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SciencebN2013bNkibNgjhmcgjil 2.4 40
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2013bNlbNplantgenomehfghdggdffhn 4.4 22

40 yornNPerformanceNunderNManagedNzroughtNStressNandNinNaNKuraNyloverNLivingNMulchNIntercroppingN
SystemdNAgronomyuJournalbN2013bNgfkbNkmocknl 2.2 22

39 MarkerNImputationNxeforeNGenomewideNSelectionNinNxiparentalNMaizeNPopulationsdNPlantuGenomebN
2015bNnbNeplantgenomehfgjdgfdffmn 4.4 20
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37 RelativeNEfficiencyNofNGenomewideNSelectionNforNTestcrossNPerformanceNofNzoubledNHaploidNLinesN
inNaNMaizeNxreedingNProgramdNCropuSciencebN2015bNkkbNhfogchfoo 2.4 18

36 GenomewideNwssociationNMappingNofNFloweringNTimebNKernelNyompositionbNandNziseaseNResistanceN
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34 RetrospectiveNIndexNWeightsNUsedNinNMultipleNTraitNSelectionNinNaNMaizeNxreedingNProgramdNCropu
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30 TargetedNrecombinationNtoNincreaseNgeneticNgainNinNselfcpollinatedNspeciesdNTheoreticaluanduAppliedu
GeneticsbN2019bNgihbNhnociff 6 13
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TheoreticaluanduApplieduGeneticsbN2016bNghobNhjhochjil 6 12
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20 GenomewideNPredictionsNforNxackcrossingNaNQuantitativeNTraitNfromNanNExoticNtoNanNwdaptedNLinedN
CropuSciencebN2016bNklbNgflmcgfmk 2.4 7
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19 WeightedNvsdNUnweightedNMeanNPerformanceNofNVarietiesNacrossNEnvironmentsdNCropuSciencebN1992bN
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14 GenomewideNSelectionNforNUnfavorablyNyorrelatedNTraitsNinNMaizedNCropuSciencebN2018bNknbNgknmcgkoi 2.4 4

13 xreedingGamesNSoftwaredNCropuSciencebN2017bNkmbNhigichigi 2.4 3

12 RandomNMatingNbeforeNSelfingNinNMaizeNxygNPopulationsN2004bNjjbNjfg 3
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9 MultiparentalNpopulationsNinNlineNdevelopmentpNGeneticNgainbNdiversitybNandNpracticalNlimitationsdN
CropuSciencebN2021bNlgbNjgio 2.4 2

8 SimpleNsoftwareNforNgenomewideNpredictionbNlinkageNandNassociationNmappingbNandNqualityNcontrolN
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7 GenomewideNSelectionNwithNxiallelicNversusNTriallelicNModelsNinNThreecWayNMaizeNPopulationsdNCropu
SciencebN2017bNkmbNhjmgchjmm 2.4 1

6 PlantNxreedingNinNTimesNofNyhangedNCropuSciencebN2007bNjmbNSchcSci 2.4 1

5 PredictedNgeneticNgainsNfromNintrogressingNchromosomeNsegmentsNfromNexoticNgermplasmNintoNanN
eliteNsoybeanNcultivar 1

4 PredictiveNbreedingNinNmaizeNduringNtheNlastNofNyearsdNCropuSciencebN2021bNlgbNhnmhchnng 2.4 1
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2 LinearbNfunnelbNandNmultipleNfunnelNschemesNforNstackingNchromosomesNthatNcarryNtargetedN
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