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l Paper IF Citations

76 OncogenicKextrachromosomalKxNuKfunctionsKasKmobileKenhancersKtoKgloballyKamplifyKchromosomalK
transcriptionbKCancernCellYK2021YKgmYKjmhakdkbek 24.3 22

75 xiscoveryKofKphotosynthesisKgenesKthroughKwholeagenomeKsequencingKofKacetatearequiringK
mutantsKofKwhlamydomonasKreinhardtiibKPLoSnGeneticsYK2021YKekYKeeddmkfi 6 4

74 ReducedKsubgenomicKRNuKexpressionKisKaKmolecularKindicatorKofKasymptomaticKSuRSawoVafK
infectionbKCommunicationsnMedicineYK2021YKeYK 3

73 SoxfKcontrolsKneuralKstemKcellKselfarenewalKthroughKaKzosacenteredKgeneKregulatoryKnetworkbKStemn
CellsYK2021YKgmYKeedkaeeem 5.8 12

72 whromatinKtopologyKreorganizationKandKtranscriptionKrepressionKbyKPMLaRuR˛–KinKacuteKpromyeloidK
leukemiabKGenomenBiologyYK2020YKfeYKeed 18.3 5

71 whromatinKinteractionKanalysesKelucidateKtheKrolesKofKPRwfaboundKsilencersKinKmouseKdevelopmentbK
NaturenGeneticsYK2020YKifYKfjhafkf 36.3 37

70 whIuaPIPynKuKfullyKautomatedKpipelineKforKcomprehensiveKwhIuaPyTKdataKanalysisKandKvisualizationbK
SciencenAdvancesYK2020YKjYKeaayfdkl 14.3 6

69 womplexKMicrobiomeKinKvrainKubscessKRevealedKbyKWholeaαenomeKwultureaIndependentKandK
wultureavasedKSequencingbKJournalnofnClinicalnMedicineYK2019YKlYK 5.1 4

68 MappingKtheKαlobalKwhromatinKwonnectivityKNetworkKforKSoxfKzunctionKinKNeuralKStemKwellK
MaintenancebKCellnStemnCellYK2019YKfhYKhjfahkjbej 18 41

67 UltraalongKReadKSequencingKforKWholeKαenomicKxNuKunalysisbKJournalnofnVisualizednExperimentsYK
2019YK 1.6 9

66 SoxfaxependentKgxKwhromatinKInteractomesKinKTranscriptionYKNeuralKStemKwellKProliferationKandK
NeurodevelopmentalKxiseasesbKJournalnofnExperimentalnNeuroscienceYK2019YKegYKeekmdjmiemljlffh 3.6 4

65 MultiplexKchromatinKinteractionsKwithKsingleamoleculeKprecisionbKNatureYK2019YKijjYKiilaijf 50.4 98

64 LinkedareadKSequencingKunalysisKRevealsKTumoraspecificKαenomeKVariationKLandscapesKinK
NeurofibromatosisKTypeKfKTNzfUKPatientsbKOtologynandnNeurotologyYK2019YKhdYKeeidaeeim 2.6 2

63 PickyKcomprehensivelyKdetectsKhigharesolutionKstructuralKvariantsKinKnanoporeKlongKreadsbKNaturen
MethodsYK2018YKeiYKhiiahjd 21.6 50

62 SoxfKconditionalKmutationKinKmouseKcausesKataxicKsymptomsYKcerebellarKvermisKhypoplasiaYKandK
postnatalKdefectsKofKvergmannKgliabKGliaYK2018YKjjYKemfmaemhj 9 16

61 wultureaindependentKanalysisKofKliverKabscessKusingKnanoporeKsequencingbKPLoSnONEYK2018YKegYKedemdlig3.7 15

60 TranscriptionalKresponsesKofKtheKmarineKgreenKalgaKMicromonasKpusillaKandKanKinfectingK
prasinovirusKunderKdifferentKphosphateKconditionsbKEnvironmentalnMicrobiologyYK2018YKfdYKflmlafmef 5.2 16
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59 SpecializedKproteomicKresponsesKandKanKancientKphotoprotectionKmechanismKsustainKmarineKgreenK
algalKgrowthKduringKphosphateKlimitationbKNaturenMicrobiologyYK2018YKgYKkleakmd 26.6 18

58 xNuKmethylationKandKgeneKexpressionKregulationKassociatedKwithKvascularizationKinKSorghumK
bicolorbKNewnPhytologistYK2017YKfehYKefegaeffm 9.8 20

57 IdentifyingKuspectsKofKtheKPostaTranscriptionalKProgramKαoverningKtheKProteomeKofKtheKαreenKulgaK
MicromonasKpusillabKPLoSnONEYK2016YKeeYKedeiilgm 3.7 6

56 yvidenceabasedKgreenKalgalKgenomicsKrevealsKmarineKdiversityKandKancestralKcharacteristicsKofKlandK
plantsbKBMCnGenomicsYK2016YKekYKfjk 4.5 52

55 xiversityKandKpopulationKstructureKofKnorthernKswitchgrassKasKrevealedKthroughKexomeKcaptureK
sequencingbKPlantnJournalYK2015YKlhYKlddaei 6.9 33

54 wTwzaMediatedKβumanKgxKαenomeKurchitectureKRevealsKwhromatinKTopologyKforKTranscriptionbK
CellYK2015YKejgYKejeeafk 56.2 585

53 xeepKtranscriptomeKprofilingKofKmammalianKstemKcellsKsupportsKaKregulatoryKroleKforK
retrotransposonsKinKpluripotencyKmaintenancebKNaturenGeneticsYK2014YKhjYKiilajj 36.3 203

52 MarineKalgaeKandKlandKplantsKshareKconservedKphytochromeKsignalingKsystemsbKProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2014YKeeeYKeilfkagf 11.5 87

51 uKgenomeawideKmapKofKadenoaassociatedKvirusamediatedKhumanKgeneKtargetingbKNaturenStructuraln
andnMolecularnBiologyYK2014YKfeYKmjmaki 17.6 9

50 uctivationKandKrepressionKbyKoncogenicKMYwKshapeKtumouraspecificKgeneKexpressionKprofilesbK
NatureYK2014YKieeYKhlgak 50.4 302

49 αenomeKsequenceKofKtheKListiaKangolensisKmicrosymbiontKMicrovirgaKlotononidisKstrainK
WSMgiikTTbUbKStandardsninnGenomicnSciencesYK2014YKmYKihdaid 4

48 InteractomeKmapsKofKmouseKgeneKregulatoryKdomainsKrevealKbasicKprinciplesKofKtranscriptionalK
regulationbKCellYK2013YKeiiYKeidkafd 56.2 255

47 whromatinKconnectivityKmapsKrevealKdynamicKpromoteraenhancerKlongarangeKassociationsbKNatureYK
2013YKidhYKgdjaged 50.4 313

46 αenomeKsequenceKofKtheKTrifoliumKrueppellianumKanodulatingKRhizobiumKleguminosarumKbvbKtrifoliiK
strainKWSMfdefbKStandardsninnGenomicnSciencesYK2013YKmYKflgamg 3

45 ThermusKoshimaiKJLafKandKTbKthermophilusKJLaelKgenomeKanalysisKilluminatesKpathwaysKforKcarbonYK
nitrogenYKandKsulfurKcyclingbKStandardsninnGenomicnSciencesYK2013YKkYKhhmajl 22

44 wompleteKgenomeKsequenceKofKxehalobacterKrestrictusKPyRaKfgTTbUbKStandardsninnGenomicnSciencesYK
2013YKlYKgkiall 34

43 αenomeKsequenceKofKtheKcloveranodulatingKRhizobiumKleguminosarumKbvbKtrifoliiKstrainKTuebK
StandardsninnGenomicnSciencesYK2013YKmYKfhgaig 8

42 αenomeKsequenceKofKtheKOrnithopuscLupinusanodulatingKvradyrhizobiumKspbKstrainKWSMhkebK
StandardsninnGenomicnSciencesYK2013YKmYKfihajg
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41 αenomeKsequenceKofKtheKSouthKumericanKcloveranodulatingKRhizobiumKleguminosarumKbvbKtrifoliiK
strainKWSMimkbKStandardsninnGenomicnSciencesYK2013YKmYKfjhakf 3

40 αenomeKsequenceKofKtheKLebeckiaKambiguaanodulatingKMvurkholderiaKsprentiaeMKstrainK
WSMiddiTTbUbKStandardsninnGenomicnSciencesYK2013YKmYKgliamh 6

39 yxtensiveKpromoteracenteredKchromatinKinteractionsKprovideKaKtopologicalKbasisKforKtranscriptionK
regulationbKCellYK2012YKehlYKlhaml 56.2 882

38 TargetKgeneKanalysisKbyKmicroarraysKandKchromatinKimmunoprecipitationKidentifiesKβyYKproteinsKasK
highlyKredundantKbβLβKrepressorsbKPLoSnGeneticsYK2012YKlYKeeddfkfl 6 56

37
wompleteKgenomeKsequencesKofKxesulfosporosinusKorientisKxSMkjiTYKxesulfosporosinusKyoungiaeK
xSMekkghTYKxesulfosporosinusKmeridieiKxSMegfikTYKandKxesulfosporosinusKacidiphilusK
xSMffkdhTbKJournalnofnBacteriologyYK2012YKemhYKjgddae

3.5 46

36
ycotopicKviralKintegrationKsiteKeKTyVIeUKregulatesKmultipleKcellularKprocessesKimportantKforKcancerK
andKisKaKsynergisticKpartnerKforKzOSKproteinKinKinvasiveKtumorsbKProceedingsnofnthenNationalnAcademyn
ofnSciencesnofnthenUnitednStatesnofnAmericaYK2012YKedmYKfejlakg

11.5 61

35 wTwzamediatedKfunctionalKchromatinKinteractomeKinKpluripotentKcellsbKNaturenGeneticsYK2011YKhgYKjgdal 36.3 503

34 womprehensiveKlongaspanKpairedaendatagKmappingKrevealsKcharacteristicKpatternsKofKstructuralK
variationsKinKepithelialKcancerKgenomesbKGenomenResearchYK2011YKfeYKjjiaki 9.7 68

33 PreferentialKassociationsKbetweenKcoaregulatedKgenesKrevealKaKtranscriptionalKinteractomeKinK
erythroidKcellsbKNaturenGeneticsYK2010YKhfYKigaje 36.3 547

32 uKlargeKfractionKofKextragenicKRNuKpolKIIKtranscriptionKsitesKoverlapKenhancersbKPLoSnBiologyYK2010YK
lYKeedddglh 9.7 617

31 Tαz˛†adependentKgeneKexpressionKshowsKthatKsenescenceKcorrelatesKwithKabortiveKdifferentiationK
alongKseveralKlineagesKinKMycainducedKlymphomasbKCellnCycleYK2010YKmYKhjffaj 4.7 6

30 xynamicKchangesKinKtheKhumanKmethylomeKduringKdifferentiationbKGenomenResearchYK2010YKfdYKgfdage 9.7 772

29 whIuaPyTKtoolKforKcomprehensiveKchromatinKinteractionKanalysisKwithKpairedaendKtagKsequencingbK
GenomenBiologyYK2010YKeeYKRff 18.3 199

28 IdentificationKandKcharacterizationKofKenhancersKcontrollingKtheKinflammatoryKgeneKexpressionK
programKinKmacrophagesbKImmunityYK2010YKgfYKgekafl 32.3 497

27 MultiplexKparallelKpairaendaditagKsequencingKapproachesKinKsystemKbiologybKWileynInterdisciplinaryn
Reviews:nSystemsnBiologynandnMedicineYK2010YKfYKffhafgh 6.6 3

26 wβxkKtargetsKactiveKgeneKenhancerKelementsKtoKmodulateKySKcellaspecificKgeneKexpressionbKPLoSn
GeneticsYK2010YKjYKeeddedfg 6 188

25 JmjdgKcontributesKtoKtheKcontrolKofKgeneKexpressionKinKLPSaactivatedKmacrophagesbKEMBOnJournalYK
2009YKflYKggheaif 13 332

24 unKoestrogenareceptoraalphaaboundKhumanKchromatinKinteractomebKNatureYK2009YKhjfYKilajh 50.4 1243
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23 NextagenerationKxNuKsequencingKofKpairedaendKtagsKTPyTUKforKtranscriptomeKandKgenomeKanalysesbK
GenomenResearchYK2009YKemYKifeagf 9.7 252

22 SallhKregulatesKdistinctKtranscriptionKcircuitriesKinKdifferentKblastocystaderivedKstemKcellKlineagesbK
CellnStemnCellYK2008YKgYKihgaih 18 171

21 IntegrationKofKexternalKsignalingKpathwaysKwithKtheKcoreKtranscriptionalKnetworkKinKembryonicKstemK
cellsbKCellYK2008YKeggYKeedjaek 56.2 1978

20 yvolutionKofKtheKmammalianKtranscriptionKfactorKbindingKrepertoireKviaKtransposableKelementsbK
GenomenResearchYK2008YKelYKekifajf 9.7 378

19 RySTKregulatesKdistinctKtranscriptionalKnetworksKinKembryonicKandKneuralKstemKcellsbKPLoSnBiologyYK
2008YKjYKefij 9.7 155

18 IdentificationKandKanalysisKofKfunctionalKelementsKinKePKofKtheKhumanKgenomeKbyKtheKyNwOxyKpilotK
projectbKNatureYK2007YKhhkYKkmmalej 50.4 4121

17 MappingKofKtranscriptionKfactorKbindingKregionsKinKmammalianKcellsKbyKwhIPnKcomparisonKofKarrayaK
andKsequencingabasedKtechnologiesbKGenomenResearchYK2007YKekYKlmlamdm 9.7 164

16 WholeagenomeKcartographyKofKestrogenKreceptorKalphaKbindingKsitesbKPLoSnGeneticsYK2007YKgYKelk 6 352

15 zusionKtranscriptsKandKtranscribedKretrotransposedKlociKdiscoveredKthroughKcomprehensiveK
transcriptomeKanalysisKusingKPairedayndKdiTagsKTPyTsUbKGenomenResearchYK2007YKekYKlflagl 9.7 80

14 PseudogenesKinKtheKyNwOxyKregionsnKconsensusKannotationYKanalysisKofKtranscriptionYKandK
evolutionbKGenomenResearchYK2007YKekYKlgmaie 9.7 158

13 WholeagenomeKmappingKofKhistoneKβgKLyshKandKfkKtrimethylationsKrevealsKdistinctKgenomicK
compartmentsKinKhumanKembryonicKstemKcellsbKCellnStemnCellYK2007YKeYKfljaml 18 489

12 αenomeawideKmappingKofKRyLuTpjiUKbindingKidentifiesKyfzeKasKaKtranscriptionalKactivatorKrecruitedK
byKNzakappavKuponKTLRhKactivationbKMolecularnCellYK2007YKfkYKjffagi 17.6 149

11 αlobalKmappingKofKcaMycKbindingKsitesKandKtargetKgeneKnetworksKinKhumanKvKcellsbKProceedingsnofn
thenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2006YKedgYKeklgham 11.5 411

10 MultiplexKsequencingKofKpairedaendKditagsKTMSaPyTUnKaKstrategyKforKtheKultraahighathroughputK
analysisKofKtranscriptomesKandKgenomesbKNucleicnAcidsnResearchYK2006YKghYKelh 20.1 96

9 uKglobalKmapKofKpigKtranscriptionafactorKbindingKsitesKinKtheKhumanKgenomebKCellYK2006YKefhYKfdkaem 56.2 958

8 TheKOcthKandKNanogKtranscriptionKnetworkKregulatesKpluripotencyKinKmouseKembryonicKstemKcellsbK
NaturenGeneticsYK2006YKglYKhgeahd 36.3 1920

7 αeneKidentificationKsignatureKTαISUKanalysisKforKtranscriptomeKcharacterizationKandKgenomeK
annotationbKNaturenMethodsYK2005YKfYKediaee 21.6 218

6
iSKLongKserialKanalysisKofKgeneKexpressionKTLongSuαyUKandKgSKLongSuαyKforKtranscriptomeK
characterizationKandKgenomeKannotationbKProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericaYK2004YKedeYKeekdeaj

11.5 90

(2004-2009)
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5 ProteinKsynthesisKinitiationKfactorKeIzaeuKisKaKmoderatelyKabundantKRNuabindingKproteinbKJournalnofn
BiologicalnChemistryYK1995YKfkdYKikjhake 5.4 22

4 wharacterizationKofKyeastKtranslationKinitiationKfactorKeuKandKcloningKofKitsKessentialKgenebKJournaln
ofnBiologicalnChemistryYK1995YKfkdYKffkllamh 5.4 37

3 TheKmajorKproteinKofKmessengerKribonucleoproteinKparticlesKinKsomaticKcellsKisKaKmemberKofKtheK
YaboxKbindingKtranscriptionKfactorKfamilybKJournalnofnBiologicalnChemistryYK1995YKfkdYKgeljamf 5.4 146

2 SoxfKcontrolsKneuralKstemKcellKselfarenewalKthroughKaKzosacenteredKgeneKregulatoryKnetwork 1

1 SubgenomicKRNusKasKmolecularKindicatorsKofKasymptomaticKSuRSawoVafKinfection 4
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