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Applications of CRISPR-Cas in agriculture and plant biotechnology. Nature Reviews Molecular Cell 3 6
Biology, 2020, 21, 661-677 407 17
Rationally Designed APOBEC3B Cytosine Base Editors with Improved Specificity. Molecular Cell,

2020, 79, 728-740.e6

Fine-tuning sugar content in strawberry. Genome Biology, 2020, 21, 230 183 26

Development and characterization of marker-free and transgene insertion site-defined transgenic
wheat with improved grain storability and fatty acid content. Plant Biotechnology Journal, 2020, 18, 129-11%8

Wheat AGAMOUS LIKE 6 transcription factors function in stamen development by regulating the

expression of. Development (Cambridge), 2019, 146, 66 7

Breeding crops to feed 10 billion. Nature Biotechnology, 2019, 37, 744-754

Boosting activity of high-fidelity CRISPR/Cas9 variants using a tRNA-processing system in human ;
cells. Journal of Biological Chemistry, 2019, 294, 9308-9315 >4 4

CRISPR/Cas Genome Editing and Precision Plant Breeding in Agriculture. Annual Review of Plant
Biology, 2019, 70, 667-697

Cytosine, but not adenine, base editors induce genome-wide off-target mutations in rice. Science,
2019, 364, 292-295 333 324

Generation of herbicide tolerance traits and a new selectable marker in wheat using base editing.
Nature Plants, 2019, 5, 480-485

CRISPR editing-mediated antiviral immunity: a versatile source of resistance to combat plant virus 3
infections. Science China Life Sciences, 2019, 62, 1246-1249 59

Precision plant breeding using genome editing technologies. Transgenic Research, 2019, 28, 53-55

Modulating chromatin accessibility by transactivation and targeting proximal dsgRNAs enhances
Cas9 editing efficiency in vivo. Genome Biology, 2019, 20, 145

Hi-TOM: a platform for high-throughput tracking of mutations induced by CRISPR/Cas systems. 3
Science China Life Sciences, 2019, 62, 1-7 5 95

Gene Replacement by Intron Targeting with CRISPR-Cas9. Methods in Molecular Biology, 2019, 1917, 2851296

Biolistic Delivery of CRISPR/Cas9 with Ribonucleoprotein Complex in Wheat. Methods in Molecular

Biology, 2019, 1917, 327-335 1

Targeted mutagenesis in wheat microspores using CRISPR/Cas9. Scientific Reports, 2018, 8, 6502




(2017-2018)

59  Achromatin loop represses WUSCHEL expression in Arabidopsis. Plant Journal, 2018, 94, 1083-1097 6.9 26

Analysis of the functions of TaGW2 homoeologs in wheat grain weight and protein content traits. 6
Plant Journal, 2018, 94, 857-866 9

57  The future of CRISPR technologies in agriculture. Nature Reviews Molecular Cell Biology, 2018, 19, 275-278.7 135
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Methods in Molecular Biology, 2017, 1679, 169-185

33 Progress and prospects in plant genome editing. Nature Plants, 2017, 3, 17107 115 264

Transcriptome Association Identifies Regulators of Wheat Spike Architecture. Plant Physiology,
2017,175, 746-757

. Recent advances in DNA-free editing and precise base editing in plants. Emerging Topics in Life
e Sciences, 2017, 1, 161-168 35 5

MicroRNA393 is involved in nitrogen-promoted rice tillering through regulation of auxin signal
transduction in axillary buds. Scientific Reports, 2016, 6, 32158
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