24

papers

25

all docs

567281

944 15
citations h-index
25 25
docs citations times ranked

610901
24

g-index

1036

citing authors



10

12

14

16

18

MONIKA

ARTICLE IF CITATIONS

The Electron Bifurcating FixABCX Protein Complex from <i>Azotobacter vinelandii</i>: Generation of

Low-Potential Reducing Equivalents for Nitrogenase Catalysis. Biochemistry, 2017, 56, 4177-4190.
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The CRISPR RNA-guided surveillance complex in<i>Escherichia coli</i>accommodates extended RNA 145 42
spacers. Nucleic Acids Research, 2016, 44, gkw421. :
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The catalytic mechanism of electron-bifurcating electron transfer flavoproteins (ETFs) involves an
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Time-resolved Studies of IsdG Protein Identify Molecular Signposts along the Non-canonical Heme 3.4 19
Oxygenase Pathway. Journal of Biological Chemistry, 2016, 291, 862-871. )

Metabolic response of <i>Agrobacterium tumefaciens</i> 5A to arsenite. Environmental Microbiology,

2017,19,710-721.
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