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Accuracy of genotypic value predictions for marker-based selection in biparental plant populations.
Theoretical and Applied Genetics, 2009, 120, 151-61

Genomewide Selection for Rapid Introgression of Exotic Germplasm in Maize. Crop Science, 2009,

23 49,419-425 A4 89

Genomewide Selection and Marker-Assisted Recurrent Selection in Doubled Haploid versus F2
Populations. Crop Science, 2009, 49, 1719-1725

Molecular Markers and Selection for Complex Traits in Plants: Learning from the Last 20 Years. Crop

*1 Science, 2008, 48, 1649-1664 24 570

Genetic Correlation between Corn Performance in Organic and Conventional Production Systems.

Crop Science, 2008, 48, 903




(1991-2007)

19 Plant Breeding in Times of Change. Crop Science, 2007, 47, S-2-S-3 24 1

Prospects for Genomewide Selection for Quantitative Traits in Maize. Crop Science, 2007, 47, 1082-1090 2.4

Validating the Fhb1 QTL for Fusarium Head Blight Resistance in Near-Isogenic Wheat Lines L
7 Developed from Breeding Populations. Crop Science, 2007, 47, 200-206 24 34

Number and Fitness of Selected Individuals in Marker-Assisted and Phenotypic Recurrent Selection.
Crop Science, 2006, 46, 1972-1980

Usefulness of Gene Information in Marker-Assisted Recurrent Selection: A Simulation Appraisal.

5 Crop Science, 2006, 46, 614-621 24 127

Genetic Variation in Maize Breeding Populations with Different Numbers of Parents. Crop Science,
2005, 45, 2301-2306

13 Diverse Adapted Populations for Improving Northern Maize Inbreds. Crop Science, 2004, 44, 1444-1449 2.4 17

Changes in Genetic Variance during Advanced Cycle Breeding in Maize. Crop Science, 2004, 44, 405-410 2.4

11 Random Mating before Selfing in Maize BC1 Populations. Crop Science, 2004, 44, 401-404 24 5

Random Mating before Selfing in Maize BC1 Populations 2004, 44, 401

9 On the effectiveness of early generation selection in self-pollinated crops. Crop Science, 2003, 43, 1558-2560 31

What If We Knew All the Genes for a Quantitative Trait in Hybrid Crops?. Crop Science, 2001, 41, 1-4 2.4

7 Breeding Potential of Intra- and Interheterotic Group Crosses in Maize. Crop Science, 2001, 41, 68-71 24 8

Best Linear Unbiased Prediction of Maize Single-Cross Performance. Crop Science, 1996, 36, 50-56

Best Linear Unbiased Prediction of the Performance of Crosses between Untested Maize Inbreds. L
5 Crop Science, 1996, 36, 872-876 24 3

Prediction of Maize Single-Cross Performance Using RFLPs and Information from Related Hybrids.
Crop Science, 1994, 34, 20-25

Weighted vs. Unweighted Mean Performance of Varieties across Environments. Crop Science, 1992, 5
3 32,490-492 4

Retrospective Index Weights Used in Multiple Trait Selection in a Maize Breeding Program. Crop

Science, 1991, 31, 1174-1179




REx BERNARDO

Predicted genetic gains from introgressing chromosome segments from exotic germplasm into an
elite soybean cultivar



