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Circulating tumor DNA dynamics and recurrence risk in patients undergoing curative intent resection

of colorectal cancer liver metastases: A prospective cohort study. PLoS Medicine, 2021, 18, e1003620.

Genomic landscape and evolutionary trajectories of ovarian cancer precursor lesions. Journal of 45 84
Pathology, 2019, 248, 41-50. :

Prognostic significance of postsurgery circulating tumor <scp>DNA</scp> in nonmetastatic
colorectal cancer: Individual patient pooled analysis of three cohort studies. International Journal
of Cancer, 2021, 148, 1014-1026.

Cell division rates decrease with age, providing a potential explanation for the age-dependent
deceleration in cancer incidence. Proceedings of the National Academy of Sciences of the United 7.1 63
States of America, 2019, 116, 20482-20488.

Cancer risk: Role of environment&€”Response. Science, 2015, 347, 729-731.

An elementary approach to modeling drug resistance in cancer. Mathematical Biosciences and 19 59
Engineering, 2010, 7, 905-918. ’

Assessing aneuploidy with repetitive element sequencing. Proceedings of the National Academy of
Sciences of the United States of America, 2020, 117, 4858-4863.

Incidence and distribution of UroSEEK gene panel in a multi-institutional cohort of bladder 5.5 45
urothelial carcinoma. Modern Pathology, 2019, 32, 1544-1550. :

Revisiting the tumorigenesis timeline with a data-driven generative model. Proceedings of the National
Academy of Sciences of the United States of America, 2020, 117, 857-864.

Role of stem-cell divisions in cancer risk. Nature, 2017, 548, E13-E14. 27.8 42

Detection of low-frequency DNA variants by targeted sequencing of the Watson and Crick strands.
Nature Biotechnology, 2021, 39, 1220-1227.

Non-steroidal anti-inflammatory drugs, intravenous fluids, pancreatic stents, or their combinations
for the prevention ofdpost-endoscopic retrograde cholangiopancreatography pancreatitis: a
systematic review and network meta-analysis. The Lancet Gastroenterology and Hepatology, 2021, 6,

8.1 31
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