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Human viruses lurking in the environment activated by excessive use of COVID-19 prevention supplies.
Environment International, 2022, 163, 107192.

Effects of iron mineral adhesion on bacterial conjugation: Interfering the transmission of antibiotic
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Core fungal species strengthen microbial cooperation in a food-waste composting process.
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Bacterial Community Diversity Dynamics Highlight Degrees of Nestedness and Turnover Patterns.
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Neutral mechanisms and niche differentiation in steady&€state insular microbial communities revealed
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