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A route to de novo domestication of wild allotetraploid rice. Cell, 2021, 184, 1156-1170.e14

73 ACRISPR way for accelerating improvement of food crops. Nature Food, 2020, 1, 200-205 14.4 79

Perfectly matched 20-nucleotide guide RNA sequences enable robust genome editing using
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Generation of thermosensitive male-sterile maize by targeted knockout of the ZmTMS5 gene.
Journal of Genetics and Genomics, 2017, 44, 465-468
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17 arundinacea Schreb.) plants by particle bombardment. /n Vitro Cellular and Developmental Biology - 23 4
Plant, 2011, 47, 658-666

Transcriptional Repression of TaNOX10 by TaWRKY19 Compromises ROS Generation and Enhances
Wheat Susceptibility to Stripe Rust.. Plant Cell, 2022,

15 Genome editing in plants with MAD7 nuclease. Journal of Genetics and Genomics, 2021, 48, 444-451 4 4
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