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k Paper IF Citations

43 EMPressOEnablesOTreefGuidedeOInteractiveeOandOExploratoryO’nalysesOofOMultifomicODataOSetsgO
MSystemseO2021eOpeO 7.6 14

42 LearnedOEmbeddingsOfromODeepOLearningOtoOVisualizeOandOPredictOProteinOSetsgOCurrentsProtocolseO
2021eOkeOekkm 15

41 ’utofdeconvolutionOandOmolecularOnetworkingOofOgasOchromatographyfmassOspectrometryOdatagO
NaturesBiotechnologyeO2021eOmseOkpsfkqm 44.5 36

40 DeepOmetagenomicsOexaminesOtheOoralOmicrobiomeOduringOdentalOcarieseOrevealingOnovelOtaxaOandO
cofoccurrencesOwithOhostOmoleculesgOGenomesResearcheO2021eOmkeOpnfqn 9.7 21

39 LowerO’irwayODysbiosisO’ffectsOLungOCancerOProgressiongOCancersDiscoveryeO2021eOkkeOlsmfmiq 24.4 34

38 ContextfawareOdimensionalityOreductionOdeconvolutesOgutOmicrobialOcommunityOdynamicsgONatures
BiotechnologyeO2021eOmseOkpofkpr 44.5 23

37 ReplyOtotOExaminingOmicrobefmetaboliteOcorrelationsObyOlinearOmethodsgONaturesMethodseO2021eOkreOnifnk21.6 2

36 QuantifyingOLiveOMicrobialOLoadOinOHumanOSalivaOSamplesOoverOTimeORevealsOStableOCompositionO
andODynamicOLoadgOMSystemseO2021eOpeO 7.6 8

35 Visualizing´ VomicOfeatureOrankingsOandOlogfratiosOusingOQurrogONARsGenomicssandsBioinformaticseO
2020eOleOlqaailm 3.7 48

34 HighfResolutionOLongitudinalODynamicsOofOtheOCysticOFibrosisOSputumOMicrobiomeOandOMetabolomeO
throughO’ntibioticOTherapygOMSystemseO2020eOoeO 7.6 24

33 MetabolomefInformedOMicrobiomeO’nalysisORefinesOMetadataOClassificationsOandORevealsO
UnexpectedOMedicationOTransferOinOCaptiveOCheetahsgOMSystemseO2020eOoeO 7.6 8

32 EstablishingOmicrobialOcompositionOmeasurementOstandardsOwithOreferenceOframesgONatures
CommunicationseO2019eOkieOlqks 17.4 220

31 RedOSeaOS’RkkOandOSinglefCellOGenomesOReflectOGloballyODistributedOPangenomesgOAppliedsands
EnvironmentalsMicrobiologyeO2019eOroeO 4.8 7

30 CalourtOanOInteractiveeOMicrobefCentricO’nalysisOToolgOMSystemseO2019eOneO 7.6 20

29 EvolutionaryOtrendsOinOhostOphysiologyOoutweighOdietaryOnicheOinOstructuringOprimateOgutO
microbiomesgOISMEsJournaleO2019eOkmeOoqpforq 11.9 132

28 MetaMinertO’OScalableOPeptidogenomicsO’pproachOforODiscoveryOofORibosomalOPeptideONaturalO
ProductsOwithO lindOModificationsOfromOMicrobialOCommunitiesgOCellsSystemseO2019eOseOpiifpirgen 10.6 26

27 LearningOrepresentationsOofOmicrobefmetaboliteOinteractionsgONaturesMethodseO2019eOkpeOkmipfkmkn 21.6 79
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26 ’ONovelOSparseOCompositionalOTechniqueORevealsOMicrobialOPerturbationsgOMSystemseO2019eOneO 7.6 137

25 PhylofactorizationtOaOgraphOpartitioningOalgorithmOtoOidentifyOphylogeneticOscalesOofOecologicalO
datagOEcologicalsMonographseO2019eOrseOeikmom 9 33

24 PhylogenomicsOofOkieoqoOgenomesOrevealsOevolutionaryOproximityObetweenOdomainsO acteriaOandO
’rchaeagONaturesCommunicationseO2019eOkieOonqq 17.4 89

23 EnvironmentalOradiationOaltersOtheOgutOmicrobiomeOofOtheObankOvoleOMyodesOglareolusgOISMEsJournal
eO2018eOkleOlrikflrip 11.9 23

22 NicheOpartitioningOofOaOpathogenicOmicrobiomeOdrivenObyOchemicalOgradientsgOSciencesAdvanceseO
2018eOneOeaauksir 14.3 21

21 ’mericanOGuttOanOOpenOPlatformOforOCitizenOScienceOMicrobiomeOResearchgOMSystemseO2018eOmeO 7.6 336

20  estOpracticesOforOanalysingOmicrobiomesgONaturesReviewssMicrobiologyeO2018eOkpeOnkifnll 22.2 668

19 MethodsOforOphylogeneticOanalysisOofOmicrobiomeOdatagONaturesMicrobiologyeO2018eOmeOpolfppk 26.6 43

18  alanceOTreesORevealOMicrobialONicheODifferentiationgOMSystemseO2017eOleO 7.6 177

17  ringingOtheODynamicOMicrobiomeOtoOLifeOwithO’nimationsgOCellsHostsandsMicrobeeO2017eOlkeOqfki 23.4 44

16 DeblurORapidlyOResolvesOSinglefNucleotideOCommunityOSequenceOPatternsgOMSystemseO2017eOleO 7.6 763

15 UncoveringOtheOHorseshoeOEffectOinOMicrobialO’nalysesgOMSystemseO2017eOleO 7.6 41

14 ParkinsonVsOdiseaseOandOParkinsonVsOdiseaseOmedicationsOhaveOdistinctOsignaturesOofOtheOgutO
microbiomegOMovementsDisorderseO2017eOmleOqmsfqns 7 405

13 ’nOEleganatbOScreenOforODrugfMicrobeOInteractionsgOCellsHostsandsMicrobeeO2017eOlkeOooofoop 23.4 2

12 ’OcommunalOcatalogueOrevealsOEarthVsOmultiscaleOmicrobialOdiversitygONatureeO2017eOookeOnoqfnpm 50.4 1076

11 CorrectingOforOMicrobialO loomsOinOFecalOSamplesOduringORoomfTemperatureOShippinggOMSystemseO
2017eOleO 7.6 44

10 MassOSpectrometryf asedOChemicalOCartographyOofOaOCardiacOParasiticOInfectiongOAnalyticals
ChemistryeO2017eOrseOkinknfkinlk 7.8 20

9 EvaluatingOtheOimpactOofOdomesticationOandOcaptivityOonOtheOhorseOgutOmicrobiomegOScientifics
ReportseO2017eOqeOkonsq 4.9 64
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8 TheOMicrobiomeOinOPosttraumaticOStressODisorderOandOTraumafExposedOControlstO’nOExploratoryO
StudygOPsychosomaticsMedicineeO2017eOqseOsmpfsnp 3.7 100

7 DiscreteOFalsefDiscoveryORateOImprovesOIdentificationOofODifferentiallyO’bundantOMicrobesgO
MSystemseO2017eOleO 7.6 48

6 RailfRN’tOscalableOanalysisOofORN’fseqOsplicingOandOcoveragegOBioinformaticseO2017eOmmeOnimmfnini 7.2 33

5 MicrobiomefwideOassociationOstudiesOlinkOdynamicOmicrobialOconsortiaOtoOdiseasegONatureeO2016eOomoeOsnfkim50.4 443

4
ImmunizationOwithOaOheatfkilledOpreparationOofOtheOenvironmentalObacteriumOMycobacteriumO
vaccaeOpromotesOstressOresilienceOinOmicegOProceedingssofsthesNationalsAcademysofsSciencessofsthes
UnitedsStatessofsAmericaeO2016eOkkmeOEmkmifs

11.5 137

3 SCOPEddtOsequenceOclassificationOofOhomoPolymerOemissionsgOGenomicseO2014eOkineOkoqfpl 4.3

2 ProteinOStructuralO’lignmentsOFromOSequence 6

1 MultifomicsOprofilingOofOEarthâ��sObiomesOrevealsOthatOmicrobialOandOmetaboliteOcompositionOareO
shapedObyOtheOenvironment 3
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