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303 senomeUwideHassociationHstudyHofHY]TXXXHcasesHofHsevenHcommonHdiseasesHandH[TXXXHsharedH
controlsVHNatureTH2007TH]]cTHbbYUcd 50.4 7801

302  eplicationHofHgenomeUwideHassociationHsignalsHinHUwHsamplesHrevealsHriskHlociHforHtypeHZHdiabetesVH
ScienceTH2007TH[YbTHY[[bU]Y 33.3 1823

301 seneticsHofHrheumatoidHarthritisHcontributesHtoHbiologyHandHdrugHdiscoveryVHNatureTH2014THaXbTH[cbUdY 50.4 1426

300 mssociationHscanHofHY]TaXXHnonsynonymousHαz}sHinHfourHdiseasesHidentifiesHautoimmunityHvariantsVH
NatureiGeneticsTH2007TH[eTHY[ZeU[c 36.3 1130

299 senomeUwideHassociationHstudyHmetaUanalysisHidentifiesHsevenHnewHrheumatoidHarthritisHriskHlociVH
NatureiGeneticsTH2010TH]ZTHaXdUY] 36.3 969

298 mHgenomeUwideHassociationHstudyHidentifiesHnewHpsoriasisHsusceptibilityHlociHandHanHinteractionH
betweenHtxmUoHandHq m}YVHNatureiGeneticsTH2010TH]ZTHedaUeX 36.3 773

297  heumatoidHarthritisVHNatureiReviewsiDiseaseiPrimersTH2018TH]THYdXXY 51.1 750

296 udentificationHofHYaHnewHpsoriasisHsusceptibilityHlociHhighlightsHtheHroleHofHinnateHimmunityVHNaturei
GeneticsTH2012TH]]THY[]YUd 36.3 681

295 senomeUwideHassociationHstudyHofHozVsHinHYbTXXXHcasesHofHeightHcommonHdiseasesHandH[TXXXH
sharedHcontrolsVHNatureTH2010TH]b]THcY[UZX 50.4 639

294 yetaUanalysisHandHimputationHrefinesHtheHassociationHofHYaqZaHwithHsmokingHquantityVHNaturei
GeneticsTH2010TH]ZTH][bU]X 36.3 521

293 mHgenomeUwideHassociationHstudyHofHpsoriasisHandHpsoriaticHarthritisHidentifiesHnewHdiseaseHlociVH
PLoSiGeneticsTH2008TH]THeYXXXX]Y 6 503

292 tighUdensityHgeneticHmappingHidentifiesHnewHsusceptibilityHlociHforHrheumatoidHarthritisVHNaturei
GeneticsTH2012TH]]THY[[bU]X 36.3 436

291  heumatoidHarthritisHassociationHatHbqZ[VHNatureiGeneticsTH2007TH[eTHY][YU[ 36.3 328

290 oommonHvariantsHatHT mr[u}ZHareHassociatedHwithHsusceptibilityHtoHpsoriaticHarthritisHandHpsoriasisVH
NatureiGeneticsTH2010TH]ZTHeebUe 36.3 294

289 seneticHvariantsHatHopZdTH} pyYHandHopZWopadHareHassociatedHwithHrheumatoidHarthritisHriskVH
NatureiGeneticsTH2009TH]YTHY[Y[Ud 36.3 272

288
mssociationHbetweenHtheH}T}zZZHgeneHandHrheumatoidHarthritisHandHjuvenileHidiopathicHarthritisHinHaH
UwHpopulationfHfurtherHsupportHthatH}T}zZZHisHanHautoimmunityHgeneVHArthritisiandiRheumatismTH
2005THaZTHYbe]Ue

239

287
mssociationHofHrheumatoidHfactorHandHantiUcyclicHcitrullinatedHpeptideHpositivityTHbutHnotHcarriageHofH
sharedHepitopeHorH}T}zZZHsusceptibilityHvariantsTHwithHantiUtumourHnecrosisHfactorHresponseHinH
rheumatoidHarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2009THbdTHbeUc]

2.4 210
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286 WholeUgenomeHscanTHinHaHcomplexHdiseaseTHusingHYYTZ]aHsingleUnucleotideHpolymorphismsfH
comparisonHwithHmicrosatellitesVHAmericaniJournaliofiHumaniGeneticsTH2004THcaTHa]Ub] 11 198

285 WholeUgenomeHlinkageHanalysisHofHrheumatoidHarthritisHsusceptibilityHlociHinHZaZHaffectedHsiblingH
pairsHinHtheHUnitedHwingdomVHArthritisiandiRheumatismTH2002TH]bTHb[ZUe 171

284 mHfunctionalHhaplotypeHofHtheH}mpu]HgeneHassociatedHwithHrheumatoidHarthritisHinHaHvapaneseH
populationHisHnotHassociatedHinHaHUnitedHwingdomHpopulationVHArthritisiandiRheumatismTH2004THaXTHYYYcUZY 170

283 tumanHαz}HlinksHdifferentialHoutcomesHinHinflammatoryHandHinfectiousHdiseaseHtoHaH
r{X{[UregulatedHpathwayVHCellTH2013THYaaTHacUbe 56.2 168

282
mssociationHofHtheHtxmUp nYHgeneHwithHprematureHdeathTHparticularlyHfromHcardiovascularHdiseaseTH
inHpatientsHwithHrheumatoidHarthritisHandHinflammatoryHpolyarthritisVHArthritisiandiRheumatismTH2008
THadTH[aeUbe

146

281 TheHroleHofHpym psHinHreducingHtheHimmunogenicityHofHTzrHinhibitorsHinHchronicHinflammatoryH
diseasesVHRheumatologyTH2014THa[THZY[UZZ 3.9 137

280
qvidenceHofHzx }[UinflammasomeHactivationHinHrheumatoidHarthritisHP mQgHgeneticHvariantsHwithinH
theHzx }[UinflammasomeHcomplexHinHrelationHtoHsusceptibilityHtoH mHandHresponseHtoHantiUTzrH
treatmentVHAnnalsiofitheiRheumaticiDiseasesTH2014THc[THYZXZUYX

2.4 128

279 senomeUwideHassociationHstudyHandHgeneHexpressionHanalysisHidentifiesHopd]HasHaHpredictorHofH
responseHtoHetanerceptHtherapyHinHrheumatoidHarthritisVHPLoSiGeneticsTH2013THeTHeYXX[[e] 6 127

278  heumatoidHarthritisHsusceptibilityHlociHatHchromosomesHYXpYaTHYZqY[HandHZZqY[VHNatureiGeneticsTH
2008TH]XTHYYabUe 36.3 125

277
senomeUwideHassociationHstudyHofHgeneticHpredictorsHofHantiUtumorHnecrosisHfactorHtreatmentH
efficacyHinHrheumatoidHarthritisHidentifiesHassociationsHwithHpolymorphismsHatHsevenHlociVHArthritisi
andiRheumatismTH2011THb[THb]aUa[

124

276  ecentHadvancesHinHtheHgeneticsHofH mHsusceptibilityVHRheumatologyTH2008TH]cTH[eeU]XZ 3.9 124

275 oaptureHtiUoHrevealsHnovelHcandidateHgenesHandHcomplexHlongUrangeHinteractionsHwithHrelatedH
autoimmuneHriskHlociVHNatureiCommunicationsTH2015THbTHYXXbe 17.4 121

274
 eUevaluationHofHputativeHrheumatoidHarthritisHsusceptibilityHgenesHinHtheHpostUgenomeHwideH
associationHstudyHeraHandHhypothesisHofHaHkeyHpathwayHunderlyingHsusceptibilityVHHumaniMoleculari
GeneticsTH2008THYcTHZZc]Ue

5.6 121

273 unvestigationHofHassociationHofHtheHuxYZnHandHuxZ[ HgenesHwithHpsoriaticHarthritisVHArthritisiandi
RheumatismTH2008THadTH[cXaUe 108

272 αtudyHofHtheHcommonHgeneticHbackgroundHforHrheumatoidHarthritisHandHsystemicHlupusH
erythematosusVHAnnalsiofitheiRheumaticiDiseasesTH2011THcXTH]b[Ud 2.4 107

271 mssociationHbetweenHrheumatoidHarthritisHandHpolymorphismHofHtumorHnecrosisHfactorHreceptorHuuTH
butHnotHtumorHnecrosisHfactorHreceptorHuTHinHoaucasiansVHArthritisiandiRheumatismTH2001TH]]THbYUa 104

270 penseHgenotypingHofHimmuneUrelatedHsusceptibilityHlociHrevealsHnewHinsightsHintoHtheHgeneticsHofH
psoriaticHarthritisVHNatureiCommunicationsTH2015THbTHbX]b 17.4 103

269 αtatisticalHcolocalizationHofHgeneticHriskHvariantsHforHrelatedHautoimmuneHdiseasesHinHtheHcontextHofH
commonHcontrolsVHNatureiGeneticsTH2015TH]cTHd[eU]b 36.3 97
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268 mssociationHofHtheHtumourHnecrosisHfactorU[XdHvariantHwithHdifferentialHresponseHtoHantiUTzrHagentsH
inHtheHtreatmentHofHrheumatoidHarthritisVHHumaniMoleculariGeneticsTH2008THYcTH[a[ZUd 5.6 96

267 oonfirmationHofHTzu}YHandHuxZ[mHasHsusceptibilityHlociHforHpsoriaticHarthritisVHAnnalsiofitheiRheumatici
DiseasesTH2011THcXTHYb]YU] 2.4 93

266 mssociationHofHtxmUp nYHhaplotypesHwithHrheumatoidHarthritisHseverityTHmortalityTHandHtreatmentH
responseVHJAMAixiJournaliofitheiAmericaniMedicaliAssociationTH2015TH[Y[THYb]aUab 27.4 92

265 senomeUwideHassociationHanalysisHofHantiUTzrHdrugHresponseHinHpatientsHwithHrheumatoidHarthritisVH
AnnalsiofitheiRheumaticiDiseasesTH2013THcZTHY[caUdY 2.4 79

264 {verlappingHgeneticHsusceptibilityHvariantsHbetweenHthreeHautoimmuneHdisordersfHrheumatoidH
arthritisTHtypeHYHdiabetesHandHcoeliacHdiseaseVHArthritisiResearchiandiTherapyTH2010THYZTH Yca 5.7 79

263
 eevaluationHofHtheHinteractionHbetweenHtxmUp nYHsharedHepitopeHallelesTH}T}zZZTHandHsmokingHinH
determiningHsusceptibilityHtoHautoantibodyUpositiveHandHautoantibodyUnegativeHrheumatoidH
arthritisHinHaHlargeHUwHoaucasianHpopulationVHArthritisiandiRheumatismTH2009THbXTHZabaUcb

79

262 oombinedHeffectsHofHthreeHindependentHαz}sHgreatlyHincreaseHtheHriskHestimateHforH mHatHbqZ[VH
HumaniMoleculariGeneticsTH2010THYeTH]a]]U]a]] 5.6 78

261
udentificationHofHmr]Wry ZHfamilyTHmemberH[HPmrr[QHasHaHnovelHrheumatoidHarthritisHsusceptibilityH
locusHandHconfirmationHofHtwoHfurtherHpanUautoimmuneHsusceptibilityHgenesVHHumaniMoleculari
GeneticsTH2010THYeTH]a][U]a][

5.6 78

260
unvestigationHofHrheumatoidHarthritisHsusceptibilityHgenesHidentifiesHassociationHofHmrr[HandHopZZbH
variantsHwithHresponseHtoHantiUtumourHnecrosisHfactorHtreatmentVHAnnalsiofitheiRheumaticiDiseasesTH
2010THbeTHYXZeU[a

2.4 78

259 seneticHmarkersHofHrheumatoidHarthritisHsusceptibilityHinHantiUcitrullinatedHpeptideHantibodyH
negativeHpatientsVHAnnalsiofitheiRheumaticiDiseasesTH2012THcYTHYed]UeX 2.4 78

258 mssociationHofHtheHro x[HgeneHwithHrheumatoidHarthritisfHaHfurtherHexampleHofHpopulationH
specificitykVHArthritisiResearchiandiTherapyTH2008THYXTH]Xa 5.7 78

257 oombinedHeffectsHofHthreeHindependentHαz}sHgreatlyHincreaseHtheHriskHestimateHforH mHatHbqZ[VH
HumaniMoleculariGeneticsTH2009THYdTHZbe[Ue 5.6 77

256 TYwZHproteinUcodingHvariantsHprotectHagainstHrheumatoidHarthritisHandHautoimmunityTHwithHnoH
evidenceHofHmajorHpleiotropicHeffectsHonHnonUautoimmuneHcomplexHtraitsVHPLoSiONETH2015THYXTHeXYZZZcY3.7 77

255
unvestigatingHtheHroleHofHtheHtxmUowRXbHandHtxmUp nYHgenesHinHsusceptibilityHtoHpsoriaticHarthritisfH
comparisonHwithHpsoriasisHandHundifferentiatedHinflammatoryHarthritisVHAnnalsiofitheiRheumatici
DiseasesTH2008THbcTHbccUdZ

2.4 76

254  heumatoidHarthritisHriskHalleleH}T} oHisHalsoHassociatedHwithHresponseHtoHantiUtumorHnecrosisH
factorHalphaHtherapyVHArthritisiandiRheumatismTH2010THbZTHYd]eUbY 74

253 mssociationHofHtheHuxZ mWopZaHgeneHwithHjuvenileHidiopathicHarthritisVHArthritisiandiRheumatismTH
2009THbXTHZaYUc 73

252
TheHperformanceHofHantiUcyclicHcitrullinatedHpeptideHantibodiesHinHpredictingHtheHseverityHofH
radiologicHdamageHinHinflammatoryHpolyarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVH
ArthritisiandiRheumatismTH2007THabTHZeZeU[a

73

251 seneticHpolymorphismsHinHkeyHmethotrexateHpathwayHgenesHareHassociatedHwithHresponseHtoH
treatmentHinHrheumatoidHarthritisHpatientsVHPharmacogenomicsiJournalTH2013THY[THZZcU[] 3.5 72
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250
 areTHlowUfrequencyTHandHcommonHvariantsHinHtheHproteinUcodingHsequenceHofHbiologicalHcandidateH
genesHfromHsWmαsHcontributeHtoHriskHofHrheumatoidHarthritisVHAmericaniJournaliofiHumaniGeneticsTH
2013THeZTHYaUZc

11 72

249 {ptimisationHofHmethodsHforHbacterialHskinHmicrobiomeHinvestigationfHprimerHselectionHandH
comparisonHofHtheH]a]HversusHyiαeqHplatformVHBMCiMicrobiologyTH2017THYcTHZ[ 4.5 71

248 yacrophageHmigrationHinhibitoryHfactorHPyurQHgeneHpolymorphismHisHassociatedHwithHsusceptibilityH
toHbutHnotHseverityHofHinflammatoryHpolyarthritisVHGenesiandiImmunityTH2003TH]TH]dcUeY 4.4 71

247
udentificationHofHmr]Wry ZHfamilyTHmemberH[HPmrr[QHasHaHnovelHrheumatoidHarthritisHsusceptibilityH
locusHandHconfirmationHofHtwoHfurtherHpanUautoimmuneHsusceptibilityHgenesVHHumaniMoleculari
GeneticsTH2009THYdTHZaYdUZZ

5.6 70

246
umpactHofHinadequateHadherenceHonHresponseHtoHsubcutaneouslyHadministeredHantiUtumourHnecrosisH
factorHdrugsfHresultsHfromHtheHniologicsHinH heumatoidHmrthritisHseneticsHandHsenomicsHαtudyH
αyndicateHcohortVHRheumatologyTH2015THa]TH]e]Ue

3.9 69

245
olinicalHutilityHofHrandomHantiUtumorHnecrosisHfactorHdrugUlevelHtestingHandHmeasurementHofH
antidrugHantibodiesHonHtheHlongUtermHtreatmentHresponseHinHrheumatoidHarthritisVHArthritisiandi
RheumatologyTH2015THbcTHZXYYUe

9.5 69

244 TranslationalHgenomicsHandHprecisionHmedicinefHyovingHfromHtheHlabHtoHtheHclinicVHScienceTH2019TH
[baTHY]XeUY]Y[ 33.3 68

243 seneticHsusceptibilityHtoHrheumatoidHarthritisfHanHemergingHpictureVHArthritisiandiRheumatismTH2009TH
bYTHY]]YUb 66

242 seneticHandHepigeneticHpredictorsHofHresponsivenessHtoHtreatmentHinH mVHNatureiReviewsi
RheumatologyTH2014THYXTH[ZeU[c 8.1 62

241 oaptureHtiUoHidentifiesHaHnovelHcausalHgeneTHuxZX mTHinHtheHpanUautoimmuneHgeneticHsusceptibilityH
regionHbqZ[VHGenomeiBiologyTH2016THYcTHZYZ 18.3 62

240 udentificationHofHaHnovelHsusceptibilityHlocusHforHjuvenileHidiopathicHarthritisHbyHgenomeUwideH
associationHanalysisVHArthritisiandiRheumatismTH2009THbXTHZadUb[ 60

239 qvidenceHtoHsupportHuxUY[HasHaHriskHlocusHforHpsoriaticHarthritisHbutHnotHpsoriasisHvulgarisVHAnnalsiofi
theiRheumaticiDiseasesTH2011THcXTHYXYbUe 2.4 60

238 qvidenceHforHcommonHgeneticHcontrolHinHpathwaysHofHinflammationHforHorohnOsHdiseaseHandH
psoriaticHarthritisVHArthritisiandiRheumatismTH2005THaZTH[aebUbXZ 60

237 mssociationHbetweenHantiUtumourHnecrosisHfactorHtreatmentHresponseHandHgeneticHvariantsHwithinH
theHTx HandHzr{kappa}nHsignallingHpathwaysVHAnnalsiofitheiRheumaticiDiseasesTH2010THbeTHY[YaUZX 2.4 59

236 umpactHofHpsychologicalHfactorsHonHsubjectiveHdiseaseHactivityHassessmentsHinHpatientsHwithHsevereH
rheumatoidHarthritisVHArthritisiCareiandiResearchTH2014THbbTHdbYUd 4.7 58

235 unformedHconditioningHonHclinicalHcovariatesHincreasesHpowerHinHcaseUcontrolHassociationHstudiesVH
PLoSiGeneticsTH2012THdTHeYXX[X[Z 6 58

234 }mpu]HgenotypeHisHnotHassociatedHwithHrheumatoidHarthritisHinHaHlargeHUwHoaucasianHpopulationVH
AnnalsiofitheiRheumaticiDiseasesTH2010THbeTHbbbUcX 2.4 57

233 VariantsHinH UzX[HcontributeHtoHsusceptibilityHtoHpsoriaticHarthritisTHexhibitingHfurtherHcommonH
groundHwithHankylosingHspondylitisVHArthritisiandiRheumatismTH2013THbaTHYZZ]U[Y 56
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232 txmUowbHandHtxmUp nYRXcHtogetherHareHassociatedHwithHlessHsevereHjointHdiseaseHinHpsoriaticH
arthritisVHAnnalsiofitheiRheumaticiDiseasesTH2007THbbTHdXcUYY 2.4 56

231  eplicationHofHassociationHofHtheH}T} oHgeneHwithHresponseHtoHantiUtumorHnecrosisHfactorHtherapyH
inHaHlargeHUwHcohortVHArthritisiandiRheumatismTH2012THb]THbbaUcX 55

230
yTtr HgeneHpolymorphismsHandHoutcomeHofHmethotrexateHtreatmentHinHpatientsHwithHrheumatoidH
arthritisfHanalysisHofHkeyHpolymorphismsHandHmetaUanalysisHofHobccTHandHmYZedoHpolymorphismsVH
PharmacogenomicsiJournalTH2013THY[THY[cU]c

3.5 55

229 orowdsourcedHassessmentHofHcommonHgeneticHcontributionHtoHpredictingHantiUTzrHtreatmentH
responseHinHrheumatoidHarthritisVHNatureiCommunicationsTH2016THcTHYZ]bX 17.4 54

228 {verlapHofHdiseaseHsusceptibilityHlociHforHrheumatoidHarthritisHandHjuvenileHidiopathicHarthritisVH
AnnalsiofitheiRheumaticiDiseasesTH2010THbeTHYX]eUa[ 2.4 53

227
αubtypeHspecificHgeneticHassociationsHforHjuvenileHidiopathicHarthritisfHq m}YHwithHtheHenthesitisH
relatedHarthritisHsubtypeHandHuxZ[ HwithHjuvenileHpsoriaticHarthritisVHArthritisiResearchiandiTherapyTH
2011THY[TH YZ

5.7 52

226 pissectionHofHtheHros [mHassociationHwithH mfHincreasedHassociationHinHmenHandHwithHautoantibodyH
positiveHdiseaseVHAnnalsiofitheiRheumaticiDiseasesTH2010THbeTHYXa]Uc 2.4 52

225 seneticHandHgenomicHpredictorsHofHantiUTzrHresponseVHPharmacogenomicsTH2011THYZTHYacYUda 2.6 50

224 }T}zZZHisHassociatedHwithHsusceptibilityHtoHpsoriaticHarthritisHbutHnotHpsoriasisfHevidenceHforHaH
furtherH}smUspecificHriskHlocusVHAnnalsiofitheiRheumaticiDiseasesTH2015THc]THYddZUa 2.4 49

223 mssociationHofHop]XHwithHrheumatoidHarthritisHconfirmedHinHaHlargeHUwHcaseUcontrolHstudyVHAnnalsiofi
theiRheumaticiDiseasesTH2010THbeTHdY[Ub 2.4 49

222 seneticHsusceptibilityHtoHpsoriasisHandHpsoriaticHarthritisfHimplicationsHforHtherapyVHBritishiJournaliofi
DermatologyTH2012THYbbTH]c]UdZ 4 48

221 mssociationHofHtheHmrr[HgeneHandHuxZWuxZYHgeneHregionHwithHjuvenileHidiopathicHarthritisVHGenesiandi
ImmunityTH2010THYYTHYe]Ud 4.4 48

220 seneticHvariantsHwithinHtheHym}HkinaseHsignallingHnetworkHandHantiUTzrHtreatmentHresponseHinH
rheumatoidHarthritisHpatientsVHAnnalsiofitheiRheumaticiDiseasesTH2011THcXTHedUYX[ 2.4 48

219
taplotypeHanalysisHinHsimplexHfamiliesHandHnovelHanalyticHapproachesHinHaHcaseUcontrolHcohortHrevealH
noHevidenceHofHassociationHofHtheHoTxmU]HgeneHwithHrheumatoidHarthritisVHArthritisiandiRheumatismTH
2004THaXTHc]dUaZ

48

218 uncreasedHpzmHmethylationHvariabilityHinHrheumatoidHarthritisUdiscordantHmonozygoticHtwinsVH
GenomeiMedicineTH2018THYXTHb] 14.4 48

217
tighHresolutionHlinkageHandHassociationHmappingHidentifiesHaHnovelHrheumatoidHarthritisH
susceptibilityHlocusHhomologousHtoHoneHlinkedHtoHtwoHratHmodelsHofHinflammatoryHarthritisVHHumani
MoleculariGeneticsTH2001THYXTHYeXYUb

5.6 47

216 pifferentialHyethylationHasHaHniomarkerHofH esponseHtoHqtanerceptHinH}atientsHWithH heumatoidH
mrthritisVHArthritisiandiRheumatologyTH2016THbdTHY[a[UbX 9.5 46

215 seneticsHofHrheumatoidHarthritisHsusceptibilityTHseverityTHandHtreatmentHresponseVHSeminarsiini
ImmunopathologyTH2017TH[eTH[eaU]Xd 12 45

Anne Barton

6



214 yycobacteriumHmarinumHinfectionHcausingHsepticHarthritisHandHosteomyelitisVHRheumatologyTH1997TH
[bTHYZXcUe 3.9 44

213 mHweightedHgeneticHriskHscoreHusingHallHknownHsusceptibilityHvariantsHtoHestimateHrheumatoidH
arthritisHriskVHAnnalsiofitheiRheumaticiDiseasesTH2015THc]THYcXUb 2.4 43

212 seneticsHofHimmuneUmediatedHinflammatoryHdiseasesVHClinicaliandiExperimentaliImmunologyTH2018TH
Ye[TH[UYZ 6.2 43

211
tighHfrequencyHofHantidrugHantibodiesHandHassociationHofHrandomHdrugHlevelsHwithHefficacyHinH
certolizumabHpegolUtreatedHpatientsHwithHrheumatoidHarthritisfHresultsHfromHtheHn mssααHcohortVH
AnnalsiofitheiRheumaticiDiseasesTH2017THcbTHZXdUZY[

2.4 40

210 }redictingHtheHriskHofHrheumatoidHarthritisHandHitsHageHofHonsetHthroughHmodellingHgeneticHriskH
variantsHwithHsmokingVHPLoSiGeneticsTH2013THeTHeYXX[dXd 6 40

209 mHsingleHnucleotideHpolymorphismHinHexonHYHofHcytotoxicHTUlymphocyteUassociatedU]HPoTxmU]QHisHnotH
associatedHwithHrheumatoidHarthritisVHRheumatologyTH2000TH[eTHb[Ub 3.9 40

208 unvestigationHofHsusceptibilityHlociHidentifiedHinHtheHUwHrheumatoidHarthritisHwholeUgenomeHscanHinHaH
furtherHseriesHofHZYcHUwHaffectedHsiblingHpairsVHArthritisiandiRheumatismTH2004THaXTHcZeU[a 37

207
}redictionHofHprimaryHnonUresponseHtoHmethotrexateHtherapyHusingHdemographicTHclinicalHandH
psychosocialHvariablesfHresultsHfromHtheHUwH heumatoidHmrthritisHyedicationHαtudyHP myαQVHArthritisi
ResearchiandiTherapyTH2018THZXTHY]c

5.7 36

206 zovelHrheumatoidHarthritisHsusceptibilityHlocusHatHZZqYZHidentifiedHinHanHextendedHUwHgenomeUwideH
associationHstudyVHArthritisiandiRheumatologyTH2014THbbTHZ]U[X 9.5 36

205 orossUphenotypeHassociationHmappingHofHtheHytoHidentifiesHgeneticHvariantsHthatHdifferentiateH
psoriaticHarthritisHfromHpsoriasisVHAnnalsiofitheiRheumaticiDiseasesTH2017THcbTHYcc]UYcce 2.4 36

204 unvestigationHofHrheumatoidHarthritisHsusceptibilityHlociHinHjuvenileHidiopathicHarthritisHconfirmsHhighH
degreeHofHoverlapVHAnnalsiofitheiRheumaticiDiseasesTH2012THcYTHYYYcUZY 2.4 36

203 udentificationHofHnmotZHandH mpaYnHasHrheumatoidHarthritisHsusceptibilityHlociHinHaHmetaUanalysisHofH
genomeUwideHdataVHArthritisiandiRheumatismTH2013THbaTH[XadUbZ 35

202 VariantsHinHlinkageHdisequilibriumHwithHtheHlateHcornifiedHenvelopeHgeneHclusterHdeletionHareH
associatedHwithHsusceptibilityHtoHpsoriaticHarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2010THbeTHZYeeUZX[ 2.4 35

201 unvestigationHofHassociationHbetweenHtheHT mrHfamilyHgenesHandH mHsusceptibilityVHAnnalsiofithei
RheumaticiDiseasesTH2007THbbTHY[ZZUb 2.4 35

200 uncreasingHageHatHsymptomHonsetHisHassociatedHwithHworseHradiologicalHdamageHatHpresentationHinH
patientsHwithHearlyHinflammatoryHpolyarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2007THbbTH[deUe[ 2.4 35

199
mnticarbamylatedHproteinHantibodiesHareHassociatedHwithHlongUtermHdisabilityHandHincreasedHdiseaseH
activityHinHpatientsHwithHearlyHinflammatoryHarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVH
AnnalsiofitheiRheumaticiDiseasesTH2016THcaTHYY[eU]]

2.4 33

198 oonfirmationHofHassociationHofHros [nHbutHnotHros [mHcopyHnumberHwithHsusceptibilityHtoH
autoantibodyHpositiveHrheumatoidHarthritisVHHumaniMutationTH2012TH[[THc]YUe 4.7 32

197 TheHpotentialHuseHofHexpressionHprofilingfHimplicationsHforHpredictingHtreatmentHresponseHinH
rheumatoidHarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2013THcZTHYYYdUZ] 2.4 32
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196 qvaluationHofHtheHrheumatoidHarthritisHsusceptibilityHlociHtxmUp nYTH}T}zZZTH{xus[WTzrmu}[TH
αTmT]HandHT mrYWoaHinHanHinceptionHcohortVHArthritisiResearchiandiTherapyTH2010THYZTH ac 5.7 32

195 senomeUwideHassociationHstudyHofHresponseHtoHtumourHnecrosisHfactorHinhibitorHtherapyHinH
rheumatoidHarthritisVHPharmacogenomicsiJournalTH2018THYdTHbacUbb] 3.5 32

194 niomarkersHandHpersonalisedHmedicineHinHrheumatoidHarthritisfHaHproposalHforHinteractionsHbetweenH
academiaTHindustryHandHregulatoryHbodiesVHAnnalsiofitheiRheumaticiDiseasesTH2011THcXTHYcY[Ud 2.4 31

193 oomprehensiveHassessmentHofHrheumatoidHarthritisHsusceptibilityHlociHinHaHlargeHpsoriaticHarthritisH
cohortVHAnnalsiofitheiRheumaticiDiseasesTH2012THcYTHY[aXU] 2.4 31

192
unvestigationHofHtheHαxoZZm]HgeneHPassociatedHwithHrheumatoidHarthritisHinHaHvapaneseHpopulationQH
inHaHUnitedHwingdomHpopulationHofHrheumatoidHarthritisHpatientsVHArthritisiandiRheumatismTH2005TH
aZTHcaZUd

31

191 {neHαz}HatHaHTimefHyovingHbeyondHsWmαHinH}soriasisVHJournaliofiInvestigativeiDermatologyTH2016TH
Y[bTHabcUac[ 4.3 30

190 qxploringHankylosingHspondylitisUassociatedHq m}YTHuxZ[ HandHuxYZnHgeneHpolymorphismsHinH
subphenotypesHofHpsoriaticHarthritisVHRheumatologyTH2013THaZTHZbYUb 3.9 30

189 mssociationHofHTollUlikeHreceptorH]HPTx ]QHwithHchronicHplaqueHtypeHpsoriasisHandHpsoriaticHarthritisVH
ArchivesiofiDermatologicaliResearchTH2016TH[XdTHZXYUa 3.3 29

188 TheHbacterialHskinHmicrobiomeHinHpsoriaticHarthritisTHanHunexploredHlinkHinHpathogenesisfHchallengesH
andHopportunitiesHofferedHbyHrecentHtechnologicalHadvancesVHRheumatologyTH2014THa[THcccUd] 3.9 29

187
TheHroleHofHrheumatoidHarthritisHgeneticHsusceptibilityHmarkersHinHtheHpredictionHofHerosiveHdiseaseH
inHpatientsHwithHearlyHinflammatoryHpolyarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVH
RheumatologyTH2011THaXTHcdUd]

3.9 29

186 unvestigationHofHtypeHYHdiabetesHandHcoeliacHdiseaseHsusceptibilityHlociHforHassociationHwithHjuvenileH
idiopathicHarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2010THbeTHZYbeUcZ 2.4 29

185 nenefitHofHearlyHtreatmentHinHinflammatoryHpolyarthritisHpatientsHwithHantiUcyclicHcitrullinatedH
peptideHantibodiesHversusHthoseHwithoutHantibodiesVHArthritisiCareiandiResearchTH2010THbZTHbb]Uca 4.7 29

184 mssociationHofHproteinHkinaseHoHalphaHP} womQHgeneHwithHmultipleHsclerosisHinHaHUwHpopulationVHBrain
TH2004THYZcTHYcYcUZZ 11.2 28

183 unvestigationHofHpolymorphismsHinHtheH}mpu]HgeneHinHdeterminingHseverityHofHinflammatoryH
polyarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2005THb]THY[YYUa 2.4 28

182  areHvariationHatHtheHTzrmu}[HlocusHandHsusceptibilityHtoHrheumatoidHarthritisVHHumaniGeneticsTH
2010THYZdTHbZcU[[ 6.3 27

181 mssociationHofHtheHro x[HgeneHwithHrheumatoidHarthritisfHaHfurtherHexampleHofHpopulationH
specificitykVHArthritisiResearchiandiTherapyTH2006THdTH YYc 5.7 27

180 UpdateHonHtheHgeneticHriskHfactorsHforHrheumatoidHarthritisVHExpertiReviewiofiClinicaliImmunologyTH
2010THbTHbYUca 5.1 26

179
unvestigationHofHgeneticHvariantsHwithinHcandidateHgenesHofHtheHTzr αrYnHsignallingHpathwayHonH
theHresponseHtoHantiUTzrHagentsHinHaHUwHcohortHofHrheumatoidHarthritisHpatientsVHPharmacogeneticsi
andiGenomicsTH2009THYeTH[YeUZ[

1.9 26

Anne Barton
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178 unvestigationHofHgeneticHvariationHacrossHtheHproteinHtyrosineHphosphataseHgeneHinHpatientsHwithH
rheumatoidHarthritisHinHtheHUwVHAnnalsiofitheiRheumaticiDiseasesTH2007THbbTHbd[Ub 2.4 26

177
}sychologicalHfactorsHpredictHadherenceHtoHmethotrexateHinHrheumatoidHarthritisgHfindingsHfromHaH
systematicHreviewHofHratesTHpredictorsHandHassociationsHwithHpatientUreportedHandHclinicalHoutcomesVH
RMDiOpenTH2016THZTHeXXXYcY

5.9 26

176 }rofilingHofHseneHqxpressionHniomarkersHasHaHolassifierHofHyethotrexateHzonresponseHinH}atientsH
WithH heumatoidHmrthritisVHArthritisiandiRheumatologyTH2019THcYTHbcdUbd] 9.5 26

175
op]SHandHnHxymphocyteHqxpressionH–uantitativeHTraitsHatH heumatoidHmrthritisH iskHxociHinH
}atientsHWithHUntreatedHqarlyHmrthritisfHumplicationsHforHoausalHseneHudentificationVHArthritisiandi
RheumatologyTH2018THcXTH[bYU[cX

9.5 26

174 }recisionHyedicineHinH heumatoidHmrthritisVHRheumaticiDiseaseiClinicsiofiNorthiAmericaTH2017TH][TH[ccU[dc2.4 25

173 senomeUwideHassociationHstudyHofHresponseHtoHmethotrexateHinHearlyHrheumatoidHarthritisHpatientsVH
PharmacogenomicsiJournalTH2018THYdTHaZdUa[d 3.5 25

172
mlopeciaHareataHisHcharacterizedHbyHdysregulationHinHsystemicHtypeHYcHandHtypeHZHcytokinesTHwhichH
mayHcontributeHtoHdiseaseUassociatedHpsychologicalHmorbidityVHBritishiJournaliofiDermatologyTH2020TH
YdZTHY[XUY[c

4 24

171 untegrationHofHsequenceHdataHfromHaHoonsanguineousHfamilyHwithHgeneticHdataHfromHanHoutbredH
populationHidentifiesH}xnYHasHaHcandidateHrheumatoidHarthritisHriskHgeneVHPLoSiONETH2014THeTHedcb]a 3.7 24

170
 eplicationHofHmssociationsHofHseneticHxociH{utsideHtheHtxmH egionHWithHαusceptibilityHtoH
mntiUoyclicHoitrullinatedH}eptideUzegativeH heumatoidHmrthritisVHArthritisiandiRheumatologyTH2016TH
bdTHYbX[UY[

9.5 24

169 pifferentialHpzmHmethylationHcorrelatesHwithHresponseHtoHmethotrexateHinHrheumatoidHarthritisVH
RheumatologyTH2020THaeTHY[b]UY[cY 3.9 24

168 seneticHandHgenomicHmarkersHofHantiUTzrHtreatmentHresponseHinHrheumatoidHarthritisVHBiomarkersiini
MedicineTH2015THeTH]eeUaYZ 2.3 23

167 seneticHvariantsHinHtollUlikeHreceptorsHareHnotHassociatedHwithHrheumatoidHarthritisHsusceptibilityHorH
antiUtumourHnecrosisHfactorHtreatmentHoutcomeVHPLoSiONETH2010THaTHeY][Zb 3.7 23

166 oonfirmationHofHassociationHofHtheH qxHlocusHwithHrheumatoidHarthritisHsusceptibilityHinHtheHUwH
populationVHAnnalsiofitheiRheumaticiDiseasesTH2010THbeTHYacZU[ 2.4 23

165  egulationHofHaHnovelHalphazUcateninHspliceHvariantHinHschizophrenicHsmokersVHAmericaniJournaliofi
MedicaliGeneticsiPartiB:iNeuropsychiatriciGeneticsTH2008THY]cnTHcaeUbd 3.5 23

164 mssociationHnetweenHseneticHVariationHinHr{X{[HandH eductionsHinHunflammationHandHpiseaseH
mctivityHinHunflammatoryH}olyarthritisVHArthritisiandiRheumatologyTH2016THbdTHZbZeUZb[b 9.5 23

163
unvestigationHofHrheumatoidHarthritisHgeneticHsusceptibilityHmarkersHinHtheHearlyHrheumatoidHarthritisH
studyHfurtherHreplicatesHtheHT mrYHassociationHwithHradiologicalHdamageVHJournaliofiRheumatologyTH
2013TH]XTHY]]Uab

4.1 22

162 mssociationHofHtheHoo aHgeneHwithHjuvenileHidiopathicHarthritisVHGenesiandiImmunityTH2010THYYTHad]Ue 4.4 22

161
TheH}T}zZZRoYdadTHfunctionalHpolymorphismHisHassociatedHwithHsusceptibilityHtoHinflammatoryH
polyarthritisHbutHneitherHthisHnorHotherHvariantsHspanningHtheHgeneHisHassociatedHwithHdiseaseH
outcomeVHAnnalsiofitheiRheumaticiDiseasesTH2008THbcTHZaYUa

2.4 22

(2008-2007)
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160 prugUspecificHriskHandHcharacteristicsHofHlupusHandHvasculitisUlikeHeventsHinHpatientsHwithHrheumatoidH
arthritisHtreatedHwithHTzrifHresultsHfromHnα n U mVHRMDiOpenTH2017TH[THeXXX[Y] 5.9 21

159 ValidityHofHaHtwoUcomponentHimagingUderivedHdiseaseHactivityHscoreHforHimprovedHassessmentHofH
synovitisHinHearlyHrheumatoidHarthritisVHRheumatologyTH2019TH 3.9 21

158
TheHprevalenceHofHcoUmorbiditiesHandHtheirHimpactHonHphysicalHactivityHinHpeopleHwithHinflammatoryH
rheumaticHdiseasesHcomparedHwithHtheHgeneralHpopulationfHresultsHfromHtheHUwHniobankVH
RheumatologyTH2018THacTHZYcZUZYdZ

3.9 21

157 }olymorphismsHinHtheHtumourHnecrosisHfactorHgeneHareHnotHassociatedHwithHseverityHofHinflammatoryH
polyarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2004THb[THZdXU] 2.4 21

156
txmUp nYHmminoHmcidH}ositionsHYYWY[THcYTHandHc]HmreHmssociatedHWithHunflammationHxevelTHpiseaseH
mctivityTHandHtheHtealthHmssessmentH–uestionnaireHαcoreHinH}atientsHWithHunflammatoryH
}olyarthritisVHArthritisiandiRheumatologyTH2016THbdTHZbYdUZbZd

9.5 21

155 }redictionHofHinfectionHriskHinHrheumatoidHarthritisHpatientsHtreatedHwithHbiologicsfHareHweHanyHcloserH
toHriskHstratificationkVHCurrentiOpinioniiniRheumatologyTH2019TH[YTHZdaUZeZ 5.3 21

154 orowdsourcingHgeneticHpredictionHofHclinicalHutilityHinHtheH heumatoidHmrthritisH esponderH
ohallengeVHNatureiGeneticsTH2013TH]aTH]bdUe 36.3 20

153 mHsystematicHinvestigationHofHconfirmedHautoimmuneHlociHinHearlyUonsetHpsoriasisHrevealsHanH
associationHwithHuxZWuxZYVHBritishiJournaliofiDermatologyTH2011THYb]THbbXU] 4 20

152 unvestigationHofHtheHytoZTmHgeneTHassociatedHwithHrheumatoidHarthritisHinHaHαwedishHpopulationTHinH
aHUwHrheumatoidHarthritisHcohortVHArthritisiandiRheumatismTH2006THa]TH[]YcUZZ 20

151 udentifyingHoausalHsenesHatHtheHyultipleHαclerosisHmssociatedH egionHbqZ[HUsingHoaptureHtiUoVHPLoSi
ONETH2016THYYTHeXYbbeZ[ 3.7 20

150 }olymorphismsHinHuxUYnHdistinguishHbetweenHpsoriasisHofHearlyHandHlateHonsetVHJournaliofi
InvestigativeiDermatologyTH2014THY[]THY]aeUY]bZ 4.3 19

149 xackHofHassociationHofHvariantsHpreviouslyHassociatedHwithHantiUTzrHmedicationHresponseHinH
rheumatoidHarthritisHpatientsfHresultsHfromHaHhomogeneousHsreekHpopulationVHPLoSiONETH2013THdTHec][ca3.7 19

148 seneticHsusceptibilityHfactorsHforHpsoriaticHarthritisVHCurrentiOpinioniiniRheumatologyTH2010THZZTHYaZUb 5.3 19

147
mHt}xoUα yUyαHbasedHmethodHforHtheHdetectionHandHquantificationHofHmethotrexateHinHurineHatH
dosesHusedHinHclinicalHpracticeHforHpatientsHwithHrheumatologicalHdiseasefHaHpotentialHmeasureHofH
adherenceVHAnalystwiTheTH2015THY]XTHYedYUc

5 18

146 seneticHvariationHinHoo aHdoesHnotHpredictHclinicalHoutcomeHinHinflammatoryHarthritisVHArthritisiandi
RheumatismTH2003TH]dTH[bYaUb 18

145 }olymorphismsHinHtheHmannoseHbindingHlectinHPynxQHgeneHareHnotHassociatedHwithHradiographicH
erosionsHinHrheumatoidHorHinflammatoryHpolyarthritisVHJournaliofiRheumatologyTH2004TH[YTH]]ZUc 4.1 18

144 mHrestrictedHspectrumHofHmissenseHwyTZpHvariantsHcauseHaHmultipleHmalformationsHdisorderHdistinctH
fromHwabukiHsyndromeVHGeneticsiiniMedicineTH2020THZZTHdbcUdcc 8.1 17

143 qvidenceHforHaHnovelHrheumatoidHarthritisHsusceptibilityHlocusHonHchromosomeHbpVHArthritisiandi
RheumatismTH2004THaXTH[dZ[U[X 17

Anne Barton
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142 pistinctHtxmHmssociationsHwithH heumatoidHmrthritisHαubsetsHpefinedHbyHαerologicalHαubphenotypeVH
AmericaniJournaliofiHumaniGeneticsTH2019THYXaTHbYbUbZ] 11 16

141 }redictionHofHresponseHtoHmethotrexateHinHrheumatoidHarthritisVHExpertiReviewiofiClinicali
ImmunologyTH2018THY]TH]YeU]Ze 5.1 16

140 pzmHmethylationHasHaHmarkerHofHresponseHinHrheumatoidHarthritisVHPharmacogenomicsTH2017THYdTHY[Z[UY[[Z2.6 16

139
oorrelationHofHoUreactiveHproteinHhaplotypesHwithHserumHoUreactiveHproteinHlevelHandHresponseHtoH
antiUtumorHnecrosisHfactorHtherapyHinHUwHrheumatoidHarthritisHpatientsfHresultsHfromHtheHniologicsHinH
 heumatoidHmrthritisHseneticsHandHsenomicsHαtudyHαyndicateHcohortVHArthritisiResearchiandiTherapy
TH2012THY]TH ZY]

5.7 16

138 xongUtermHstabilityHofHantiUcyclicHcitrullinatedHpeptideHantibodyHstatusHinHpatientsHwithHearlyH
inflammatoryHpolyarthritisVHArthritisiResearchiandiTherapyTH2012THY]TH YXe 5.7 16

137 }soriaticHarthritisUUwhatHtheHdermatologistHneedsHtoHknowVHJournaliofitheiEuropeaniAcademyiofi
DermatologyiandiVenereologyTH2010THZ]THYZcXUc 4.6 16

136 teterogeneityHofHanticitrullinatedHpeptideHantibodiesHandHresponseHtoHantiUtumorHnecrosisHfactorH
agentsHinHrheumatoidHarthritisVHJournaliofiRheumatologyTH2012TH[eTHeZeU[Z 4.1 16

135 ohromatinHinteractionsHrevealHnovelHgeneHtargetsHforHdrugHrepositioningHinHrheumaticHdiseasesVH
AnnalsiofitheiRheumaticiDiseasesTH2019THcdTHYYZcUYY[] 2.4 15

134 WhatHhaveHgenomeUwideHstudiesHtoldHusHaboutHpsoriaticHarthritiskVHCurrentiRheumatologyiReportsTH
2012THY]TH[b]Ud 4.9 15

133 unvestigatingHtheHviabilityHofHgeneticHscreeningWtestingHforH mHsusceptibilityHusingHcombinationsHofH
fiveHconfirmedHriskHlociVHRheumatologyTH2009TH]dTHY[beUc] 3.9 15

132
 elationshipHbetweenHareaUlevelHsocioUeconomicHdeprivationHandHautoantibodyHstatusHinHpatientsH
withHrheumatoidHarthritisfHmulticentreHcrossUsectionalHstudyVHAnnalsiofitheiRheumaticiDiseasesTH2012
THcYTHYb]XUa

2.4 15

131 seneticHapproachesHtoHtheHinvestigationHofHrheumatoidHarthritisVHCurrentiOpinioniiniRheumatologyTH
2002THY]THZbXUe 5.3 15

130 senotypicHvariabilityHbasedHassociationHidentifiesHnovelHnonUadditiveHlociHpto cHandHu r]HinH
seroUnegativeHrheumatoidHarthritisVHScientificiReportsTH2017THcTHaZbY 4.9 14

129 qnrichmentHofHvitaminHpHresponseHelementsHinH mUassociatedHlociHsupportsHaHroleHforHvitaminHpHinH
theHpathogenesisHofH mVHGenesiandiImmunityTH2013THY]TH[ZaUe 4.4 13

128 unvestigationHofHtheHgeneticHoverlapHbetweenHrheumatoidHarthritisHandHpsoriaticHarthritisHinHaHsreekH
populationVHScandinavianiJournaliofiRheumatologyTH2017TH]bTHYdXUYdb 1.9 13

127 }harmacogeneticsHofHtreatmentHresponseHinHpsoriaticHarthritisVHCurrentiRheumatologyiReportsTH2015TH
YcTH]] 4.9 13

126 txmUp}nYUo{xYYmZHandHthreeHadditionalHxytoHlociHareHindependentlyHassociatedHwithH mHinHaHUwH
cohortVHGenesiandiImmunityTH2011THYZTHYbeUca 4.4 13

125 mHreUevaluationHofHthreeHputativeHfunctionalHsingleHnucleotideHpolymorphismsHinHrheumatoidH
arthritisVHAnnalsiofitheiRheumaticiDiseasesTH2009THbdTHY[c[Ua 2.4 13

(2009-2019)
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124 TheHtypeHYHdiabetesHsusceptibilityHgeneHαUy{]HatHuppyaHisHnotHassociatedHwithHsusceptibilityHtoH
rheumatoidHarthritisHorHjuvenileHidiopathicHarthritisVHRheumatologyTH2005TH]]THY[eXU[ 3.9 13

123 }redictionHofHtreatmentHresponseHinHrheumatoidHarthritisHpatientsHusingHgenomeUwideHαz}HdataVH
GeneticiEpidemiologyTH2018TH]ZTHca]UccY 2.6 13

122 mssociationHofHresponseHtoHTzrHinhibitorsHinHrheumatoidHarthritisHwithHquantitativeHtraitHlociHforHandH
op[eVHAnnalsiofitheiRheumaticiDiseasesTH2019THcdTHYXaaUYXbY 2.4 12

121 olinicalHutilityHofHrandomHantiUtumourHnecrosisHfactorHdrugHtestingHandHmeasurementHofHantiUdrugH
antibodiesHonHlongUtermHtreatmentHresponseHinHrheumatoidHarthritisVHLancetwiTheTH2015TH[daHαupplHYTHα]d40 12

120 udentificationHofHlociHassociatedHwithHlateUonsetHpsoriasisHusingHdenseHgenotypingHofH
immuneUrelatedHregionsVHBritishiJournaliofiDermatologyTH2015THYcZTHe[[Ue 4 12

119 unvestigationHofHoaucasianHrheumatoidHarthritisHsusceptibilityHlociHinHmfricanHpatientsHwithHtheHsameH
diseaseVHArthritisiResearchiandiTherapyTH2012THY]TH Z[e 5.7 12

118
mHgeneticHmarkerHatHtheH{xus[WTzrmu}[HlocusHassociatesHwithHmethotrexateHcontinuationHinHearlyH
inflammatoryHpolyarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVHPharmacogenomicsiJournalTH
2012THYZTHYZdU[[

3.5 12

117 seneticHepidemiologyVH}soriaticHarthritisVHArthritisiResearchTH2002TH]THZ]cUaY 12

116 TheHuseHofHmissingHvaluesHinHproteomicHdataUindependentHacquisitionHmassHspectrometryHtoHenableH
diseaseHactivityHdiscriminationVHBioinformaticsTH2020TH[bTHZZYcUZZZ[ 7.2 12

115 TheHpredictorsHofHandHreasonsHforHnonUadherenceHinHanHobservationalHcohortHofHpatientsHwithH
rheumatoidHarthritisHcommencingHmethotrexateVHRheumatologyTH2020THaeTHZY[UZZ[ 3.9 11

114 unvestigationHofHuxYTHVqsrTH}}m sHandHyqrVHgenesHinHpsoriaticHarthritisHsusceptibilityVHAnnalsiofithei
RheumaticiDiseasesTH2012THcYTH[Y[U] 2.4 11

113 udiopathicHorbitalHinflammationHsuccessfullyHtreatedHusingHrituximabHinHaHpatientHwithHrheumatoidH
arthritisVHJournaliofiRheumatologyTH2012TH[eTHY]daUb 4.1 11

112 qxpressionHofHtheHautoimmunityHassociatedHTzrmu}[HisHincreasedHinHrheumatoidHarthritisHbutHdoesH
notHdifferHaccordingHtoHgenotypeHatHbqZ[VHRheumatologyTH2012THaYTHYaY]Ua 3.9 11

111 mHrareHcodingHalleleHinHisHprotectiveHforHpsoriaticHarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2017TH
cbTHY[ZYUY[Z] 2.4 10

110 xymphocyteHpzmHmethylationHmediatesHgeneticHriskHatHsharedHimmuneUmediatedHdiseaseHlociVH
JournaliofiAllergyiandiClinicaliImmunologyTH2020THY]aTHY][dUY]aY 11.5 10

109
petectionHofHantiUdrugHantibodiesHusingHaHbridgingHqxuαmHcomparedHwithHradioimmunoassayHinH
adalimumabUtreatedHrheumatoidHarthritisHpatientsHwithHrandomHdrugHlevelsVHRheumatologyTH2016TH
aaTHZXaXUZXaa

3.9 10

108 xociHassociatedHwithHzUglycosylationHofHhumanHugsHareHnotHassociatedHwithHrheumatoidHarthritisfHaH
yendelianHrandomisationHstudyVHAnnalsiofitheiRheumaticiDiseasesTH2016THcaTH[YcUZX 2.4 10

107 mnHinvestigationHofHrheumatoidHarthritisHlociHinHpatientsHwithHearlyUonsetHpsoriasisHvalidatesH
associationHofHtheH qxHgeneVHBritishiJournaliofiDermatologyTH2013THYbdTHdb]Ub 4 10

Anne Barton
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106 }olymorphismsHspanningHtheHTzr ZHandHTmoqHgenesHdoHnotHcontributeHtowardsHvariableHantiUTzrH
treatmentHresponseVHPharmacogeneticsiandiGenomicsTH2010THZXTH[[dU]Y 1.9 10

105 mssociationHofHaHrheumatoidHarthritisHsusceptibilityHvariantHatHtheHooxZYHlocusHwithHprematureH
mortalityHinHinflammatoryHpolyarthritisHpatientsVHArthritisiCareiandiResearchTH2010THbZTHbcbUdZ 4.7 10

104 mHmicrocostingHstudyHofHimmunogenicityHandHtumourHnecrosisHfactorHalphaHinhibitorHdrugHlevelHtestsH
forHtherapeuticHdrugHmonitoringHinHclinicalHpracticeVHRheumatologyTH2016THaaTHZY[YUZY[c 3.9 10

103
txmUmH[YfXYHisHnotHassociatedHwithHtheHdevelopmentHofHmethotrexateHpneumonitisHinHtheHUwH
populationfHresultsHfromHaHgenomeUwideHassociationHstudyVHAnnalsiofitheiRheumaticiDiseasesTH2017TH
cbTHeaY

2.4 9

102  heumatoidHarthritisHresponseHtoHtreatmentHacrossHugsYHallotypeHUHantiUTzrHincompatibilityfHaH
caseUonlyHstudyVHArthritisiResearchiandiTherapyTH2015THYcTHb[ 5.7 9

101  heumatoidHarthritisHpatientHperceptionsHonHtheHvalueHofHpredictiveHtestingHforHtreatmentsfHaH
qualitativeHstudyVHBMCiMusculoskeletaliDisordersTH2016THYcTH]bX 2.8 8

100 }reviouslyHreportedH}pq[mUαxo{YoYHgeneticHvariantHdoesHnotHcorrelateHwithHantiUTzrHresponseHinHaH
largeHUwHrheumatoidHarthritisHcohortVHPharmacogenomicsTH2016THYcTHcYaUZX 2.6 8

99 udentifyingHaHnovelHlocusHforHpsoriaticHarthritisVHRheumatologyTH2016THaaTHZaU[Z 3.9 8

98 qconomicsHofHstratifiedHmedicineHinHrheumatoidHarthritisVHCurrentiRheumatologyiReportsTH2014THYbTH]bd 4.9 8

97 nriefH eportfHTheH oleHofH areH}roteinUoodingHVariantsHinHmntiUTumorHzecrosisHractorHTreatmentH
 esponseHinH heumatoidHmrthritisVHArthritisiandiRheumatologyTH2017THbeTHc[aUc]Y 9.5 8

96 senotypeHatHtheHsuxUb Hm[adoHpolymorphismHdoesHnotHinfluenceHresponseHtoHantiUTzrHtherapyHinH
patientsHwithHrheumatoidHarthritisVHRheumatologyTH2010TH]eTH][Uc 3.9 8

95 TestingHpharmacogeneticHindicesHtoHpredictHefficacyHandHtoxicityHofHmethotrexateHmonotherapyHinHaH
rheumatoidHarthritisHpatientHcohortVHArthritisiandiRheumatismTH2010THbZTH[dZcUe 8

94 oharacterisationHofHtheHgenomicHarchitectureHofHhumanHchromosomeHYcqHandHevaluationHofH
differentHmethodsHforHhaplotypeHblockHdefinitionVHBMCiGeneticsTH2005THbTHZY 2.6 8

93 andHareHdiseaseUspecificHbiomarkersHforHpsoriaticHarthritisHsusceptibilityVHOncotargetTH2017THdTHea]XYUea]YY3.3 8

92 qxpressionHofHαTmT[UregulatedHgenesHinHcirculatingHop]SHTHcellsHdiscriminatesHrheumatoidHarthritisH
independentlyHofHclinicalHparametersHinHearlyHarthritisVHRheumatologyTH2019THadTHYZaXUYZad 3.9 8

91 mddingHvalueHtoHrealUworldHdatafHtheHroleHofHbiomarkersVHRheumatologyTH2020THaeTH[YU[d 3.9 8

90 mssessingHtheH oleHofHpzmHyethylationUperivedHzeutrophilUtoUxymphocyteH atioHinH heumatoidH
mrthritisVHJournaliofiImmunologyiResearchTH2018THZXYdTHZbZ]edY 4.5 8

89
mssociationHofHantiUcarbamylatedHproteinHantibodiesHwithHlongUtermHdisabilityHandHincreasedHdiseaseH
activityHinHpatientsHwithHearlyHinflammatoryHarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVH
LancetwiTheTH2015TH[daHαupplHYTHα]]

40 7

(2015-2010)
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88 TheHpredictiveHvalueHofHserumHαYXXmeHandHresponseHtoHetanerceptHisHnotHconfirmedHinHaHlargeHUwH
rheumatoidHarthritisHcohortVHRheumatologyTH2017THabTHYXYeUYXZ] 3.9 7

87
unvestigationHofHanHinterleukinUbHreceptorHgeneHpolymorphismHPrsZZZdY]aQHasHaHpredictorHofH
cardiovascularHmortalityHinHinflammatoryHpolyarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVH
AnnalsiofitheiRheumaticiDiseasesTH2014THc[THcdcUd

2.4 7

86 TheHroleHofHgeneticHpolymorphismsHregulatingHvitaminHpHlevelsHinHrheumatoidHarthritisHoutcomefHaH
yendelianHrandomisationHapproachVHAnnalsiofitheiRheumaticiDiseasesTH2014THc[THY][XU[ 2.4 7

85 qxaminingHtheHoverlapHbetweenHgenomeUwideHrareHvariantHassociationHsignalsHandHlinkageHpeaksHinH
rheumatoidHarthritisVHArthritisiandiRheumatismTH2011THb[THYaZZUb 7

84 mααuyuxmT{ fHaHnewHtoolHtoHinformHselectionHofHassociatedHgeneticHvariantsHforHfunctionalHstudiesVH
BioinformaticsTH2011THZcTHY]]Ub 7.2 7

83 Tzr ZHisHnotHassociatedHwithHrheumatoidHarthritisHsusceptibilityHinHaHoaucasianHpopulationVHArthritisi
andiRheumatismTH2005THaZTHZaceUdY 7

82 }redictingHtreatmentHresponseHtoHuxb HblockersHinHrheumatoidHarthritisVHRheumatologyTH2020THaeTH[bX[U[bYX3.9 7

81 yachineHlearningHinHprecisionHmedicinefHlessonsHtoHlearnVHNatureiReviewsiRheumatologyTH2021THYcTHaUb 8.1 7

80 UsingHtheHummunophenotypeHtoH}redictH esponseHtoHniologicHprugsHinH heumatoidHmrthritisVH
JournaliofiPersonalizediMedicineTH2019THeTH 3.6 6

79 TheHskinHmicrobiomeHinHpsoriaticHarthritisfHmethodologyHdevelopmentHandHpilotHdataVHLancetwiTheTH
2015TH[daHαupplHYTHαZc 40 6

78
xatentHolassHTrajectoryHyodelingHofHZUoomponentHpiseaseHmctivityHαcoreHinHZdHvointsHudentifiesH
yultipleH heumatoidHmrthritisH}henotypesHofH esponseHtoHniologicHpiseaseUyodifyingH
mntirheumaticHprugsVHArthritisiandiRheumatologyTH2020THcZTHYb[ZUYb]Z

9.5 6

77 }ersonalizedHmedicineHinHrheumaticHdiseasesfHhowHcloseHareHweHtoHbeingHableHtoHuseHgeneticH
biomarkersHtoHpredictHresponseHtoHTzrHinhibitorskVHExpertiReviewiofiClinicaliImmunologyTH2020THYbTH[deU[eb5.1 6

76 }redictorsHofHpresenteeismTHabsenteeismHandHjobHlossHinHpatientsHcommencingHmethotrexateHorH
biologicHtherapyHforHrheumatoidHarthritisVHRheumatologyTH2020THaeTHZeXdUZeYe 3.9 6

75 TestingHtheHroleHofHvitaminHpHinHresponseHtoHantitumourHnecrosisHfactorH˛–HtherapyHinHaHUwHcohortfHaH
yendelianHrandomisationHapproachVHAnnalsiofitheiRheumaticiDiseasesTH2014THc[THe[dU]X 2.4 6

74 rineHmappingHofHgenesHwithinHtheHuppydHregionHinHrheumatoidHarthritisVHArthritisiResearchiandi
TherapyTH2006THdTH Y]a 5.7 6

73 seneticHepidemiologyHofHpsoriaticHarthritisVHModerniRheumatologyTH2004THY]THeYUYXX 3.3 6

72 TheHsingleUnucleotideHpolymorphismHlotteryfHhowHusefulHareHaHfewHcommonHαz}sHinHidentifyingH
diseaseUassociatedHalleleskVHGeneticiEpidemiologyTH2001THZYHαupplHYTHα[d]Ue 2.6 6

71 xongUtermHoutcomesHofHpatientsHwhoHrateHsymptomsHofHrheumatoidHarthritisHasHOsatisfactoryOVH
RheumatologyTH2020THaeTHYda[UYdbY 3.9 6
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70 pevelopmentHandHvalidationHofHaHmethotrexateHadherenceHassayVHAnnalsiofitheiRheumaticiDiseasesTH
2019THcdTHYYeZUYYec 2.4 5

69 senotypicHvariabilityUbasedHgenomeUwideHassociationHstudyHidentifiesHnonUadditiveHlociHtxmUoHandH
uxYZnHforHpsoriasisVHJournaliofiHumaniGeneticsTH2018THb[THZdeUZeb 4.3 5

68  eplicationHofHaHdistinctHpsoriaticHarthritisHriskHvariantHatHtheHuxZ[ HlocusVHAnnalsiofitheiRheumatici
DiseasesTH2016THcaTHY]YcUd 2.4 5

67 unvestigatingHopYYcHexpressionHasHaHpotentialHgenomicHbiomarkerHofHresponseHtoHTzrHinhibitorH
biologicsHinHwholeHbloodHrheumatoidHarthritisHsamplesVHArthritisiResearchiandiTherapyTH2015THYcTH[ae 5.7 5

66  heumatoidHarthritisUassociatedHpolymorphismsHatHbqZ[HareHassociatedHwithHradiologicalHdamageHinH
autoantibodyUpositiveH mVHJournaliofiRheumatologyTH2012TH[eTHYcdYUa 4.1 5

65 ohangesHinHtheHillnessHperceptionsHofHpatientsHwithHrheumatoidHarthritisHoverHtheHfirstHyearHofH
methotrexateHtherapyVHRheumatologyTH2021THbXTHZ[aaUZ[ba 3.9 5

64 }redictionHofHresponseHofHmethotrexateHinHpatientsHwithHrheumatoidHarthritisHusingHserumH
lipidomicsVHScientificiReportsTH2021THYYTHcZbb 4.9 5

63
mssociationHofHchemokineHoXoHligandHYZHgeneHpolymorphismHPrsYc]bX]dQHwithHcardiovascularH
mortalityHinHpatientsHwithHrheumatoidHarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVHAnnalsiofi
theiRheumaticiDiseasesTH2015THc]THZXeeUYXZ

2.4 4

62 mssociationHofH}harmacologicalHniomarkersHwithHTreatmentH esponseHandHxongtermHpisabilityHinH
}atientsHwithH}soriaticHmrthritisfH esultsHfromH{UT}mααVHJournaliofiRheumatologyTH2020TH]cTHYZX]UYZXd 4.1 4

61 zoHevidenceHforHassociationHofHtheHwxrYZHgeneHwithHrheumatoidHarthritisHinHaHlargeHUwHcohortVH
AnnalsiofitheiRheumaticiDiseasesTH2010THbeTHY]XcUd 2.4 4

60 unvestigationHofHassociationHofHgenesHzmTeTHαxoem[ YHandH m}T{ HonHchromosomeHYcqZaHwithH
psoriaticHarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2009THbdTHZeZU[ 2.4 4

59 pissectionHofHcomplexHgeneticHdiseasefHimplicationsHforHorthopaedicsVHClinicaliOrthopaedicsiandi
RelatediResearchTH2004THZecU[Xa 2.2 4

58 oharacterisationHofHop]SHTUcellHsubtypesHusingHsingleHcellH zmHsequencingHandHtheHimpactHofHcellH
numberHandHsequencingHdepthVHScientificiReportsTH2020THYXTHYedZa 4.9 4

57 UsingHfunctionalHgenomicsHtoHadvanceHtheHunderstandingHofHpsoriaticHarthritisVHRheumatologyTH2020TH
aeTH[Y[cU[Y]b 3.9 4

56
oomprehensiveHanalysisHofHtheHmajorHhistocompatibilityHcomplexHinHsystemicHsclerosisHidentifiesH
differentialHtxmHassociationsHbyHclinicalHandHserologicalHsubtypesVHAnnalsiofitheiRheumaticiDiseasesTH
2021TH

2.4 4

55
mssociationHofHaHcomplementHreceptorHYHgeneHvariantHwithHbaselineHerythrocyteHsedimentationHrateH
levelsHinHpatientsHstartingHantiUTzrHtherapyHinHaHUwHrheumatoidHarthritisHcohortfHresultsHfromHtheH
niologicsHinH heumatoidHmrthritisHseneticsHandHsenomicsHαtudyHαyndicateHcohortVH
PharmacogenomicsiJournalTH2014THY]THYcYUa

3.5 3

54 seneticsHandHtheHimpactHonHtreatmentHprotocolsHinHpatientsHwithHrheumatoidHarthritisVHExperti
ReviewiofiClinicaliImmunologyTH2012THdTHaXeUYY 5.1 3

53 TtUXXYXHmHWeightedHseneticH iskHαcoreHUsingH]bHxociHtoH}redictH heumatoidHmrthritisH iskVHAnnalsi
ofitheiRheumaticiDiseasesTH2013THcZTHmYbcV[UmYbd 2.4 3
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52 niomarkersHofHoutcomeHinHrheumatoidHarthritisVHRheumatologyiReportsTH2010THZTH[ 3

51 }roteomicHanalysisHtoHdefineHpredictorsHofHtreatmentHresponseHtoHadalimumabHorHmethotrexateHinH
rheumatoidHarthritisHpatientsVHPharmacogenomicsiJournalTH2020THZXTHaYbUaZ[ 3.5 3

50 seneticHfeatureHengineeringHenablesHcharacterisationHofHsharedHriskHfactorsHinHimmuneUmediatedH
diseasesVHGenomeiMedicineTH2020THYZTHYXb 14.4 3

49 oellUspecificHepigeneticHdriversHofHpathogenesisHinHrheumatoidHarthritisVHEpigenomicsTH2021THY[THa]eUabX 4.4 3

48
unvestigationHofHoHreactiveHproteinHgeneHpolymorphismsHasHpredictorsHofHcardiovascularHmortalityHinH
inflammatoryHpolyarthritisfHresultsHfromHtheHzorfolkHmrthritisH egisterVHAnnalsiofitheiRheumatici
DiseasesTH2013THcZTHY]ZeU[X

2.4 2

47 mpproachesHtoHidentifyingHgeneticHpredictorsHofHclinicalHoutcomeHinHrheumatoidHarthritisVHMoleculari
DiagnosisiandiTherapyTH2003TH[THYdYUeY 2

46 TransUancestryHgenomeUwideHassociationHstudyHidentifiesHnovelHgeneticHmechanismsHinHrheumatoidHarthritis 2

45 mpplicationHofHinformationHtheoreticHfeatureHselectionHandHmachineHlearningHmethodsHforHtheH
developmentHofHgeneticHriskHpredictionHmodelsVHScientificiReportsTH2021THYYTHZ[[[a 4.9 2

44
unvestigationHofHgeneticallyHregulatedHgeneHexpressionHandHresponseHtoHtreatmentHinHrheumatoidH
arthritisHhighlightsHanHassociationHbetweenHexpressionHandHtreatmentHresponseVHAnnalsiofithei
RheumaticiDiseasesTH2020THceTHY]]bUY]aZ

2.4 2

43 TranscriptomeUwideHstudyHofHTzrUinhibitorHtherapyHinHrheumatoidHarthritisHrevealsHearlyHsignatureH
ofHsuccessfulHtreatmentVHArthritisiResearchiandiTherapyTH2021THZ[THdX 5.7 2

42 poHpeopleHwithHrheumatoidHarthritisHmaintainHtheirHphysicalHactivityHlevelHatHtreatmentHonsetHoverH
theHfirstHyearHofHmethotrexateHtherapykVHRheumatologyTH2021THbXTH]b[[U]b]Z 3.9 2

41 TheHepidemiologyHofHrheumatoidHarthritisHandHtheHuseHofHlinkageHandHassociationHstudiesHtoHidentifyH
diseaseHgenesH2006THeUZd 2

40 seneticHepidemiologyHofHpsoriaticHarthritisVHModerniRheumatologyTH2004THY]THeYUYXX 3.3 2

39 mnXcZcHuncreasedH atesHofHtypertensionHinH}atientsHwithH}soriaticHmrthritisHoomparedHToH}soriasisH
mlonefH esultsHfromHTheHUwHniobankVHAnnalsiofitheiRheumaticiDiseasesTH2016THcaTHYYa[VYUYYa[ 2.4 1

38 αmTX[]aHxifestyleTHolinicalHandH}sychosocialH}redictorsHofHsoodH esponseHtoHyethotrexateHTherapyH
inHtheH heumatoidHmrthritisHyedicationHαtudyHP myαQVHAnnalsiofitheiRheumaticiDiseasesTH2015THc]THcd[V[Ucd]2.4 1

37 {}XXaXHrineHyappingHandHqxpressionHofHaHxocusH{verlappingH[HTypesHofHunflammatoryHmrthritisVH
AnnalsiofitheiRheumaticiDiseasesTH2013THcZTHmbbV[Umbc 2.4 1

36 αmTXXYZHqstimatingHheritabilityHofHresponseHtoHtreatmentHwithHantiUTzrHbiologicHagentsHusingHlinearH
mixedHmodelsVHAnnalsiofitheiRheumaticiDiseasesTH2013THcYTH]c]V[U]ca 2.4 1

35 mnXZdeHoanHcdYYcHexpressionHsuccessfullyHpredictHresponseHtoHetanerceptHinHrheumatoidHarthritisH
patientskVHAnnalsiofitheiRheumaticiDiseasesTH2013THcZTHmdcaVYUmdca 2.4 1
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34  heumatoidHmrthritisfHTreatmentH[YaYUZXY]fHYaYVHαhouldHweHbeHxookingHyoreHoarefullyHforH
yethotrexateHunducedHxiverHpiseasekVHRheumatologyTH2010TH]eTHideUiYYY 3.9 1

33 xinkageHanalysisHofHcrossUsectionalHandHlongitudinallyHderivedHphenotypicHmeasuresHtoHidentifyHlociH
influencingHbloodHpressureVHBMCiGeneticsTH2003TH]HαupplHYTHαZb 2.6 1

32 }harmacogeneticsHofHTzrHinhibitor´ responseHinHrheumatoidHarthritisHutilizingHtheHtwoUcomponentH
diseaseHactivityHscoreVHPharmacogenomicsTH2020THZYTHYYaYUYYab 2.6 1

31 unformedHdimensionHreductionHofHclinicallyUrelatedHgenomeUwideHassociationHsummaryHdataH
characterisesHcrossUtraitHaxesHofHgeneticHrisk 1

30 TowardsH}ersonalisingHtheHUseHofHniologicsHinH heumatoidHmrthritisfHmHpiscreteHohoiceHqxperimentVH
PatientTH2021THY 3.7 1

29 unvestigationHofHassociationHofHtheHpxsaHgeneHwithHpsoriaticHarthritisVHAnnalsiofitheiRheumatici
DiseasesTH2007THbbTHZc[U] 2.4 0

28 TranslatingHresearchHintoHclinicalHpracticefHqualityHimprovementHtoHhalveHnonUadherenceHtoH
methotrexateVHRheumatologyTH2021THbXTHYZaUY[Y 3.9 0

27  obustHoptimizationHofHαWmTtUyαHworkflowHforHhumanHbloodHserumHproteomeHanalysisHusingHaH
qualityHbyHdesignHapproachVHClinicaliProteomicsTH2021THYdTHZX 5 0

26 txmUp nYHhaplotypesHpredictHcardiovascularHmortalityHinHinflammatoryHpolyarthritisHindependentH
ofHo }HandHantiUoo}HstatusVVHArthritisiResearchiandiTherapyTH2022THZ]THeX 5.7 0

25 mbVY[HudentificationHofHnovelHexpressionHquantitativeHtraitHlociHinHop]SHTHcellsHofHuntreatedHearlyH
arthritisHpatientsVHAnnalsiofitheiRheumaticiDiseasesTH2016THcaTHmaZVZUmaZ 2.4

24
mnXXXaHWeightedHseneHooUqxpressionHzetworkHmnalysisH evealsHxinkHbetweenH}roteinHwinaseH
αignallingHandH esponseHToHyethotrexateHinHzewU{nsetH heumatoidHmrthritisVHAnnalsiofithei
RheumaticiDiseasesTH2016THcaTHdedVZUded

2.4

23 seneticsHofH heumaticHpiseasesH2017TH[ZcU[][

22  eplyfHToH}yupHZ][[e]ZaVHArthritisiCareiandiResearchTH2015THbcTH]aZU[ 4.7

21 αmTXXeaHoontrolHofHpiseaseHmctivityHisHmssociatedHwithHumprovementHinH}hysicalHmctivityHinH}atientsH
withH heumatoidHmrthritisVHAnnalsiofitheiRheumaticiDiseasesTH2014THc[THbZ]V[UbZa 2.4

20 {}XZY[HudentificationHofHcommonHsusceptibilityHlociHforHinflammatoryHarthritisVHAnnalsiofithei
RheumaticiDiseasesTH2013THcYTHYZdVYUYZd 2.4

19
mnXYdXH elationshipHbetweenHareaHlevelHsocioUeconomicHdeprivationHandHautoantibodyHstatusHinH
rheumatoidHarthritisHpatientsfHyulticentreHcrossUsectionalHstudyVHAnnalsiofitheiRheumaticiDiseasesTH
2013THcYTHb]cVYcUb]c

2.4

18 αmTXXXcHrineUmappingHofHtheHa–[YHpsoriaticHarthritisHsusceptibilityHx{ouHinHaHbritishHpopulationVH
AnnalsiofitheiRheumaticiDiseasesTH2013THcYTH]c[VYU]c[ 2.4

17 TtUXXXZHrineHmappingHandHexpressionHstudiesHofHtheHYZ–Y[UY]HlocusHassociatedHwithHrheumatoidH
arthritisVHAnnalsiofitheiRheumaticiDiseasesTH2013THcYTHYa]VZUYa] 2.4
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16 αmTXXY]HoorrelationHofHo }HhaplotypesHwithHresponseHtoHantiUTzrHtherapyHinHUwHpatientsHâ��HresultsH
fromHtheHn mssααHcohortVHAnnalsiofitheiRheumaticiDiseasesTH2013THcYTH]caVZU]ca 2.4

15 {}XZYXHqnrichmentHofHvitaminHpHresponseHelementsHinH mHassociatedHlociTHsuggestsHaHroleHforH
vitaminHpHinHtheHpathogenesisHofH mVHAnnalsiofitheiRheumaticiDiseasesTH2013THcYTHYZbV[UYZc 2.4

14
{}XZY]HunvestigationHofHrheumatoidHarthritisHgeneticHsusceptibilityHmarkersHinHtheHearlyHrheumatoidH
arthritisHstudyHPq mαQHprovidesHfurtherHreplicationHofHtheHT mrYWoaHassociationHwithHradiologicalH
damageVHAnnalsiofitheiRheumaticiDiseasesTH2013THcYTHYZdVZUYZd

2.4

13 TtUXYc]HumpactHofHuxUb HandHuxUbαTH}olymorphismsHonH esponseHtoHmntiUTzrHTherapyHinHUwH
}atientsHâ��H esultsHfromHtheHnraggssHoohortVHAnnalsiofitheiRheumaticiDiseasesTH2013THcZTHmZZZVYUmZZZ 2.4

12 TtUXXX[HrineUmappingHofHautoimmuneHsusceptibilityHx{ouHusingHimmunochipHidentifiesHnovelH
susceptibilityHx{ouHforHpsoriaticHarthritisVHAnnalsiofitheiRheumaticiDiseasesTH2013THcYTHYa]V[UYaa 2.4

11 mnX][bH}atientHacceptableHsymptomHstateHinHrheumatoidHarthritisHpatientsHstartingHmethotrexateH
correlatesHwithHageHandHpatientHreportedHoutcomesVHAnnalsiofitheiRheumaticiDiseasesTH2013THcYTHbbZVeUbbZ2.4

10
mcVYaHxackHofHmssociationHofHVariantsH}reviouslyHmssociatedHwithHmntiUTzrHyedicationH esponseHinH
 heumatoidHmrthritisH}atientsfH esultsHfromHaHtomogeneousHsreekH}opulationVHAnnalsiofithei
RheumaticiDiseasesTH2013THcZTHma[VYUma[

2.4

9 seneticHpredictorsHofHresponseHtoHantiUtumorHnecrosisHfactorHdrugsHinHrheumatoidHarthritisVH
RheumatologyiReportsTH2009THYTHY

8
oommentaryHonHJseneticHlinkageHandHtransmissionHdisequilibriumHofHmarkerHhaplotypesHatH
chromosomeHYq]YHinHhumanHsystemicHlupusHerythematosusJTHbyH  HsrahamHetHalVHArthritisiResearchTH
2002TH]THd]Ub

7 αyntenicHmappingHofHhumanHdiseaseHgenesHusingHanimalHmodelsHofHautoimmunityVHGeneScreenTH2000
THYTH[Uc

6 TtUXXZZHpurrq qzTumxHpzmHyqTtYxmTu{zHmαHmH} qpuoT{ H{rHT{ouxuZUymnH qα}{zαqHuzH
 tqUymT{upHm Tt uTuαH}mTuqzTαVHAnnalsiofitheiRheumaticiDiseasesTH2020THceTHZZ]VYUZZ] 2.4

5 TtUXXXaHVm umnuxuTYH{rHpzmHyqTtYxmTu{zHuαHmHp uVq H{rHxYy}t{oYTqHpYα qsUxmTu{zHuzH
qm xYH tqUymT{upHm Tt uTuαVVHAnnalsiofitheiRheumaticiDiseasesTH2020THceTHZYaVZUZYa 2.4

4 {}XZ[aHudentificationHofHzovelHod]SHxymphocyteHqxpressionH–uantitativeHTraitHxociHinHUntreatedH
qarlyHmrthritisH}atientsVHAnnalsiofitheiRheumaticiDiseasesTH2016THcaTHY]cVYUY]c 2.4

3 αmTXXXeHunvestigationHofHpifferentialHyethylationHasHmH}otentialHniomarkerHofHyethotrexateH
 esponseHinH}atientsHwithH heumatoidHmrthritisVHAnnalsiofitheiRheumaticiDiseasesTH2016THcaTHbbcVYUbbc 2.4

2 oryopreservationHofHcellsHdoesHnotHsubstantiallyHalterHtheHpzmHmethylomeHofHop[Sop]SHTHcellsVH
ScandinavianiJournaliofiRheumatologyTH2016TH]aTH[ZeU[X 1.9

1 }soriasisHandH}soriaticHmrthritisH2018THZ[eUZaX
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