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l Paper IF Citations

140 éunctionalOmetagenomicOprofilingOofOnineObiomesdONaturebO2008bOjkhbOlhocih 50.4 726

139 TheOmarineOviromesOofOfourOoceanicOregionsdOPLoSbBiologybO2006bOjbOeiln 9.7 726

138 GenomicOanalysisOofOunculturedOmarineOviralOcommunitiesdOProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericabO2002bOoobOgjhkfck 11.5 710

137 MetagenomicOanalysesOofOanOunculturedOviralOcommunityOfromOhumanOfecesdOJournalbofbBacteriologybO
2003bOgnkbOlhhfci 3.5 595

136 HereOaOvirusbOthereOaOvirusbOeverywhereOtheOsameOvirusudOTrendsbinbMicrobiologybO2005bOgibOhmncnj 12.4 555

135 RNwOviralOcommunityOinOhumanOfecespOprevalenceOofOplantOpathogenicOvirusesdOPLoSbBiologybO2006bOjbOei 9.7 453

134 LaboratoryOproceduresOtoOgenerateOviralOmetagenomesdONaturebProtocolsbO2009bOjbOjmfcni 18.8 411

133 MetagenomicOandOsmallcsubunitOrRNwOanalysesOrevealOtheOgeneticOdiversityOofObacteriabOarchaeabO
fungibOandOvirusesOinOsoildOAppliedbandbEnvironmentalbMicrobiologybO2007bOmibOmfkocll 4.8 406

132 yonsensusOstatementpOVirusOtaxonomyOinOtheOageOofOmetagenomicsdONaturebReviewsbMicrobiologybO
2017bOgkbOglgcgln 22.2 375

131 UsingOpyrosequencingOtoOshedOlightOonOdeepOmineOmicrobialOecologydOBMCbGenomicsbO2006bOmbOkm 4.5 352

130 MarineOvirusespOtruthOorOdaredOAnnualbReviewbofbMarinebSciencebO2012bOjbOjhkcjn 15.4 344

129 ziversityOofObacteriaOassociatedOwithOtheOyaribbeanOcoralOMontastraeaOfranksidOCoralbReefsbO2001bOhfbOnkcog4.2 310

128 ViralOandOmicrobialOcommunityOdynamicsOinOfourOaquaticOenvironmentsdOISMEbJournalbO2010bOjbOmiockg 11.9 305

127 ViralOdiversityOandOdynamicsOinOanOinfantOgutdOResearchbinbMicrobiologybO2008bOgkobOilmcmi 4 234

126 ziversityOandOpopulationOstructureOofOaOnearcshoreOmarinecsedimentOviralOcommunitydOProceedingsbofb
thebRoyalbSocietybB:bBiologicalbSciencesbO2004bOhmgbOklkcmj 4.4 227

125 MetagenomicOanalysisOofOvirusesOinOreclaimedOwaterdOEnvironmentalbMicrobiologybO2009bOggbOhnflchf 5.2 218

124 PhageOpuppetOmastersOofOtheOmarineOmicrobialOrealmdONaturebMicrobiologybO2018bOibOmkjcmll 26.6 216
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123 xiodiversityOandObiogeographyOofOphagesOinOmodernOstromatolitesOandOthrombolitesdONaturebO2008bO
jkhbOijfci 50.4 212

122 wOfieldOguideOtoOeukaryoticOcircularOsinglecstrandedOzNwOvirusespOinsightsOgainedOfromO
metagenomicsdOArchivesbofbVirologybO2012bOgkmbOgnkgcmg 2.6 198

121 TransposasesOareOtheOmostOabundantbOmostOubiquitousOgenesOinOnaturedONucleicbAcidsbResearchbO2010
bOinbOjhfmcgm 20.1 196

120 ExploringOtheOviralOworldOthroughOmetagenomicsdOCurrentbOpinionbinbVirologybO2011bOgbOhnocom 7.5 189

119 zensovirusOassociatedOwithOseacstarOwastingOdiseaseOandOmassOmortalitydOProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericabO2014bOgggbOgmhmncni 11.5 187

118 RoleOofOelevatedOorganicOcarbonOlevelsOandOmicrobialOactivityOinOcoralOmortalitydOMarinebEcologybqb
ProgressbSeriesbO2006bOigjbOggocghk 2.6 184

117 RevisitingOtheOtaxonomyOofOtheOfamilyOyircoviridaepOestablishmentOofOtheOgenusOyyclovirusOandO
removalOofOtheOgenusOGyrovirusdOArchivesbofbVirologybO2017bOglhbOgjjmcgjli 2.6 182

116 MinimumOInformationOaboutOanOUncultivatedOVirusOGenomeOWMIUViGYdONaturebBiotechnologybO2019bO
imbOhocim 44.5 180

115 ExploringOtheOVastOziversityOofOMarineOVirusesdOOceanographybO2007bOhfbOgikcgio 2.3 173

114 éastGroupIIpOaOwebcbasedObioinformaticsOplatformOforOanalysesOofOlargeOglSOrzNwOlibrariesdOBMCb
BioinformaticsbO2006bOmbOkm 3.6 173

113 xroadOsurveysOofOzNwOviralOdiversityOobtainedOthroughOviralOmetagenomicsOofOmosquitoesdOPLoSb
ONEbO2011bOlbOehfkmo 3.7 168

112 PepperOmildOmottleOvirusOasOanOindicatorOofOfecalOpollutiondOAppliedbandbEnvironmentalbMicrobiologybO
2009bOmkbOmhlgcm 4.8 165

111 GlobalOdistributionOofOnearlyOidenticalOphagecencodedOzNwOsequencesdOFEMSbMicrobiologybLettersbO
2004bOhilbOhjochkl 2.9 165

110 MetagenomicOandOstableOisotopicOanalysesOofOmodernOfreshwaterOmicrobialitesOinOyuatroOyiˆ'negasbO
MexicodOEnvironmentalbMicrobiologybO2009bOggbOglcij 5.2 158

109 PHwyySbOanOonlineOtoolOforOestimatingOtheOstructureOandOdiversityOofOunculturedOviralOcommunitiesO
usingOmetagenomicOinformationdOBMCbBioinformaticsbO2005bOlbOjg 3.6 142

108 ziverseOcircularOsszNwOvirusesOdiscoveredOinOdragonfliesOWOdonatapOEpiproctaYdOJournalbofbGeneralb
VirologybO2012bOoibOhllnchlng 4.9 140

107 TheOcompleteOgenomicOsequenceOofOtheOmarineOphageORoseophageOSIOgOsharesOhomologyOwithO
nonmarineOphagesdOLimnologybandbOceanographybO2000bOjkbOjfncjgn 4.8 135

106 ziverseOcircovirusclikeOgenomeOarchitecturesOrevealedObyOenvironmentalOmetagenomicsdOJournalbofb
GeneralbVirologybO2009bOofbOhjgnchjhj 4.9 134
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105 MethodOforOdiscoveringOnovelOzNwOvirusesOinObloodOusingOviralOparticleOselectionOandOshotgunO
sequencingdOBioTechniquesbO2005bOiobOmhocil 2.5 133

104 yomparativeOmetagenomicsOofOmicrobialOtraitsOwithinOoceanicOviralOcommunitiesdOISMEbJournalbO2011
bOkbOggmncof 11.9 119

103 wObacterialOmetapopulationOadaptsOlocallyOtoOphageOpredationOdespiteOglobalOdispersaldOGenomeb
ResearchbO2008bOgnbOhoicm 9.7 119

102 érequentOdetectionOofOhighlyOdiverseOvariantsOofOcardiovirusbOcosavirusbObocavirusbOandOcircovirusOinO
sewageOsamplesOcollectedOinOtheOUnitedOStatesdOJournalbofbClinicalbMicrobiologybO2009bOjmbOikfmcgi 9.7 118

101 PhageOcommunityOdynamicsOinOhotOspringsdOAppliedbandbEnvironmentalbMicrobiologybO2004bOmfbOgliicjf 4.8 118

100 ziscoveryOofOaOnovelOsinglecstrandedOzNwOvirusOfromOaOseaOturtleOfibropapillomaObyOusingOviralO
metagenomicsdOJournalbofbVirologybO2009bOnibOhkffco 6.6 109

99 TowardsOquantitativeOviromicsOforObothOdoublecstrandedOandOsinglecstrandedOzNwOvirusesdOPeerJbO
2016bOjbOehmmm 3.1 108

98 OceanOtimecseriesOrevealsOrecurringOseasonalOpatternsOofOvirioplanktonOdynamicsOinOtheO
northwesternOSargassoOSeadOISMEbJournalbO2012bOlbOhmicnj 11.9 106

97 yoralcassociatedOwrchaeadOMarinebEcologybqbProgressbSeriesbO2004bOhmibOnocol 2.6 106

96 EukaryoticOvirusesOinOwastewaterOsamplesOfromOtheOUnitedOStatesdOAppliedbandbEnvironmentalb
MicrobiologybO2009bOmkbOgjfhco 4.8 99

95 wOcaseOstudyOofOentericOvirusOremovalOandOinsightsOintoOtheOassociatedOriskOofOwaterOreuseOforOtwoO
wastewaterOtreatmentOpondOsystemsOinOxoliviadOWaterbResearchbO2014bOlkbOhkmcmf 12.5 88

94 zragonflyOcyclovirusbOaOnovelOsinglecstrandedOzNwOvirusOdiscoveredOinOdragonfliesOWOdonatapO
wnisopteraYdOJournalbofbGeneralbVirologybO2011bOohbOgifhcgifn 4.9 88

93 IyTVOVirusOTaxonomyOProfilepOyircoviridaedOJournalbofbGeneralbVirologybO2017bOonbOgoomcgoon 4.9 84

92 ExploringOtheOdiversityOofOplantOzNwOvirusesOandOtheirOsatellitesOusingOvectorcenabledO
metagenomicsOonOwhitefliesdOPLoSbONEbO2011bOlbOegofkf 3.7 83

91 GlobalOdistributionOofOnearlyOidenticalOphagecencodedOzNwOsequencesdOFEMSbMicrobiologybLettersbO
2004bOhilbOhjockl 2.9 80

90 EukaryoticOyircularORepcEncodingOSinglecStrandedOzNwOWyRESSOzNwYOVirusespOUbiquitousOVirusesO
WithOSmallOGenomesOandOaOziverseOHostORangedOAdvancesbinbVirusbResearchbO2019bOgfibOmgcgii 10.7 80

89 wObioinformaticOanalysisOofOribonucleotideOreductaseOgenesOinOphageOgenomesOandOmetagenomesdO
BMCbEvolutionarybBiologybO2013bOgibOii 3 79

88 ziversityOandOdistributionOofOsinglecstrandedOzNwOphagesOinOtheONorthOwtlanticOOceandOISMEbJournalbO
2011bOkbOnhhcif 11.9 78
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87 zevelopmentOofOphoHOasOaOnovelOsignatureOgeneOforOassessingOmarineOphageOdiversitydOAppliedbandb
EnvironmentalbMicrobiologybO2011bOmmbOmmifco 4.8 76

86 NovelOanellovirusOdiscoveredOfromOaOmortalityOeventOofOcaptiveOyaliforniaOseaOlionsdOJournalbofb
GeneralbVirologybO2009bOofbOghklcghlg 4.9 74

85 ziversityOofOviruschostOsystemsOinOhypersalineOLakeORetbabOSenegaldOEnvironmentalbMicrobiologybO
2011bOgibOgoklcmh 5.2 73

84 EvaluationOofOéiltrationOandOzNwOExtractionOMethodsOforOEnvironmentalOzNwOxiodiversityO
wssessmentsOacrossOMultipleOTrophicOLevelsdOFrontiersbinbMarinebSciencebO2017bOjbO 4.5 70

83 PepperOmildOmottleOviruspOwOplantOpathogenOwithOaOgreaterOpurposeOinOWwasteYwaterOtreatmentO
developmentOandOpublicOhealthOmanagementdOWaterbResearchbO2018bOgjjbOgcgh 12.5 68

82 EnvironmentalOzNwOrevealsOseasonalOshiftsOandOpotentialOinteractionsOinOaOmarineOcommunitydO
NaturebCommunicationsbO2020bOggbOhkj 17.4 66

81 MolecularOandOmicroscopicOevidenceOofOvirusesOinOmarineOcopepodsdOProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericabO2013bOggfbOgimkcnf 11.5 62

80 UseOofOfluorescentlyOlabeledOphageOinOtheOdetectionOandOidentificationOofObacterialOspeciesdOAppliedb
SpectroscopybO2003bOkmbOggincjj 3.1 60

79 WidespreadOassociationOofOaORickettsialesclikeObacteriumOwithOreefcbuildingOcoralsdOEnvironmentalb
MicrobiologybO2004bOlbOggimcjn 5.2 59

78 EvaluationOofOmarineOzooplanktonOcommunityOstructureOthroughOenvironmentalOzNwO
metabarcodingdOLimnologybandbOceanography:bMethodsbO2018bOglbOhfochhg 2.6 58

77 MembraneOvesiclesOinOseaOwaterpOheterogeneousOzNwOcontentOandOimplicationsOforOviralOabundanceO
estimatesdOISMEbJournalbO2017bOggbOiojcjfj 11.9 58

76 ManagingOMicrobialORisksOfromOIndirectOWastewaterOReuseOforOIrrigationOinOUrbanizingOWatershedsdO
EnvironmentalbSciencebhamp;bTechnologybO2016bOkfbOlnficgi 10.3 57

75 GenomicOanalysisOofOmultipleORoseophageOSIOgOstrainsdOEnvironmentalbMicrobiologybO2009bOggbOhnlicmi 5.2 54

74 SinglecstrandedOzNwOphagespOfromOearlyOmolecularObiologyOtoolsOtoOrecentOrevolutionsOinO
environmentalOmicrobiologydOFEMSbMicrobiologybLettersbO2016bOilibO 2.9 52

73
NovelOcircularOsinglecstrandedOzNwOvirusesOidentifiedOinOmarineOinvertebratesOrevealOhighOsequenceO
diversityOandOconsistentOpredictedOintrinsicOdisorderOpatternsOwithinOputativeOstructuralOproteinsdO
FrontiersbinbMicrobiologybO2015bOlbOlol

5.7 52

72 MetagenomicOanalysisOofOlysogenyOinOTampaOxaypOimplicationsOforOprophageOgeneOexpressiondOPLoSb
ONEbO2008bOibOeihli 3.7 52

71
MetagenomicOidentificationOofOaOnovelOanellovirusOinOPacificOharborOsealOWPhocaOvitulinaOrichardsiiYO
lungOsamplesOandOitsOdetectionOinOsamplesOfromOmultipleOyearsdOJournalbofbGeneralbVirologybO2011bO
ohbOgigncgihi

4.9 51

70 ziversityOofOenvironmentalOsinglecstrandedOzNwOphagesOrevealedObyOPyROamplificationOofOtheO
partialOmajorOcapsidOproteindOISMEbJournalbO2014bOnbOhfoicgfi 11.9 50
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69 HighOglobalOdiversityOofOcyclovirusesOamongstOdragonfliesdOJournalbofbGeneralbVirologybO2013bOojbOgnhmcgnjf4.9 48

68 MetagenomicOsequencingOforOvirusOidentificationOinOaOpublicchealthOsettingdOJournalbofbGeneralb
VirologybO2010bOogbOhnjlckl 4.9 48

67 pOaOVirusOPhylumOUnifyingOSevenOéamiliesOofORepcEncodingOVirusesOwithOSinglecStrandedbOyircularO
zNwOGenomesdOJournalbofbVirologybO2020bOojbO 6.6 47

66 WidespreadOoccurrenceOofOphagecencodedOexotoxinOgenesOinOterrestrialOandOaquaticOenvironmentsO
inOSouthernOyaliforniadOFEMSbMicrobiologybLettersbO2006bOhlgbOgjgco 2.9 46

65 yomparativeOmetagenomicspOnaturalOpopulationsOofOinducedOprophagesOdemonstrateOhighlyOuniquebO
lowerOdiversityOviralOsequencesdOEnvironmentalbMicrobiologybO2014bOglbOkmfcnk 5.2 45

64 ziscoveryOofOaOnovelOmastrevirusOandOalphasatelliteclikeOcircularOzNwOinOdragonfliesOWEpiproctaYOfromO
PuertoORicodOVirusbResearchbO2013bOgmgbOhigcm 6.4 43

63 PowerOlawOrankcabundanceOmodelsOforOmarineOphageOcommunitiesdOFEMSbMicrobiologybLettersbO2007
bOhmibOhhjcn 2.9 43

62 PhageOencodedOHcNSpOaOpotentialOachillesOheelOinOtheObacterialOdefenceOsystemdOPLoSbONEbO2011bOlbOehffok3.7 41

61 VariabilityOandOhostOdensityOindependenceOinOinductionscbasedOestimatesOofOenvironmentalO
lysogenydONaturebMicrobiologybO2017bOhbOgmflj 26.6 40

60 SpatialOheterogeneityOofObacterialOcommunitiesOinOtheOmucusOofOMontastraeaOannularisdOMarineb
EcologybqbProgressbSeriesbO2011bOjhlbOhocjf 2.6 40

59 ziverseOandOhighlyOrecombinantOanellovirusesOassociatedOwithOWeddellOsealsOinOwntarcticadOVirusb
EvolutionbO2017bOibOvexfgm 3.7 39

58 MicrobialOcommunitiesOassociatedOwithOskeletalOtumorsOonOPoritesOcompressadOFEMSbMicrobiologyb
LettersbO2005bOhjibOjigcl 2.9 38

57 éaecalOpollutionOalongOtheOsoutheasternOcoastOofOéloridaOandOinsightOintoOtheOuseOofOpepperOmildO
mottleOvirusOasOanOindicatordOJournalbofbAppliedbMicrobiologybO2016bOghgbOgjlocgjng 4.7 36

56 RNwOviralOmetagenomeOofOwhitefliesOleadsOtoOtheOdiscoveryOandOcharacterizationOofOaO
whiteflyctransmittedOcarlavirusOinONorthOwmericadOPLoSbONEbO2014bOobOenlmjn 3.7 35

55 MicrobialOsourceOtrackingOinOshellfishOharvestingOwatersOinOtheOGulfOofONicoyabOyostaORicadOWaterb
ResearchbO2017bOgggbOgmmcgnj 12.5 32

54 wOérameworkOforOaOMarineOxiodiversityOObservingONetworkOWithinOyhangingOyontinentalOShelfO
SeascapesdOOceanographybO2014bOhmbOgnchi 2.3 32

53 TheOéerrojanOHorseOHypothesispOIroncVirusOInteractionsOinOtheOOceandOFrontiersbinbMarinebSciencebO
2016bOibO 4.5 32

52 UnprecedentedOziversityOofOsszNwOPhagesOfromOtheOéamilyOzetectedOwithinOtheOGutOofOaO
ProtochordateOModelOOrganismOWYdOVirusesbO2018bOgfbO 6.2 30

Mya Breitbart

6



51 xacterialOcommunitiesOassociatedOwithOtheOctenophoresOMnemiopsisOleidyiOandOxeroeOovatadOFEMSb
MicrobiologybEcologybO2012bOnhbOofcgfg 4.3 30

50 NovelOcyclovirusOdiscoveredOinOtheOéloridaOwoodsOcockroachOEurycotisOfloridanaOWWalkerYdOArchivesbofb
VirologybO2013bOgknbOginocoh 2.6 30

49 VirusOdiscoveryOinOallOthreeOmajorOlineagesOofOterrestrialOarthropodsOhighlightsOtheOdiversityOofO
singlecstrandedOzNwOvirusesOassociatedOwithOinvertebratesdOPeerJbO2018bOlbOekmlg 3.1 30

48 xegomoviruscwssociatedOSatelliteOzNwOziversityOyapturedOThroughOVectorcEnabledOMetagenomicO
WVEMYOSurveysOUsingOWhitefliesOWwleyrodidaeYdOVirusesbO2016bOnbO 6.2 30

47 wssessingOeukaryoticObiodiversityOinOtheOéloridaOKeysONationalOMarineOSanctuaryOthroughO
environmentalOzNwOmetabarcodingdOEcologybandbEvolutionbO2019bOobOgfhocgfjf 2.8 28

46 PepperOmildOmottleOviruspOwgriculturalOmenaceOturnedOeffectiveOtoolOforOmicrobialOwaterOqualityO
monitoringOandOassessingOWwasteYwaterOtreatmentOtechnologiesdOPLoSbPathogensbO2019bOgkbOegffmlio 7.6 28

45
MetagenomicOidentificationbOseasonalOdynamicsbOandOpotentialOtransmissionOmechanismsOofOaO
zaphniacassociatedOsinglecstrandedOzNwOvirusOinOtwoOtemperateOlakesdOLimnologybandb
OceanographybO2013bOknbOglfkcglhf

4.8 28

44 SpatiallyOresolvedOgenomicbOstableOisotopicbOandOlipidOanalysesOofOaOmodernOfreshwaterOmicrobialiteO
fromOyuatroOyiˆ'negasbOMexicodOAstrobiologybO2012bOghbOlnkcon 3.7 27

43 zeepOsequencingOofOtheOviralOphoHOgeneOrevealsOtemporalOvariationbOdepthcspecificOcompositionbO
andOpersistentOdominanceOofOtheOsameOviralOphoHOgenesOinOtheOSargassoOSeadOPeerJbO2015bOibOeoom 3.1 27

42 VectorcEnabledOMetagenomicOWVEMYOSurveysOUsingOWhitefliesOWwleyrodidaeYORevealONovelO
xegomovirusOSpeciesOinOtheONewOandOOldOWorldsdOVirusesbO2015bOmbOkkkicmf 6.2 25

41 ziversityOofOzNwOandORNwOVirusesOinOIndoorOwirOwsOwssessedOviaOMetagenomicOSequencingdO
EnvironmentalbSciencebhamp;bTechnologybO2018bOkhbOgfgjcgfhm 10.3 24

40
MetagenomicOidentificationOofOaOnodavirusOandOaOcircularOsszNwOvirusOinOsemicpurifiedOviralOnucleicO
acidsOfromOtheOhepatopancreasOofOhealthyOéarfantepenaeusOduorarumOshrimpdODiseasesbofbAquaticb
OrganismsbO2013bOgfkbOhimcjh

1.7 24

39 ziscoveryOofOaOnovelOcircularOzNwOvirusOinOtheOéorbesOseaOstarbOwsteriasOforbesidOArchivesbofbVirologybO
2015bOglfbOhijockg 2.6 23

38 ReductionOofOnutrientsbOmicrobesbOandOpersonalOcareOproductsOinOdomesticOwastewaterObyOaO
benchtopOelectrocoagulationOunitdOScientificbReportsbO2015bOkbOoinf 4.9 22

37 MultidimensionalOmetricsOforOestimatingOphageOabundancebOdistributionbOgeneOdensitybOandO
sequenceOcoverageOinOmetagenomesdOFrontiersbinbMicrobiologybO2015bOlbOing 5.7 21

36 wffordableOEntericOVirusOzetectionOTechniquesOwreONeededOtoOSupportOyhangingOParadigmsOinO
WaterOQualityOManagementdOCleanbqbSoilpbAirpbWaterbO2015bOjibOncgh 1.6 20

35 PhiSiGnspOanOonlineOtoolOtoOidentifyOsignatureOgenesOinOphagesOandOdesignOPyROprimersOforO
examiningOphageOdiversitydOBMCbBioinformaticsbO2012bOgibOim 3.6 19

34 zistinctOlineageOofOvesiculovirusOfromObigObrownObatsbOUnitedOStatesdOEmergingbInfectiousbDiseasesbO
2013bOgobOgomncnf 10.2 19

(2013-2012)
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33 GenomicOevolutionbOrecombinationbOandOintercstrainOdiversityOofOchelonidOalphaherpesvirusOkOfromO
éloridaOandOHawaiiOgreenOseaOturtlesOwithOfibropapillomatosisdOPeerJbO2018bOlbOejinl 3.1 18

32 zisparityObetweenOplanktonicOfishOeggOandOlarvalOcommunitiesOasOindicatedObyOzNwObarcodingdO
MarinebEcologybqbProgressbSeriesbO2014bOkfibOgokchfj 2.6 17

31 RemovalOofOSixOEstrogenicOEndocrineczisruptingOyompoundsOWEzysYOfromOMunicipalOWastewaterO
UsingOwluminumOElectrocoagulationdOWaterblSwitzerlandmbO2016bOnbOghn 3 17

30 MarineOVirusespOyommunityOzynamicsbOziversityOandOImpactOonOMicrobialOProcessesjjicjmo 16

29 WaterOcolumnOstratificationOstructuresOviralOcommunityOcompositionOinOtheOSargassoOSeadOAquaticb
MicrobialbEcologybO2015bOmlbOnkcoj 1.1 13

28 RelationshipsOamongOmicrobialOindicatorsOofOfecalOpollutionbOmicrobialOsourceOtrackingOmarkersbOandO
pathogensOinOyostaORicanOcoastalOwatersdOWaterbResearchbO2021bOgnnbOgglkfm 12.5 13

27 TheOgutOviromeOofOtheOprotochordateOmodelOorganismbOyionaOintestinalisOsubtypeOwdOVirusbResearchbO
2018bOhjjbOgimcgjl 6.4 13

26 ziscoverybOPrevalencebOandOPersistenceOofONovelOyircularOSinglecStrandedOzNwOVirusesOinOtheO
ytenophoresOMnemiopsisOleidyiOandOxeroeOovatadOFrontiersbinbMicrobiologybO2015bOlbOgjhm 5.7 12

25 IsolationOandOyharacterizationOofOaOShewanellaOPhagecHostOSystemOfromOtheOGutOofOtheOTunicatebO
yionaOintestinalisdOVirusesbO2017bOobO 6.2 11

24 ProkaryoticOandOViralOyommunityOyompositionOofOéreshwaterOSpringsOinOéloridabOUSwdOMBiobO2020bO
ggbO 7.8 8

23 ziscoveryOofOéourONovelOyircularOSinglecStrandedOzNwOVirusesOinOéunguscéarmingOTermitesdOGenomeb
AnnouncementsbO2018bOlbO 8

22 RegenerationOofOmacronutrientsOandOtraceOmetalsOduringOphytoplanktonOdecaypOwnOexperimentalO
studydOLimnologybandbOceanographybO2020bOlkbOgoilcgolf 4.8 6

21 zevelopmentOofOaOSerologicalOwssayOforOtheOSeaOLionOWZalophusOcalifornianusYOwnellovirusbOZcwVdO
ScientificbReportsbO2015bOkbOolim 4.9 6

20 zNwObarcodingOrevealsOclearOdelineationObetweenOspawningOsitesOforOneriticOversusOoceanicOfishesOinO
theOGulfOofOMexicodOFisheriesbOceanographybO2019bOhnbOhhnchio 2.4 6

19 GenomeOSequenceOofOPMhcLikeOPhageOyrioknhbOInducedOfromOaOPseudoalteromonasOspdOIsolatedO
fromOtheOGutOofOyionaOrobustadOGenomebAnnouncementsbO2018bOlbO 6

18
PopulationOgenomicsOofOthreeOdeepcseaOcephalopodOspeciesOrevealsOconnectivityObetweenOtheOGulfO
ofOMexicoOandOnorthwesternOwtlanticOOceandODeepqSeabResearchbPartbI:bOceanographicbResearchb
PapersbO2020bOgknbOgfihhh

2.5 4

17 ZoonoticOInfectionOWithOPigeonOParamyxovirusOTypeOgOLinkedOtoOéatalOPneumoniadOJournalbofb
InfectiousbDiseasesbO2018bOhgnbOgfimcgfjj 7 4

16 wOxrilliantOImpostorudOOceanographybO2014bOhmbOgjcgj 2.3 4
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15 PhageOEcologyOandOxacterialOPathogenesisllcog 4

14 GenomeOSequenceOofOfromOPassionfruitOandOinOéloridadOGenomebAnnouncementsbO2017bOkbO 3

13 PhageOEcocLocatorpOaOwebOtoolOforOvisualizationOandOanalysisOofOphageOgenomesOinOmetagenomicO
dataOsetsdOBMCbBioinformaticsbO2011bOghbO 3.6 3

12 ziscoveryOofOaOnovelOpotexvirusOinOtheOseagrassOThalassiaOtestudinumOfromOTampaOxaybOéloridadO
LimnologybandbOceanographybLettersbO2019bOjbOgcn 7.9 2
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