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ARTICLE IF CITATIONS
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Bioinformatics, 2008, 9, 18. ’ >
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Characterization of Chitin Synthases from Entamoeba. Protist, 2004, 155, 323-330.
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The Abundant Polyadenylated Transcript 2 DNA Sequence of the Pathogenic Protozoan Parasite
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Introns of Entamoeba histolytica and Entamoeba dispar. Protist, 2001, 152, 149-156. 1.5 40

Genetic Differences Between Entamoeba histolytica and Entamoeba dispar. Archives of Medical
Research, 2000, 31, S254.
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Fluorescence in situ hybridization of ribosomal DNA to mitotic chromosomes of tsetse flies (Diptera:) Tj ETQq1 1 0./84314 rggT [Ove

Comparison of the mitotic Raryotypes of <i>Ceratitis capitata</i>, <i>Ceratitis rosa<[i>, and
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