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Identification of a chemical chaperone for mitigating protein aggregation and proteotoxicity during
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The tertiary structure of the human Xkr8a€“Basigin complex that scrambles phospholipids at plasma

membranes. Nature Structural and Molecular Biology, 2021, 28, 825-834. 8.2 26

Mass spectrometry-based methods for analysing the mitochondrial interactome in mammalian cells.

Journal of Biochemistry, 2020, 167, 225-231.

Quantitative proteomics indicate a strong correlation of mitotic phospho-/dephosphorylation with
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Prion protein signaling induces M2 macrophage polarization and protects from lethal influenza
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Global Identification of ERK Substrates by Phosphoproteomics Based on IMAC and 2D-DIGE. Methods in 0.9 8
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