKwetlandKinKWoopoXKKoreaZKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2002XKfcXKdhhYib 2.2 36

34 MetschnikowiaKkoreensisKspZKnovZXKaKnovelKyeastKspeciesKisolatedKfromKflowersKinKKoreaZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2001XKfbXKbjchYbjdb 2.2 21

33 yahellaKchejuensisKgenZKnovZXKspZKnovZXKanKextracellularYpolysaccharideYproducingKmarineKbacteriumZK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyXK2001XKfbXKggbYggg 2.2 80

32 xenotypesKassociatedKwithKvirulenceKinKenvironmentalKisolatesKofKVibrioKcholeraeZKAppliedaanda
EnvironmentalaMicrobiologyXK2001XKghXKcecbYj 4.8 261

31
rrthrobacterKsiderocapsulatusKuubininaKandKZhdanovKbjhfrLKisKaKlaterKsubjectiveKsynonymKofK
PseudomonasKputidaKTTrevisanKbiijUKMigulaKbijfrLZKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyXK2001XKfbXKbgjYbha

2.2 11

30 uetectionKofKluciferaseKgeneKsequencesKinKnonluminescentKbacteriaKfromKtheKthesapeakeKsayZK
FEMSaMicrobiologyaEcologyXK2000XKddXKchYde 4.3 15

29 UseKofKaKchirKprobeKforKdetectionKofKchitinaseKgenesKinKbacteriaKfromKtheKthesapeakeKsayTbUZKFEMSa
MicrobiologyaEcologyXK2000XKdeXKgdYhb 4.3 46
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