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Human cerebral organoids recapitulate gene expression programs of fetal neocortex development.
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Differences and similarities between human and chimpanzee neural progenitors during cerebral
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Altered neuronal migratory trajectories in human cerebral organoids derived from individuals with
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Lineage recording in human cerebral organoids. Nature Methods, 2022, 19, 90-99.
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A novel population of Hopx-dependent basal radial glial cells in the developing mouse neocortex.
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Human organomics: a fresh approach to understanding human development using single-cell
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