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A multi-environment framework to evaluate the adaptation of wheat (Triticum aestivum) to heat

stress. Theoretical and Applied Genetics, 2022, 135, 1191-1208. 3.6 1
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A field and controlled environment evaluation of wheat (Triticum aestivum) adaptation to heat
stress. Field Crops Research, 2018, 229, 55-65.

Speed breeding for multiple quantitative traits in durum wheat. Plant Methods, 2018, 14, 36. 4.3 83

Genotypic water-deficit stress responses in durum wheat: association between physiological traits,
microRNA regulatory modules and yield components. Functional Plant Biology, 2017, 44, 538.

Translating knowledge about abiotic stress tolerance to breeding programmes. Plant Journal, 2017, 90,
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Water-deficit stress-responsive microRNAs and their targets in four durum wheat genotypes.
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are genotype-dependent. Crop and Pasture Science, 2015, 66, 1024. L5 63
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Proteomic analysis during capsicum ripening reveals differential expression of ACC oxidase isoform 4
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Characterisation of ethylene pathway components in non-climacteric capsicum. BMC Plant Biology, p 29
2013,13,191. :

Poor Homologous Synapsis 1 Interacts with Chromatin but Does Not Colocalise with ASYnapsis 1

during Early Meiosis in Bread Wheat. International Journal of Plant Genomics, 2012, 2012, 1-11.
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The RAD51 gene family in bread wheat is highly conserved across eukaryotes, with RAD51A upregulated
during early meiosis. Functional Plant Biology, 2008, 35, 1267.
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