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IDN2 Interacts with RPA and Facilitates DNA Double-Strand Break Repair by Homologous Recombination
in Arabidopsis. Plant Cell, 2017, 29, 589-599.

DNA Topoisomerase 11+ Promotes Transcriptional Silencing of Transposable Elements through DNA

Methylation and Histone Lysine 9 Dimethylation in Arabidopsis. PLoS Genetics, 2014, 10, e1004446. 3.5 26

The cytological and molecular role of DOMAINS REARRANGED METHYLTRANSFERASE3 in RNA-dependent
DNA methylation of Arabidopsis thaliana. BMC Research Notes, 2014, 7, 721.

Connecting the dots of RNA-directed DNA methylation in Arabidopsis thaliana. Chromosome Research, 9.9 o
2014, 22, 225-240. ’

Intersection of Small RNA Pathways in Arabidopsis thaliana Sub-Nuclear Domains. PLoS ONE, 2013, 8,
€65652.

A subgroup of SGS3-like proteins act redundantly in RNA-directed DNA methylation. Nucleic Acids 145 40
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A DNA 33€2 Phosphatase Functions in Active DNA Demethylation in Arabidopsis. Molecular Cell, 2012, 45,
357-370.

A Histone Acetyltransferase Regulates Active DNA Demethylation in <i>Arabidopsis</i>. Science, 2012, 19.6 294
336, 1445-1448. :

Posttranscriptional gene silencing in nuclei. Proceedings of the National Academy of Sciences of the
United States of America, 2011, 108, 409-414.

An RNA polymerase Il- and AGO4-associated protein acts in RNA-directed DNA methylation. Nature, 2010, 97.8 298
465, 106-109. :

JMJ14, a JmjC domain protein, is required for RNA silencing and cell-to-cell movement of an RNA
silencing signal in <i>Arabidopsis</i>. Genes and Development, 2010, 24, 986-991.

Extra views on RNA-dependent DNA methylation and MBD6-dependent heterochromatin formation in

nucleolar dominance. Nucleus, 2010, 1, 254-259. 2.2 15

Mechanisms of HDA6-mediated rRNA gene silencing: suppression of intergenic Pol Il transcription and
differential effects on maintenance versus siRNA-directed cytosine methylation. Genes and
Development, 2010, 24, 1119-1132.

Extra views on RNA-dependent DNA methylation and MBD6-dependent heterochromatin formation in

nucleolar dominance. Nucleus, 2010, 1, 254-259. 2.2 20

Metal A and Metal B Sites of Nuclear RNA Polymerases Pol IV and Pol V Are Required for
siRNA-Dependent DNA Methylation and Gene Silencing. PLoS ONE, 2009, 4, e4110.

A conserved transcriptional regulator is required for RNA-directed DNA methylation and plant

development. Genes and Development, 2009, 23, 2717-2722. 59 92

RNA Polymerase V Functions in ArabidoFsis Interphase Heterochromatin Organization Independently
ation Pathway. Molecular Plant, 2009, 2, 700-710.
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NRPD4, a protein related to the RPB4 subunit of RNA polymerase Il, is a component of RNA polymerases

IV and V and is required for RNA-directed DNA methylation. Genes and Development, 2009, 23, 318-330. 59 126
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An Effector of RNA-Directed DNA Methylation in Arabidopsis Is an ARGONAUTE 4- and RNA-Binding

Protein. Cell, 2009, 137, 498-508.

Heterochromatic siRNAs and DDM1 Independently Silence Aberrant 5S rDNA Transcripts in Arabidopsis.
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ROS3 is an RNA-binding protein required for DNA demethylation in Arabidopsis. Nature, 2008, 455,
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Multimegabase Silencing in Nucleolar Dominance Involves siRNA-Directed DNA Methylation and
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