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h Paper IF Citations

134 LongZMreadMsequencingMandMdeMnovoMassemblyMofMtheMcynomolgusMmacaqueMgenomeaaMJournalgofg
GeneticsgandgGenomicsYM2022YM 4 0

133 TwoMdivergentMhaplotypesMfromMaMhighlyMheterozygousMlycheeMgenomeMsuggestMindependentM
domesticationMeventsMforMearlyMandMlateZmaturingMcultivarsaaMNaturegGeneticsYM2022YM 36.3 5

132 TheMvycasMgenomeMandMtheMearlyMevolutionMofMseedMplantsaaMNaturegPlantsYM2022YM 11.5 5

131 vhloranthusMgenomeMprovidesMinsightsMintoMtheMearlyMdiversificationMofMangiospermsaMNatureg
CommunicationsYM2021YMdeYMilfc 17.4 5

130 tMchickpeaMgeneticMvariationMmapMbasedMonMtheMsequencingMofMfYfiiMgenomesaMNatureYM2021YMhllYMieeZiej50.4 15

129 WholeZgenomeMresequencingMofMgghMLactucaMaccessionsMrevealsMtheMdomesticationMhistoryMofM
cultivatedMlettuceaMNaturegGeneticsYM2021YMhfYMjheZjic 36.3 9

128 xnhancingMvRISPRZvaslMgRNtMefficiencyMpredictionMbyMdataMintegrationMandMdeepMlearningaMNatureg
CommunicationsYM2021YMdeYMfefk 17.4 13

127 vhromosomeZlevelMgenomeMassemblyMofMLethenteronMreissneriMprovidesMinsightsMintoMlampreyM
evolutionaMMoleculargEcologygResourcesYM2021YMedYMggkZgif 8.4 10

126 zeneticMvariationMamongMgkdMdiverseMsoybeanMaccessionsYMinferredMfromMgenomicMreZsequencingaM
ScientificgDataYM2021YMkYMhc 8.2 13

125 TheMcompleteMchloroplastMgenomeMofMaMshrubMspeciesYMUSmilacaceaeVMfromMzuangdongYMvhinaaM
MitochondrialgDNAgPartgB:gResourcesYM2021YMiYMfcigZfcii 0.5 1

124 tnalysisMofMgejMgenomesMrevealsMmosoMbambooMpopulationMstructureMandMgeneticMbasisMofMpropertyM
traitsaMNaturegCommunicationsYM2021YMdeYMhgii 17.4 3

123 TheMgenomeMofMtheMnaturallyMevolvedMobesityZproneMOssabawMminiatureMpigaMIScienceYM2021YMegYMdcfckd 6.1 2

122 TheMWhiteZSpottedMuambooMSharkMzenomeMRevealsMvhromosomeMRearrangementsMandM
yastZxvolvingMImmuneMzenesMofMvartilaginousMyishaMIScienceYM2020YMefYMdcdjhg 6.1 8

121 TheMgenomeMofMMekongMtigerMperchMUwatnioidesMundecimradiatusVMprovidesMinsightsMintoMtheM
phylogeneticMpositionMofMLobotiformesMandMbiologicalMconservationaMScientificgReportsYM2020YMdcYMkdig 4.9 0

120 vompleteMvhloroplastMzenomesMofMdgMMangrovesmMPhylogeneticMandMvomparativeMzenomicM
tnalysesaMBioMedgResearchgInternationalYM2020YMececYMkjfdkhj 3 7

119 wissectingMtheMgenomeMofMstarMfruitMUMLaVaMHorticulturegResearchYM2020YMjYMlg 7.7 8

118 TheMgenomeMofMPrasinodermaMcolonialeMunveilsMtheMexistenceMofMaMthirdMphylumMwithinMgreenMplantsaM
NaturegEcologygandgEvolutionYM2020YMgYMdeecZdefd 12.3 31
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117 tnMatlasMofMtheMproteinZcodingMgenesMinMtheMhumanYMpigYMandMmouseMbrainaMScienceYM2020YMfijYM 33.3 130

116  aplotypingMbyMvRISPRZmediatedMwNtMcircularizationMUvRISPRZhapvVMbroadensMalleleZspecificMgeneM
editingaMNucleicgAcidsgResearchYM2020YMgkYMeeh 20.1 3

115 LineageZspecificMevolutionMofMmangroveMplastidMgenomesaMPlantgGenomeYM2020YMdfYMeeccdl 4.4 2

114 zenomeZwideManalysisMofMepigeneticMandMtranscriptionalMchangesMassociatedMwithMheterosisMinM
pigeonpeaaMPlantgBiotechnologygJournalYM2020YMdkYMdiljZdjdc 11.6 17

113 zenomesMofMearlyZdivergingMstreptophyteMalgaeMshedMlightMonMplantMterrestrializationaMNaturegPlantsYM
2020YMiYMlhZdci 11.5 73

112 vomparativeMPlastomeMtnalysisMofMRootZMandMStemZyeedingMParasitesMofMSantalalesMUntangleMtheM
yootprintsMofMyeedingMModeMandMLifestyleMTransitionsaMGenomegBiologygandgEvolutionYM2020YMdeYMfiifZfiji3.9 16

111 TheMvhromosomeZuasedMRubberMTreeMzenomeMProvidesMNewMInsightsMintoMSpurgeMzenomeM
xvolutionMandMRubberMuiosynthesisaMMoleculargPlantYM2020YMdfYMffiZfhc 14.4 29

110 TheMvhromosomeMLevelMzenomeMandMzenomeZwideMtssociationMStudyMforMtheMtgronomicMTraitsMofaM
IScienceYM2020YMefYMdcdhfk 6.1 12

109 tnMIndoZPacificM umpbackMwolphinMzenomeMRevealsMInsightsMintoMvhromosomeMxvolutionMandMtheM
wemographyMofMaMVulnerableMSpeciesaMIScienceYM2020YMefYMdcdigc 6.1 8

108 PerformanceMofMcopyMnumberMvariantsMdetectionMbasedMonMwholeZgenomeMsequencingMbyMwNuSxQM
platformsaMBMCgBioinformaticsYM2020YMedYMhdk 3.6 3

107 ueaverMandMNakedMMoleMRatMzenomesMRevealMvommonMPathsMtoMLongevityaMCellgReportsYM2020YMfeYMdcjlgl10.6 10

106 zenomicMandMtranscriptomicManalysisMunveilsMpopulationMevolutionMandMdevelopmentMofMpesticideM
resistanceMinMfallMarmywormMSpodopteraMfrugiperdaaMProteingandgCellYM2020YMd 7.2 20

105 wecipheringMtheMMicrobialMTaxonomyMandMyunctionalityMofMTwoMwiverseMMangroveMxcosystemsMandM
TheirMPotentialMtbilitiesMToMProduceMuioactiveMvompoundsaMMSystemsYM2020YMhYM 7.6 5

104 tfricanMtrowanaMzenomeMProvidesMInsightsMonMtncientMTeleostMxvolutionaMIScienceYM2020YMefYMdcdiie 6.1 1

103 yamilyZuasedMWholeMzenomeMSequencingMIdentifiedMNovelMVariantsMinMtuvthMzeneMinMaMPatientMwithM
IdiopathicMVentricularMTachycardiaaMPediatricgCardiologyYM2020YMgdYMdjkfZdjlg 2.1 0

102 TzSZzapvlosermMtMfastMandMaccurateMgapMcloserMforMlargeMgenomesMwithMlowMcoverageMofMerrorZproneM
longMreadsaMGigaScienceYM2020YMlYM 7.6 30

101 InitialMdataMreleaseMandMannouncementMofMtheMdcYcccMyishMzenomesMProjectMUyishdcKVaMGigaScienceYM
2020YMlYM 7.6 12

100 zenomeMsequencingMofMdeepZseaMhydrothermalMventMsnailsMrevealsMadaptionsMtoMextremeM
environmentsaMGigaScienceYM2020YMlYM 7.6 2
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99 MolecularMevidenceMforMoriginYMdiversificationMandMancientMgeneMduplicationMofMplantMsubtilasesM
USuTsVaMScientificgReportsYM2019YMlYMdegkh 4.9 5

98 TranscriptomicManalysesMrevealMnewMgenesMandMnetworksMresponseMtoM hNdMinfluenzaMvirusesMinMduckM
UtnasMplatyrhynchosVaMJournalgofgIntegrativegAgricultureYM2019YMdkYMdgicZdgje 3.2 2

97 ResequencingMhghMginkgoMgenomesMacrossMtheMworldMrevealsMtheMevolutionaryMhistoryMofMtheMlivingM
fossilaMNaturegCommunicationsYM2019YMdcYMgecd 17.4 41

96 wraftMgenomeMsequenceMofMSolanumMaethiopicumMprovidesMinsightsMintoMdiseaseMresistanceYMdroughtM
toleranceYMandMtheMevolutionMofMtheMgenomeaMGigaScienceYM2019YMkYM 7.6 24

95 weconvolutionMofMsingleZcellMmultiZomicsMlayersMrevealsMregulatoryMheterogeneityaMNatureg
CommunicationsYM2019YMdcYMgjc 17.4 84

94 MolecularMdigitizationMofMaMbotanicalMgardenmMhighZdepthMwholeZgenomeMsequencingMofMiklMvascularM
plantMspeciesMfromMtheMRuiliMuotanicalMzardenaMGigaScienceYM2019YMkYM 7.6 24

93 NewMinsightsMfromMOpisthorchisMfelineusMgenomemMupdateMonMgenomicsMofMtheMepidemiologicallyM
importantMliverMflukesaMBMCgGenomicsYM2019YMecYMfll 4.5 17

92 PhylogenomicsMProvidesMNewMInsightsMintoMzainsMandMLossesMofMSelenoproteinsMamongM
trchaeplastidaaMInternationalgJournalgofgMoleculargSciencesYM2019YMecYM 6.3 8

91 tMchromosomeZlevelMgenomeMofMblackMrockfishYMSebastesMschlegeliiYMprovidesMinsightsMintoMtheM
evolutionMofMliveMbirthaMMoleculargEcologygResourcesYM2019YMdlYMdfclZdfed 8.4 25

90 ResequencingMofMgelMchickpeaMaccessionsMfromMghMcountriesMprovidesMinsightsMintoMgenomeM
diversityYMdomesticationMandMagronomicMtraitsaMNaturegGeneticsYM2019YMhdYMkhjZkig 36.3 116

89 LIONmMaMsimpleMandMrapidMmethodMtoMachieveMvRISPRMgeneMeditingaMCellulargandgMoleculargLifeg
SciencesYM2019YMjiYMeiffZeigh 10.3 3

88 zenomicMvariantsMidentifiedMfromMwholeZgenomeMresequencingMofMindicineMcattleMbreedsMfromM
PakistanaMPLoSgONEYM2019YMdgYMecedhcih 3.7 9

87 SequencingMofMtheMM vMregionMdefinesMasMtheMmajorMgeneticMriskMforMseropositiveMrheumatoidM
arthritisMinM anMvhineseMpopulationaMAnnalsgofgthegRheumaticgDiseasesYM2019YMjkYMjjfZjkc 2.4 16

86 TheMfirstMchromosomeZlevelMgenomeMforMaMmarineMmammalMasMaMresourceMtoMstudyMecologyMandM
evolutionaMMoleculargEcologygResourcesYM2019YMdlYMlggZlhi 8.4 15

85 wecipheringMtheMvompositionMandMyunctionalMProfileMofMtheMMicrobialMvommunitiesMinMvhineseM
MoutaiMLiquorMStartersaMFrontiersgingMicrobiologyYM2019YMdcYMdhgc 5.7 29

84 tfricanMOrphanMvropsMvonsortiumMUtOvvVmMstatusMofMdevelopingMgenomicMresourcesMforMtfricanM
orphanMcropsaMPlantaYM2019YMehcYMlklZdccf 4.7 42

83 tMchromosomeZlevelMassemblyMofMtheMttlanticMherringMgenomeZdetectionMofMaMsupergeneMandMotherM
signalsMofMselectionaMGenomegResearchYM2019YMelYMdldlZdlek 9.7 49

82 zenomesMofMSubaerialMZygnematophyceaeMProvideMInsightsMintoMLandMPlantMxvolutionaMCellYM2019YM
djlYMdchjZdcijaedg 56.2 151
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81 NaturalMselectionMandMrepeatedMpatternsMofMmolecularMevolutionMfollowingMallopatricMdivergenceaM
ELifeYM2019YMkYM 8.9 7

80 tMsurveyMofMtheMspermMwhaleMUVMcommensalMmicrobiomeaMPeerJYM2019YMjYMejehj 3.1 6

79 dYhecMreferenceMgenomesMfromMcultivatedMhumanMgutMbacteriaMenableMfunctionalMmicrobiomeM
analysesaMNaturegBiotechnologyYM2019YMfjYMdjlZdkh 44.5 213

78 wraftMzenomesMofMTwoMtrtocarpusMPlantsYMJackfruitMUtaMheterophyllusVMandMureadfruitMUtaMaltilisVaM
GenesYM2019YMddYM 4.2 12

77 vhromosomeZLevelMvomprehensiveMzenomeMofMMangroveMSedimentZwerivedMyungusM XQZ ZdaM
JournalgofgFungigrBaselvgSwitzerlandsYM2019YMiYM 5.6 1

76
xnhancementMofMdeMnovoMsequencingYMassemblyMandMannotationMofMtheMMongolianMgerbilMgenomeM
withMtranscriptomeMsequencingMandMassemblyMfromMseveralMdifferentMtissuesaMBMCgGenomicsYM2019YM
ecYMlcf

4.5 2

75 vhromosomalMlevelMreferenceMgenomeMofMTachypleusMtridentatusMprovidesMinsightsMintoMevolutionM
andMadaptationMofMhorseshoeMcrabsaMMoleculargEcologygResourcesYM2019YMdlYMjggZjhi 8.4 19

74 vhromosomeMlevelMcomparativeManalysisMofMurassicaMgenomesaMPlantgMoleculargBiologyYM2019YMllYMefjZegl4.6 7

73 IntegratedMtranscriptomeYMsmallMRNtMandMdegradomeMsequencingMapproachesMprovideMinsightsMintoM
tscochytaMblightMresistanceMinMchickpeaaMPlantgBiotechnologygJournalYM2019YMdjYMldgZlfd 11.6 35

72 TheMdraftMgenomesMofMfiveMagriculturallyMimportantMtfricanMorphanMcropsaMGigaScienceYM2019YMkYM 7.6 68

71 dcKPmMtMphylodiverseMgenomeMsequencingMplanaMGigaScienceYM2018YMjYMdZl 7.6 108

70 zenomeZwideMdeterminationMofMonZtargetMandMoffZtargetMcharacteristicsMforMRNtZguidedMwNtM
methylationMbyMdvaslMmethyltransferasesaMGigaScienceYM2018YMjYMdZdl 7.6 43

69 uphiMencodesManMexocystZlocalizedMproteinMandMconfersMbroadMresistanceMtoMplanthoppersMinMriceaM
NaturegGeneticsYM2018YMhcYMeljZfci 36.3 88

68 TheMgeneticMarchitectureMofMfloralMtraitsMinMtheMwoodyMplantMPrunusMmumeaMNaturegCommunicationsYM
2018YMlYMdjce 17.4 46

67 IsMthereMfoulMplayMinMtheMleafMpocketrMTheMmetagenomeMofMfloatingMfernMtzollaMrevealsMendophytesM
thatMdoMnotMfixMNMbutMmayMdenitrifyaMNewgPhytologistYM2018YMedjYMghfZgii 9.8 17

66 tMwesternMSaharaMcentreMofMdomesticationMinferredMfromMpearlMmilletMgenomesaMNaturegEcologygandg
EvolutionYM2018YMeYMdfjjZdfkc 12.3 48

65 vhromosomeZlevelMreferenceMgenomeMofMtheMSiameseMfightingMfishMuettaMsplendensYMaMmodelM
speciesMforMtheMstudyMofMaggressionaMGigaScienceYM2018YMjYM 7.6 14

64
ventralMandMPeripheralMNervousMSystemMProgenitorsMwerivedMfromM umanMPluripotentMStemMvellsM
RevealMaMUniqueMTemporalMandMvellZTypeMSpecificMxxpressionMofMPMvtsaMFrontiersgingCellgandg
DevelopmentalgBiologyYM2018YMiYMh

5.7 1
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63 TheMchromosomeZlevelMgenomeMassembliesMofMtwoMrattansMUvalamusMsimplicifoliusMandM
waemonoropsMjenkinsianaVaMGigaScienceYM2018YMjYM 7.6 11

62 TheMstructureMandMfunctionMofMtheMglobalMcitrusMrhizosphereMmicrobiomeaMNaturegCommunicationsYM
2018YMlYMgklg 17.4 157

61 WholeZgenomeMsequencingMofMdjhMMongoliansMuncoversMpopulationZspecificMgeneticMarchitectureM
andMgeneMflowMthroughoutMNorthMandMxastMtsiaaMNaturegGeneticsYM2018YMhcYMdiliZdjcg 36.3 27

60 vhromosomeZlevelMgenomeMassemblyMofMtheMspottedMseaMbassYMLateolabraxMmaculatusaMGigaScienceYM
2018YMjYM 7.6 16

59 zenomeMtnnotationMofMaMModelMwiatomMPhaeodactylumMtricornutumMUsingManMIntegratedM
ProteogenomicMPipelineaMMoleculargPlantYM2018YMddYMdeleZdfcj 14.4 24

58 vRISPRZvmMcircularizationMofMgenesMandMchromosomeMbyMvRISPRMinMhumanMcellsaMNucleicgAcidsg
ResearchYM2018YMgiYMedfd 20.1 23

57 PhylogenomicsMrevealsMmultipleMlossesMofMnitrogenZfixingMrootMnoduleMsymbiosisaMScienceYM2018YMfidYM 33.3 167

56 PopulationMgenomicMdataMrevealMgenesMrelatedMtoMimportantMtraitsMofMquailaMGigaScienceYM2018YMjYM 7.6 16

55 yernMgenomesMelucidateMlandMplantMevolutionMandMcyanobacterialMsymbiosesaMNaturegPlantsYM2018YMgYMgicZgje11.5 176

54 PatientMiPSvZwerivedMNeuronsMforMwiseaseMModelingMofMyrontotemporalMwementiaMwithMMutationMinM
v MPeuaMStemgCellgReportsYM2017YMkYMigkZihk 8 52

53 tMnovelMxnterovirusMliMcirculatingMinMvhinaMcausesMhandYMfootYMandMmouthMdiseaseaMVirusgGenesYM2017YM
hfYMfheZfhi 2.3 1

52 wraftMgenomeMsequenceMofMtheMTibetanMmedicinalMherbMRhodiolaMcrenulataaMGigaScienceYM2017YMiYMdZh 7.6 20

51 tMreferenceMhumanMgenomeMdatasetMofMtheMuzISxQZhccMsequenceraMGigaScienceYM2017YMiYMdZl 7.6 141

50 RetinoicMacidMcombinedMwithMspermatogonialMstemMcellMconditionsMfacilitateMtheMgenerationMofM
mouseMgermZlikeMcellsaMBiosciencegReportsYM2017YMfjYM 4.1 6

49 TheMgutMmicrobiomeMinMatheroscleroticMcardiovascularMdiseaseaMNaturegCommunicationsYM2017YMkYMkgh 17.4 575

48 TaxonomicMstructureMandMfunctionalMassociationMofMfoxtailMmilletMrootMmicrobiomeaMGigaScienceYM2017
YMiYMdZde 7.6 1155

47 WholeZgenomeMduplicationMandMmolecularMevolutionMinMvornusMLaMUvornaceaeVMZMInsightsMfromM
transcriptomeMsequencesaMPLoSgONEYM2017YMdeYMecdjdfid 3.7 10

46 PearlMmilletMgenomeMsequenceMprovidesMaMresourceMtoMimproveMagronomicMtraitsMinMaridM
environmentsaMNaturegBiotechnologyYM2017YMfhYMlilZlji 44.5 197
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45 zenomeZwideMTargetMxnrichmentZaidedMvhipMwesignmMaMiiMKMSNPMvhipMforMvashmereMzoataMScientificg
ReportsYM2017YMjYMkied 4.9 5

44 RxwZMLmMaMnovelYMeffectiveMRNtMeditingMdetectionMmethodMbasedMonMmachineMlearningaMGigaScienceYM
2017YMiYMdZk 7.6 19

43 weepMwholeZgenomeMsequencingMofMlcM anMvhineseMgenomesaMGigaScienceYM2017YMiYMdZj 7.6 22

42 TheMpearlMoysterMPinctadaMfucataMmartensiiMgenomeMandMmultiZomicManalysesMprovideMinsightsMintoM
biomineralizationaMGigaScienceYM2017YMiYMdZde 7.6 116

41 ImprovementMofMpeptideMidentificationMwithMconsideringMtheMabundanceMofMmRNtMandMpeptideaMBMCg
BioinformaticsYM2017YMdkYMdcl 3.6 6

40 tnnouncingMtheMzenomeMttlasMofMuambooMandMRattanMUztuRVMprojectmMpromotingMresearchMinM
evolutionMandMinMeconomicallyMandMecologicallyMbeneficialMplantsaMGigaScienceYM2017YMiYMdZj 7.6 22

39 wraftMgenomeMofMtheMlivingMfossilMzinkgoMbilobaaMGigaScienceYM2016YMhYMgl 7.6 161

38 tMreferenceMgeneMcatalogueMofMtheMpigMgutMmicrobiomeaMNaturegMicrobiologyYM2016YMdYMdidid 26.6 233

37 tllelicMdiversityMinManMNLRMgeneMenablesMriceMtoMcombatMplanthopperMvariationaMProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2016YMddfYMdekhcZdekhh 11.5 120

36 PztmManMRbuioconductorMpackageMforMidentificationMofMnovelMpeptidesMusingMaMcustomizedMdatabaseM
derivedMfromMRNtZSeqaMBMCgBioinformaticsYM2016YMdjYMegg 3.6 39

35 vompleteMzenomeMSequenceMofMaMSalivirusMinMRespiratoryMSpecimensMfromMaMvhildMwithMtdenovirusM
InfectionaMGenomegAnnouncementsYM2016YMgYM 1

34 TheMgenomeMsequencesMofMtrachisMduranensisMandMtrachisMipaensisYMtheMdiploidMancestorsMofM
cultivatedMpeanutaMNaturegGeneticsYM2016YMgkYMgfkZgi 36.3 498

33 StructuralMgenomicMchangesMunderlieMalternativeMreproductiveMstrategiesMinMtheMruffMUPhilomachusM
pugnaxVaMNaturegGeneticsYM2016YMgkYMkgZk 36.3 214

32 TheMgeneticMbasisMforMecologicalMadaptationMofMtheMttlanticMherringMrevealedMbyMgenomeMsequencingaM
ELifeYM2016YMhYM 8.9 103

31 RedefiningMtheMstructuralMmotifsMthatMdetermineMRNtMbindingMandMRNtMeditingMbyMpentatricopeptideM
repeatMproteinsMinMlandMplantsaMPlantgJournalYM2016YMkhYMhfeZgj 6.9 176

30 RecentMbreedingMprogramsMenhancedMgeneticMdiversityMinMbothMdesiMandMkabuliMvarietiesMofMchickpeaM
UvicerMarietinumMLaVaMScientificgReportsYM2016YMiYMfkifi 4.9 53

29 LandscapeMofMgenomicMdiversityMandMtraitMdiscoveryMinMsoybeanaMScientificgReportsYM2016YMiYMefhlk 4.9 112

28 yirstMdocumentedMcaseMofMavianMinfluenzaMU hNdVMvirusMinfectionMinMaMlionaMEmerginggMicrobesgandg
InfectionsYM2016YMhYMedeh 18.9 11

(2016-2017)
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27 zenomeMsequenceMofMcultivatedMUplandMcottonMUzossypium´ hirsutumMTMZdVMprovidesMinsightsMintoM
genomeMevolutionaMNaturegBiotechnologyYM2015YMffYMhegZfc 44.5 683

26 tMgenomeMdraftMofMtheMleglessManguidMlizardYMOphisaurusMgracilisaMGigaScienceYM2015YMgYMdj 7.6 19

25 TheMSymbiodiniumMkawagutiiMgenomeMilluminatesMdinoflagellateMgeneMexpressionMandMcoralM
symbiosisaMScienceYM2015YMfhcYMildZg 33.3 283

24 tppraisalMofMtheMMissingMProteinsMuasedMonMtheMmRNtsMuoundMtoMRibosomesaMJournalgofgProteomeg
ResearchYM2015YMdgYMgljiZkg 5.6 1

23 TheMgenomeMsequenceMofMtheMorchidMPhalaenopsisMequestrisaMNaturegGeneticsYM2015YMgjYMihZje 36.3 265

22
yastZsuppressorMscreeningMforMnewMcomponentsMinMproteinMtraffickingYMorganelleMbiogenesisMandM
silencingMpathwayMinMtrabidopsisMthalianaMusingMwxXZinducibleMyRxxdZRNtiMplantsaMJournalgofg
GeneticsgandgGenomicsYM2015YMgeYMfdlZfc

4 16

21 WholeZgenomeMbisulfiteMsequencingMofMmultipleMindividualsMrevealsMcomplementaryMrolesMofM
promoterMandMgeneMbodyMmethylationMinMtranscriptionalMregulationaMGenomegBiologyYM2014YMdhYMgck 18.3 131

20 vomparativeMpopulationMgenomicsMrevealsMtheMdomesticationMhistoryMofMtheMpeachYMPrunusMpersicaYM
andMhumanMinfluencesMonMperennialMfruitMcropsaMGenomegBiologyYM2014YMdhYMgdh 18.3 97

19 IdentificationMofMaMnovelMsaltMtoleranceMgeneMinMwildMsoybeanMbyMwholeZgenomeMsequencingaMNatureg
CommunicationsYM2014YMhYMgfgc 17.4 230

18 TheMsheepMgenomeMilluminatesMbiologyMofMtheMrumenMandMlipidMmetabolismaMScienceYM2014YMfggYMddikZddjf33.3 294

17 MudskipperMgenomesMprovideMinsightsMintoMtheMterrestrialMadaptationMofMamphibiousMfishesaMNatureg
CommunicationsYM2014YMhYMhhlg 17.4 89

16 zenomicMlandscapesMofMvhineseMhamsterMovaryMcellMlinesMasMrevealedMbyMtheMvricetulusMgriseusMdraftM
genomeaMNaturegBiotechnologyYM2013YMfdYMjhlZih 44.5 289

15 TheMsacredMlotusMgenomeMprovidesMinsightsMintoMtheMevolutionMofMfloweringMplantsaMPlantgJournalYM
2013YMjiYMhhjZij 6.9 55

14 tMgenomicMvariationMmapMprovidesMinsightsMintoMtheMgeneticMbasisMofMcucumberMdomesticationMandM
diversityaMNaturegGeneticsYM2013YMghYMdhdcZh 36.3 307

13 SequencingMandMautomatedMwholeZgenomeMopticalMmappingMofMtheMgenomeMofMaMdomesticMgoatM
UvapraMhircusVaMNaturegBiotechnologyYM2013YMfdYMdfhZgd 44.5 355

12 TheMTarenayaMhasslerianaMgenomeMprovidesMinsightMintoMreproductiveMtraitMandMgenomeMevolutionMofM
crucifersaMPlantgCellYM2013YMehYMekdfZfc 11.6 67

11 uaijiMgenomesMrevealMlowMgeneticMvariabilityMandMnewMinsightsMintoMsecondaryMaquaticMadaptationsaM
NaturegCommunicationsYM2013YMgYMejck 17.4 76

10 tnalysisMofMeliteMvarietyMtagMSNPsMrevealsManMimportantMalleleMinMuplandMriceaMNaturegCommunicationsYM
2013YMgYMedfk 17.4 27
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9 SingleZcellMexomeMsequencingMandMmonoclonalMevolutionMofMaMJtKeZnegativeMmyeloproliferativeM
neoplasmaMCellYM2012YMdgkYMkjfZkh 56.2 431

8 MaizeM apMapeMidentifiesMextantMvariationMfromMaMgenomeMinMfluxaMNaturegGeneticsYM2012YMggYMkcfZj 36.3 470

7 TheMtomatoMgenomeMsequenceMprovidesMinsightsMintoMfleshyMfruitMevolutionaMNatureYM2012YMgkhYMifhZgd 50.4 2138

6 zenomeMsequenceMofMfoxtailMmilletMUSetariaMitalicaVMprovidesMinsightsMintoMgrassMevolutionMandM
biofuelMpotentialaMNaturegBiotechnologyYM2012YMfcYMhglZhg 44.5 447

5 zenomeZwideMcharacterizationMofMnonreferenceMtransposonsMrevealsMevolutionaryMpropensitiesMofM
transposonsMinMsoybeanaMPlantgCellYM2012YMegYMggeeZfi 11.6 42

4 ResequencingMhcMaccessionsMofMcultivatedMandMwildMriceMyieldsMmarkersMforMidentifyingMagronomicallyM
importantMgenesaMNaturegBiotechnologyYM2011YMfcYMdchZdd 44.5 635

3 TheMgenomicMsequenceMofMtheMvhineseMhamsterMovaryMUv OVZKdMcellMlineaMNaturegBiotechnologyYM2011
YMelYMjfhZgd 44.5 584

2 ResequencingMofMfdMwildMandMcultivatedMsoybeanMgenomesMidentifiesMpatternsMofMgeneticMdiversityM
andMselectionaMNaturegGeneticsYM2010YMgeYMdchfZl 36.3 754

1 TheMdraftMgenomeMassemblyMofMtheMcriticallyMendangeredMNyssaMyunnanensisYMaMplantMspeciesMwithM
extremelyMsmallMpopulationsMendemicMtoMYunnanMProvinceYMvhinaaMGigaByteYececYMdZde 1
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