
Daniel R Mende

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfv87629xvdanieltrtmendetpublicationstbytyearupdf

Version:f2x24tx4t23f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

45
papers

18,670
citations

26
h-index

54
g-index

54
ext. papers

24,818
ext. citations

15.9
avg, IF

5.79
L-index



i Paper IF Citations

45 CriticalUAssessmentUofUMetagenomeUInterpretationyUtheUsecondUroundUofUchallengesmmUNaturer
MethodskU2022kU 21.6 14

44 TowardsUtheUbiogeographyUofUprokaryoticUgenesmmUNaturekU2021kU 50.4 8
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qqkUpvw 18.3 16
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40 mOTUsyUProfilingUTaxonomicUCompositionkUTranscriptionalUActivityUandUStrainUPopulationsUofU
MicrobialUCommunitiesmUCurrentrProtocolskU2021kUpkUeqpw 2
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38 AlternativeUstrategiesUofUnutrientUacquisitionUandUenergyUconservationUmapUtoUtheUbiogeographyUofU
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36 DisentanglingUtheUimpactUofUenvironmentalUandUphylogeneticUconstraintsUonUprokaryoticU
withinlspeciesUdiversitymUISMErJournalkU2020kUpskUpqsvlpqtx 11.9 23

35 proGenomesqyUanUimprovedUdatabaseUforUaccurateUandUconsistentUhabitatkUtaxonomicUandUfunctionalU
annotationsUofUprokaryoticUgenomesmUNucleicrAcidsrResearchkU2020kUswkUDuqplDuqt 20.1 21
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ThermusUthermophilusUDNAUcanUbeUusedUasUinternalUcontrolUforUprocessUmonitoringUofUclinicalU
metagenomicUnextlgenerationUsequencingUofUurineUsamplesmUJournalrofrMicrobiologicalrMethodskU
2020kUpvukUpouoot

2.8 3

33 AUdistinctUlineageUofUgiantUvirusesUbringsUaUrhodopsinUphotosystemUtoUunicellularUmarineUpredatorsmU
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericakU2019kUppukUqotvslqotwr11.5 68

32 PersistentUCoreUPopulationsUShapeUtheUMicrobiomeUThroughoutUtheUWaterUColumnUinUtheUNorthU
PacificUSubtropicalUGyremUFrontiersrinrMicrobiologykU2019kUpokUqqvr 5.7 7

31 MicrobialUabundancekUactivityUandUpopulationUgenomicUprofilingUwithUmOTUsqmUNaturer
CommunicationskU2019kUpokUpops 17.4 134

30 eggNOGUtmoyUaUhierarchicalkUfunctionallyUandUphylogeneticallyUannotatedUorthologyUresourceUbasedU
onUtoxoUorganismsUandUqtoqUvirusesmUNucleicrAcidsrResearchkU2019kUsvkUDroxlDrps 20.1 850

29 DielUcyclingUandUlongltermUpersistenceUofUvirusesUinUtheUoceanesUeuphoticUzonemUProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericakU2017kUppskUppssulppstp 11.5 70
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28 EnvironmentalUdriversUofUaUmicrobialUgenomicUtransitionUzoneUinUtheUoceanesUinteriormUNaturer
MicrobiologykU2017kUqkUpruvlprvr 26.6 91

27 BacteriophageUDistributionsUandUTemporalUVariabilityUinUtheUOceanesUInteriormUMBiokU2017kUwkU 7.8 39

26 proGenomesyUaUresourceUforUconsistentUfunctionalUandUtaxonomicUannotationsUofUprokaryoticU
genomesmUNucleicrAcidsrResearchkU2017kUstkUDtqxlDtrs 20.1 74

25 IsolationUandUCharacterizationUofUBacteriaUThatUDegradeUPhosphonatesUinUMarineUDissolvedUOrganicU
MattermUFrontiersrinrMicrobiologykU2017kUwkUpvwu 5.7 26

24 eggNOGUsmtyUaUhierarchicalUorthologyUframeworkUwithUimprovedUfunctionalUannotationsUforU
eukaryotickUprokaryoticUandUviralUsequencesmUNucleicrAcidsrResearchkU2016kUsskUDqwulxr 20.1 1211

23 ImprovedUEnvironmentalUGenomesUviaUIntegrationUofUMetagenomicUandUSinglelCellUAssembliesmU
FrontiersrinrMicrobiologykU2016kUvkUpsr 5.7 17

22 SiderophorelbasedUmicrobialUadaptationsUtoUironUscarcityUacrossUtheUeasternUPacificUOceanmU
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericakU2016kUpprkUpsqrvlpsqsq11.5 121

21 IntegrationUofUmultilomicsUdataUofUaUgenomelreducedUbacteriumyUPrevalenceUofUpostltranscriptionalU
regulationUandUitsUcorrelationUwithUproteinUabundancesmUNucleicrAcidsrResearchkU2016kUsskUppxqlqoq 20.1 25

20 InterlindividualUdifferencesUinUtheUgeneUcontentUofUhumanUgutUbacterialUspeciesmUGenomerBiologykU
2015kUpukUwq 18.3 107

19 MetabolicUdependenciesUdriveUspeciesUcoloccurrenceUinUdiverseUmicrobialUcommunitiesmUProceedingsr
ofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericakU2015kUppqkUussxlts 11.5 366

18 OceanUplanktonmUStructureUandUfunctionUofUtheUglobalUoceanUmicrobiomemUSciencekU2015kUrswkUpquprtx 33.3 1261

17 PotentialUofUfecalUmicrobiotaUforUearlylstageUdetectionUofUcolorectalUcancermUMolecularrSystemsr
BiologykU2014kUpokUvuu 12.2 575

16 AccurateUandUuniversalUdelineationUofUprokaryoticUspeciesmUNaturerMethodskU2013kUpokUwwpls 21.6 234

15 MetagenomicUspeciesUprofilingUusingUuniversalUphylogeneticUmarkerUgenesmUNaturerMethodskU2013kU
pokUppxulx 21.6 340

14 CountrylspecificUantibioticUuseUpracticesUimpactUtheUhumanUgutUresistomemUGenomerResearchkU2013kU
qrkUppurlx 9.7 269

13 GenomicUvariationUlandscapeUofUtheUhumanUgutUmicrobiomemUNaturekU2013kUsxrkUstlto 50.4 571

12 ConsistentUmutationalUpathsUpredictUeukaryoticUthermostabilitymUBMCrEvolutionaryrBiologykU2013kUprkUv 3 47

11 IndividualityUandUtemporalUstabilityUofUtheUhumanUgutUmicrobiomemUCentralrAsianrJournalrofrGlobalr
HealthkU2013kUqkUpqo 0.8 1
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10 MOCATyUaUmetagenomicsUassemblyUandUgeneUpredictionUtoolkitmUPLoSrONEkU2012kUvkUesvutu 3.7 143

9 RoleUforUureaUinUnitrificationUbyUpolarUmarineUArchaeamUProceedingsrofrtherNationalrAcademyrofr
SciencesrofrtherUnitedrStatesrofrAmericakU2012kUpoxkUpvxwxlxs 11.5 177

8 DecipheringUaUglobalUnetworkUofUfunctionallyUassociatedUpostltranslationalUmodificationsmUMolecularr
SystemsrBiologykU2012kUwkUtxx 12.2 171

7 AssessmentUofUmetagenomicUassemblyUusingUsimulatedUnextUgenerationUsequencingUdatamUPLoSrONE
kU2012kUvkUerprwu 3.7 157

6 EnterotypesUofUtheUhumanUgutUmicrobiomemUNaturekU2011kUsvrkUpvslwo 50.4 4240

5 AUhumanUgutUmicrobialUgeneUcatalogueUestablishedUbyUmetagenomicUsequencingmUNaturekU2010kUsuskUtxlut50.4 7044

4 CombinedUpigmentUandUmetatranscriptomicUanalysisUrevealsUsynchronizedUdielUpatternsUofU
phenotypicUlightUresponseUacrossUdomainsUinUtheUopenUocean 2

3 CommunitylscaleUSynchronizationUandUTemporalUPartitioningUofUGeneUExpressionkUMetabolismkUandU
LipidUBiosynthesisUinUOligotrophicUOceanUSurfaceUWaters 6

2 GUNCyUDetectionUofUChimerismUandUContaminationUinUProkaryoticUGenomes 3

1 EscherichiaUruysiaeUspmUnovmkUisolatedUfromUanUinternationalUtraveller 3
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