
Rex Bernardo

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx87716yyxrexubernardoupublicationsubyuyearvpdf

Version:g2y24uy4u2yg

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

72
papers

3,993
citations

29
h-index

63
g-index

74
ext. papers

4,726
ext. citations

3.1
avg, IF

6.47
L-index



j Paper IF Citations

72 UpgradingNaNmaizeNbreedingNprogramNviaNtwoccycleNgenomewideNselectionpNSameNcostbNsameNorNlessN
timebNandNlargerNgainsdNCropuSciencebN2021bNlgbNhjjj 2.4 4

71 PredictiveNbreedingNinNmaizeNduringNtheNlastNofNyearsdNCropuSciencebN2021bNlgbNhnmhchnng 2.4 1

70 SubgenomeNcontributionsNtoNquantitativeNgeneticNvariationNinNbreadNwheatNandNdurumNwheatN
populationsdNCropuSciencebN2021bNlgbNgffhcgfgh 2.4

69 MultiparentalNpopulationsNinNlineNdevelopmentpNGeneticNgainbNdiversitybNandNpracticalNlimitationsdN
CropuSciencebN2021bNlgbNjgio 2.4 2

68 SimpleNsoftwareNforNgenomewideNpredictionbNlinkageNandNassociationNmappingbNandNqualityNcontrolN
ofNmarkerNdatadNCropuSciencebN2020bNlfbNkgkckgk 2.4 1

67 GenomewideNpredictionsNasNaNsubstituteNforNaNportionNofNphenotypingNinNmaizedNCropuSciencebN2020bN
lfbNgngcgno 2.4 0

66 PredictedNgeneticNgainsNfromNintrogressingNchromosomeNsegmentsNfromNexoticNgermplasmNintoNanN
eliteNsoybeanNcultivardNTheoreticaluanduApplieduGeneticsbN2020bNgiibNlfkclgj 6 5

65 LinearbNfunnelbNandNmultipleNfunnelNschemesNforNstackingNchromosomesNthatNcarryNtargetedN
recombinationsNinNplantsdNTheoreticaluanduApplieduGeneticsbN2020bNgiibNigmmcignl 6 0

64 ReinventingNquantitativeNgeneticsNforNplantNbreedingpNsomethingNoldbNsomethingNnewbNsomethingN
borrowedbNsomethingNxLUEdNHereditybN2020bNghkbNimkcink 3.6 42

63 PredictingNGeneticNVarianceNfromNGenomewideNMarkerNEffectsNEstimatedNfromNaNziverseNPanelNofN
MaizeNInbredsdNCropuSciencebN2019bNkobNknickof 2.4 4

62 wssessingNbyNModelingNtheNyonsequencesNofNIncreasedNRecombinationNinNRecurrentNSelectionNofN
anddNG3:uGenes,uGenomes,uGeneticsbN2019bNobNjglocjgng 3.2 2

61 PredictedNGeneticNGainsNfromNTargetedNRecombinationNinNEliteNxiparentalNMaizeNPopulationsdNPlantu
GenomebN2019bNghbNgnfflh 4.4 9

60 SmallNadNhocNversusNlargeNgeneralNtrainingNpopulationsNforNgenomewideNselectionNinNmaizeN
biparentalNcrossesdNTheoreticaluanduApplieduGeneticsbN2019bNgihbNijmciki 6 15

59 TargetedNrecombinationNtoNincreaseNgeneticNgainNinNselfcpollinatedNspeciesdNTheoreticaluanduAppliedu
GeneticsbN2019bNgihbNhnociff 6 13

58 MaintainingNtheNwccuracyNofNGenomewideNPredictionsNwhenNSelectionNHasNOccurredNinNtheNTrainingN
PopulationdNCropuSciencebN2018bNknbNghhlcghig 2.4 10

57 GenomewideNSelectionNforNUnfavorablyNyorrelatedNTraitsNinNMaizedNCropuSciencebN2018bNknbNgknmcgkoi 2.4 4

56 GenomewideNSelectionNwithNxiallelicNversusNTriallelicNModelsNinNThreecWayNMaizeNPopulationsdNCropu
SciencebN2017bNkmbNhjmgchjmm 2.4 1
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55 ProspectiveNTargetedNRecombinationNandNGeneticNGainsNforNQuantitativeNTraitsNinNMaizedNPlantu
GenomebN2017bNgfbNplantgenomehfgldggdfggn 4.4 28

54 xreedingGamesNSoftwaredNCropuSciencebN2017bNkmbNhigichigi 2.4 3

53 GenomicNpredictionNcontributingNtoNaNpromisingNglobalNstrategyNtoNturbochargeNgeneNbanksdNNatureu
PlantsbN2016bNhbNglgkf 11.5 125

52 GenomewideNPredictionsNforNxackcrossingNaNQuantitativeNTraitNfromNanNExoticNtoNanNwdaptedNLinedN
CropuSciencebN2016bNklbNgflmcgfmk 2.4 7

51 GermplasmNwrchitectureNRevealedNthroughNyhromosomalNEffectsNforNQuantitativeNTraitsNinNMaizedN
PlantuGenomebN2016bNobNplantgenomehfgldfidffhn 4.4 9

50 RecombinationNandNgeneticNvarianceNamongNmaizeNdoubledNhaploidsNinducedNfromNFNandNFNplantsdN
TheoreticaluanduApplieduGeneticsbN2016bNghobNhjhochjil 6 12

49 xandwagonsNIbNtoobNhaveNknowndNTheoreticaluanduApplieduGeneticsbN2016bNghobNhihichiih 6 120

48 PredictionNofNGeneticNVarianceNinNxiparentalNMaizeNPopulationspNGenomewideNMarkerNEffectsNversusN
MeanNGeneticNVarianceNinNPriorNPopulationsdNCropuSciencebN2015bNkkbNggngcggnn 2.4 13

47 MinimalNLossNofNGeneticNziversityNafterNGenomewideNSelectionNwithinNxiparentalNMaizeNPopulationsdN
CropuSciencebN2015bNkkbNmnicmno 2.4 8

46 RelativeNEfficiencyNofNGenomewideNSelectionNforNTestcrossNPerformanceNofNzoubledNHaploidNLinesN
inNaNMaizeNxreedingNProgramdNCropuSciencebN2015bNkkbNhfogchfoo 2.4 18

45 MultienvironmentNValidationNofNtheNEffectivenessNofNPhenotypicNandNGenomewideNSelectionNwithinN
xiparentalNMaizeNPopulationsdNCropuSciencebN2015bNkkbNgflncgfmk 2.4 16

44 MarkerNImputationNxeforeNGenomewideNSelectionNinNxiparentalNMaizeNPopulationsdNPlantuGenomebN
2015bNnbNeplantgenomehfgjdgfdffmn 4.4 20

43 GenomewideNSelectionNwhenNMajorNGenesNwreNKnowndNCropuSciencebN2014bNkjbNlncmk 2.4 137

42 GenomewideNPredictionNwccuracyNwithinNoloNMaizeNxiparentalNPopulationsdNCropuSciencebN2014bNkjbNgkgjcgkhh2.4 59

41 GeneralNyombiningNwbilityNModelNforNGenomewideNSelectionNinNaNxiparentalNyrossdNCropuSciencebN
2014bNkjbNnokcofk 2.4 61

40 GenomewideNSelectionNofNParentalNInbredspNylassesNofNLociNandNVirtualNxiparentalNPopulationsdNCropu
SciencebN2014bNkjbNhknlchkok 2.4 33

39 GenomewideNpredictionsNfromNmaizeNsingleccrossNdatadNTheoreticaluanduApplieduGeneticsbN2013bNghlbNgichh6 105

38 PopulationNStructureNandNSingleNNucleotideNPolymorphismNziversityNofNHistoricalNMinnesotaNMaizeN
InbredsdNCropuSciencebN2013bNkibNgkhocgkil 2.4 11
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37 GenomewideNMarkersNforNyontrollingNxackgroundNVariationNinNwssociationNMappingdNPlantuGenomebN
2013bNlbNplantgenomehfghdggdffhn 4.4 22

36 zroughtNToleranceNinNMaizepNIndirectNSelectionNthroughNSecondaryNTraitsNversusNGenomewideN
SelectiondNCropuSciencebN2013bNkibNghlocghmk 2.4 72

35 GenomewideNSelectionNversusNMarkercassistedNRecurrentNSelectionNtoNImproveNGrainNYieldNandN
StovercqualityNTraitsNforNyellulosicNEthanolNinNMaizedNCropuSciencebN2013bNkibNkncll 2.4 139

34 wccuracyNofNGenomewideNSelectionNforNzifferentNTraitsNwithNyonstantNPopulationNSizebNHeritabilitybN
andNNumberNofNMarkersdNPlantuGenomebN2013bNlbNplantgenomehfghdggdffif 4.4 107

33 GenomewideNSelectionNtoNIntrogressNSemidwarfNMaizeNGermplasmNintoNUdSdNyornNxeltNInbredsdNCropu
SciencebN2013bNkibNgjhmcgjil 2.4 40

32 yornNPerformanceNunderNManagedNzroughtNStressNandNinNaNKuraNyloverNLivingNMulchNIntercroppingN
SystemdNAgronomyuJournalbN2013bNgfkbNkmocknl 2.2 22

31 GenomewideNwssociationNMappingNofNFloweringNTimebNKernelNyompositionbNandNziseaseNResistanceN
inNHistoricalNMinnesotaNMaizeNInbredsdNCropuSciencebN2013bNkibNhkgnchkho 2.4 18

30 yomparisonNofNyellNWallNPolysaccharideNHydrolysisNbyNaNziluteNwcideEnzymaticNSaccharificationN
ProcessNandNRumenNMicroorganismsdNBioenergyuResearchbN2012bNkbNigociho 3.1 11

29 xreedingNPotentialNofNSemidwarfNyornNforNGrainNandNForageNinNtheNNorthernNUdSdNyornNxeltdNCropu
SciencebN2011bNkgbNglimcgljk 2.4 2

28 PotentialNforNSimultaneousNImprovementNofNyornNGrainNYieldNandNStoverNQualityNforNyellulosicN
EthanoldNCropuSciencebN2010bNkfbNkglckhi 2.4 32

27 QuantitativeNTraitNLociNandNTraitNyorrelationsNforNMaizeNStoverNyellNWallNyompositionNandNGlucoseN
ReleaseNforNyellulosicNEthanoldNCropuSciencebN2010bNkfbNkjgckkk 2.4 44

26 GenomewideNSelectionNwithNMinimalNyrossingNinNSelfcPollinatedNyropsdNCropuSciencebN2010bNkfbNlhjclhm 2.4 59

25 ShouldNmaizeNdoubledNhaploidsNbeNinducedNamongNFVgWNorNFNVhWNplantsudNTheoreticaluanduAppliedu
GeneticsbN2009bNggobNhkkclh 6 33

24 wccuracyNofNgenotypicNvalueNpredictionsNforNmarkercbasedNselectionNinNbiparentalNplantNpopulationsdN
TheoreticaluanduApplieduGeneticsbN2009bNghfbNgkgclg 6 308

23 GenomewideNSelectionNforNRapidNIntrogressionNofNExoticNGermplasmNinNMaizedNCropuSciencebN2009bN
jobNjgocjhk 2.4 80

22 GenomewideNSelectionNandNMarkercwssistedNRecurrentNSelectionNinNzoubledNHaploidNversusNFhN
PopulationsdNCropuSciencebN2009bNjobNgmgocgmhk 2.4 50

21 MolecularNMarkersNandNSelectionNforNyomplexNTraitsNinNPlantspNLearningNfromNtheNLastNhfNYearsdNCropu
SciencebN2008bNjnbNgljocgllj 2.4 570

20 GeneticNyorrelationNbetweenNyornNPerformanceNinNOrganicNandNyonventionalNProductionNSystemsdN
CropuSciencebN2008bNjnbNofi 2.4 30
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19 PlantNxreedingNinNTimesNofNyhangedNCropuSciencebN2007bNjmbNSchcSci 2.4 1

18 ProspectsNforNGenomewideNSelectionNforNQuantitativeNTraitsNinNMaizedNCropuSciencebN2007bNjmbNgfnhcgfof2.4 576

17 ValidatingNtheNFhbgNQTLNforNFusariumNHeadNxlightNResistanceNinNNearcIsogenicNWheatNLinesN
zevelopedNfromNxreedingNPopulationsdNCropuSciencebN2007bNjmbNhffchfl 2.4 134

16 NumberNandNFitnessNofNSelectedNIndividualsNinNMarkercwssistedNandNPhenotypicNRecurrentNSelectiondN
CropuSciencebN2006bNjlbNgomhcgonf 2.4 28

15 UsefulnessNofNGeneNInformationNinNMarkercwssistedNRecurrentNSelectionpNwNSimulationNwppraisaldN
CropuSciencebN2006bNjlbNlgjclhg 2.4 127

14 GeneticNVariationNinNMaizeNxreedingNPopulationsNwithNzifferentNNumbersNofNParentsdNCropuSciencebN
2005bNjkbNhifgchifl 2.4 11

13 ziverseNwdaptedNPopulationsNforNImprovingNNorthernNMaizeNInbredsdNCropuSciencebN2004bNjjbNgjjjcgjjo 2.4 17

12 yhangesNinNGeneticNVarianceNduringNwdvancedNyycleNxreedingNinNMaizedNCropuSciencebN2004bNjjbNjfkcjgf 2.4 20

11 RandomNMatingNbeforeNSelfingNinNMaizeNxygNPopulationsdNCropuSciencebN2004bNjjbNjfgcjfj 2.4 5

10 RandomNMatingNbeforeNSelfingNinNMaizeNxygNPopulationsN2004bNjjbNjfg 3

9 OnNtheNeffectivenessNofNearlyNgenerationNselectionNinNselfcpollinatedNcropsdNCropuSciencebN2003bNjibNgkkncgklf2.4 31

8 WhatNIfNWeNKnewNwllNtheNGenesNforNaNQuantitativeNTraitNinNHybridNyropsudNCropuSciencebN2001bNjgbNgcj 2.4 87

7 xreedingNPotentialNofNIntracNandNInterheteroticNGroupNyrossesNinNMaizedNCropuSciencebN2001bNjgbNlncmg 2.4 8

6 xestNLinearNUnbiasedNPredictionNofNMaizeNSinglecyrossNPerformancedNCropuSciencebN1996bNilbNkfckl 2.4 141

5 xestNLinearNUnbiasedNPredictionNofNtheNPerformanceNofNyrossesNbetweenNUntestedNMaizeNInbredsdN
CropuSciencebN1996bNilbNnmhcnml 2.4 31

4 PredictionNofNMaizeNSinglecyrossNPerformanceNUsingNRFLPsNandNInformationNfromNRelatedNHybridsdN
CropuSciencebN1994bNijbNhfchk 2.4 212

3 WeightedNvsdNUnweightedNMeanNPerformanceNofNVarietiesNacrossNEnvironmentsdNCropuSciencebN1992bN
ihbNjofcjoh 2.4 6

2 RetrospectiveNIndexNWeightsNUsedNinNMultipleNTraitNSelectionNinNaNMaizeNxreedingNProgramdNCropu
SciencebN1991bNigbNggmjcggmo 2.4 17

(1991-2007)
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1 PredictedNgeneticNgainsNfromNintrogressingNchromosomeNsegmentsNfromNexoticNgermplasmNintoNanN
eliteNsoybeanNcultivar 1
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