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Influence of soil fumigation by methyl bromide and methyl iodide on rhizosphere and phyllosphere
microbial community structure. Journal of Environmental Science and Health - Part B Pesticides, Food
Contaminants, and Agricultural Wastes, 2010, 45, 427-36

An assessment of environmental conditions for control of downy brome by Pseudomonas
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method and real-time PCR. Canadian Journal of Microbiology, 2004, 50, 1007-14

Genome-wide identification of plant-upregulated genes of Erwinia chrysanthemi 3937 using a 6
14 GFP-based IVET leaf array. Molecular Plant-Microbe Interactions, 2004, 17, 999-1008 3 77

Effect of organic mulches on soil bacterial communities one year after application. Biology and
Fertility of Soils, 2003, 38, 273-281

Detection and quantification of Escherichia coli 0157:H7 in environmental samples by real-time
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