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j Paper IF Citations

180 rJhighlyJvirulentJvariantJofJyzVWbJcirculatingJinJtheJNetherlandsXXJScienceVJ2022VJdhfVJfeaWfef 33.3 5

179 zdentificationJofJmissedJvirusesJbyJmetagenomicJsequencingJofJclinicalJrespiratoryJsamplesJfromJ
 enyaXXJScientificcReportsVJ2022VJbcVJcac 4.9 1

178 γhylogeneticJestimationJofJtheJviralJfitnessJlandscapeJofJyzVWbJsetWpointJviralJloadXXJViruscEvolutionVJ
2022VJiVJveacacc 3.7

177
SegmentationJandJshieldingJofJtheJmostJvulnerableJmembersJofJtheJpopulationJasJelementsJofJanJ
exitJstrategyJfromJtαVzuWbjJlockdownXJPhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalc
SciencesVJ2021VJdhgVJcacaachf

5.8 7

176
uevelopmentJofJLentiviralJVectorsJγseudotypedJWithJznfluenzaJsJyemagglutininskJrpplicationJinJ
VaccineJzmmunogenicityVJmrbJγotencyVJandJSeroWSurveillanceJStudiesXJFrontierscincImmunologyVJ
2021VJbcVJggbdhj

8.4 5

175 uefiningJvariantWresistantJepitopesJtargetedJbyJSrRSWtoVWcJantibodieskJrJglobalJconsortiumJstudyXJ
ScienceVJ2021VJdheVJehcWehi 33.3 72

174 TJcellJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJrJsystematicJreviewXJPLoScONEVJ2021VJbgVJeaceffdc 3.7 43

173 γervasiveJandJnonWrandomJrecombinationJinJnearJfullWlengthJyzVJgenomesJfromJUgandaXJVirusc
EvolutionVJ2020VJgVJveaaaae 3.7 3

172 StructureJandJmechanismJofJmonoclonalJantibodyJbindingJtoJthe´ junctionalJepitopeJofJγlasmodiumJ
falciparum´ circumsporozoiteJproteinXJPLoScPathogensVJ2020VJbgVJebaaidhd 7.6 15

171 znterferonWznducedJγroteinJeeJandJznterferonWznducedJγroteinJeeWLikeJRestrictJReplicationJofJ
RespiratoryJSyncytialJVirusXJJournalcofcVirologyVJ2020VJjeVJ 6.6 24

170
RecombinationJrnalysisJofJNearJwullWLengthJyzVWbJSequencesJandJtheJzdentificationJofJaJγotentialJ
NewJtirculatingJRecombinantJwormJfromJRakaiVJUgandaXJAIDScResearchcandcHumancRetrovirusesVJ
2020VJdgVJeghWehe

1.6 1

169 QuantifyingJyzVJtransmissionJflowJbetweenJhighWprevalenceJhotspotsJandJsurroundingJ
communitieskJaJpopulationWbasedJstudyJinJRakaiVJUgandaXJLancetcHIVptheVJ2020VJhVJebhdWebid 7.8 26

168 rntibodyJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJrJsystematicJreviewXJPLoScONEVJ2020VJbfVJeaceebcg3.7 130

167 rntibodyJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJrJsystematicJreviewJ2020VJbfVJeaceebcg 1

166 satJzwzTïdJrestrictionJdependsJonJSWpalmitoylationJandJaJpolymorphicJsiteJwithinJtheJtuccfJ
domainXJLifecSciencecAllianceVJ2020VJdVJ 5.8 17

165 TheJdynamicsJofJhumoralJimmuneJresponsesJfollowingJSrRSWtoVWcJinfectionJandJtheJpotentialJforJ
reinfectionXJJournalcofcGeneralcVirologyVJ2020VJbabVJhjbWhjh 4.9 211

164 uistinctJgeneticJarchitecturesJandJenvironmentalJfactorsJassociateJwithJhostJresponseJtoJtheJ
˛‡cWherpesvirusJinfectionsXJNaturecCommunicationsVJ2020VJbbVJdiej 17.4 9
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163 vlicitationJofJγotentJNeutralizingJrntibodyJResponsesJbyJuesignedJγroteinJNanoparticleJVaccinesJ
forJSrRSWtoVWcXJCellVJ2020VJbidVJbdghWbdicXebh 56.2 217

162 rntibodyJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJrJsystematicJreviewJ2020VJbfVJeaceebcg

161 rntibodyJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJrJsystematicJreviewJ2020VJbfVJeaceebcg

160 rntibodyJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJrJsystematicJreviewJ2020VJbfVJeaceebcg

159 NosocomialJtransmissionJofJinfluenzakJrJretrospectiveJcrossWsectionalJstudyJusingJnextJgenerationJ
sequencingJatJaJhospitalJinJvnglandJRcabcWcabeSXJInfluenzacandcOthercRespiratorycVirusesVJ2019VJbdVJffgWfgd5.6 10

158
vssentialJroleJofJinvertedJrepeatJinJvpsteinWsarrJvirusJzRWbJinJsJcellJtransformationlJgeographicalJ
variationJofJtheJviralJgenomeXJPhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesVJ
2019VJdheVJcabiacjj

5.8 15

157 znferringJyzVWbJtransmissionJnetworksJandJsourcesJofJepidemicJspreadJinJrfricaJwithJ
deepWsequenceJphylogeneticJanalysisXJNaturecCommunicationsVJ2019VJbaVJbebb 17.4 26

156 tomparativeJanalysisJofJtheJchickenJzwzTïJlocusJbyJtargetedJgenomeJsequencingJrevealsJevolutionJ
ofJtheJlocusJandJpositiveJselectionJinJzwzTïbJandJzwzTïdXJBMCcGenomicsVJ2019VJcaVJchc 4.5 4

155 xenomicJanalysisJofJrespiratoryJsyncytialJvirusJinfectionsJinJhouseholdsJandJutilityJinJinferringJwhoJ
infectsJtheJinfantXJScientificcReportsVJ2019VJjVJbaahg 4.9 12

154 zncompleteJgeneticJreconstitutionJofJsJcellJpoolsJcontributesJtoJprolongedJimmunosuppressionJ
afterJmeaslesXJSciencecImmunologyVJ2019VJeVJ 28 54

153 γrotectingJfetalJdevelopmentXJScienceVJ2019VJdgfVJbbiWbbj 33.3 2

152 rnalysisJofJtheJsJcellJreceptorJrepertoireJinJsixJimmuneWmediatedJdiseasesXJNatureVJ2019VJfheVJbccWbcg 50.4 65

151 znterferonWznducedJTransmembraneJγroteinJbJRestrictsJReplicationJofJVirusesJThatJvnterJtellsJviaJ
theJγlasmaJïembraneXJJournalcofcVirologyVJ2019VJjdVJ 6.6 31

150 VirusJdiscoveryJrevealsJfrequentJinfectionJbyJdiverseJnovelJmembersJofJtheJwlaviviridaeJinJwildJ
lemursXJArchivescofcVirologyVJ2019VJbgeVJfajWfcc 2.6 8

149 ueterminingJtheJïutationJsiasJofJwavipiravirJinJznfluenzaJVirusJUsingJNextWxenerationJSequencingXJ
JournalcofcVirologyVJ2019VJjdVJ 6.6 31

148 yumanJtoronavirusJNLgdJïolecularJvpidemiologyJandJvvolutionaryJγatternsJinJRuralJtoastalJ
 enyaXJJournalcofcInfectiouscDiseasesVJ2018VJcbhVJbhciWbhdj 7 87

147 ïouseJïodelsJofJznfluenzaJznfectionJwithJtirculatingJStrainsJtoJTestJSeasonalJVaccineJvfficacyXJ
FrontierscincImmunologyVJ2018VJjVJbcg 8.4 24

146 RapidJyzVJdiseaseJprogressionJfollowingJsuperinfectionJinJanJyLrWsTchkafZsTfhkabWpositiveJ
transmissionJrecipientXJRetrovirologyVJ2018VJbfVJh 3.6 11

(2018-2020)
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145 SequenceJVariationJofJvpsteinWsarrJViruskJViralJTypesVJxeographyVJtodonJUsageVJandJuiseasesXJ
JournalcofcVirologyVJ2018VJjcVJ 6.6 47

144 rJhighJyzVWbJstrainJvariabilityJinJLondonVJU VJrevealedJbyJfullWgenomeJanalysiskJResultsJfromJtheJ
ztαNztJprojectXJPLoScONEVJ2018VJbdVJeabjcaib 3.7 13

143 zdentificationJandJcharacterizationJofJtoronaviridaeJgenomesJfromJVietnameseJbatsJandJratsJbasedJ
onJconservedJproteinJdomainsXJViruscEvolutionVJ2018VJeVJveyadf 3.7 35

142 vasyJandJaccurateJreconstructionJofJwholeJyzVJgenomesJfromJshortWreadJsequenceJdataJwithJ
shiverXJViruscEvolutionVJ2018VJeVJveyaah 3.7 38

141 xenomeWWideJSequenceJrnalysisJofJ aposiJSarcomaWrssociatedJyerpesvirusJShowsJuiversificationJ
urivenJbyJRecombinationXJJournalcofcInfectiouscDiseasesVJ2018VJcbiVJbhaaWbhba 7 13

140 tombinedJznfluenceJofJsWtellJReceptorJRearrangementJandJSomaticJyypermutationJonJsWtellJ
tlassWSwitchJwateJinJyealthJandJinJthronicJLymphocyticJLeukemiaXJFrontierscincImmunologyVJ2018VJjVJbhie8.4 14

139 NaturalJVariationJofJvpsteinWsarrJVirusJxenesVJγroteinsVJandJγrimaryJïicroRNrXJJournalcofcVirologyVJ
2017VJjbVJ 6.6 46

138
yzVWbJfullWgenomeJphylogeneticsJofJgeneralizedJepidemicsJinJsubWSaharanJrfricakJimpactJofJmissingJ
nucleotideJcharactersJinJnextWgenerationJsequencesXJAIDScResearchcandcHumancRetrovirusesVJ2017VJ
ddVJbaidWbaji

1.6 13

137 RoleJofJyzVWspecificJtuiJTJcellsJinJpediatricJyzVJcureJstrategiesJafterJwidespreadJearlyJviralJescapeXJ
JournalcofcExperimentalcMedicineVJ2017VJcbeVJdcdjWdcgb 16.6 15

136 vvaluatingJtheJzmpactJofJwunctionalJxeneticJVariationJonJyzVWbJtontrolXJJournalcofcInfectiousc
DiseasesVJ2017VJcbgVJbagdWbagj 7 18

135 xenomeWwideJevolutionaryJdynamicsJofJinfluenzaJsJvirusesJonJaJglobalJscaleXJPLoScPathogensVJ2017VJ
bdVJebaaghej 7.6 55

134
yeterogeneityJofJtheJvpsteinWsarrJVirusJRvsVSJïajorJznternalJRepeatJRevealsJvvolutionaryJ
ïechanismsJofJvsVJandJaJwunctionalJuefectJinJtheJγrototypeJvsVJStrainJsjfWiXJJournalcofcVirologyVJ
2017VJjbVJ

6.6 15

133 rccurateJcharacterizationJofJtheJzwzTïJlocusJusingJïiSeqJandJγacsioJsequencingJshowsJgeneticJ
variationJinJxalliformesXJBMCcGenomicsVJ2017VJbiVJebj 4.5 6

132 wromJclinicalJsampleJtoJcompleteJgenomekJtomparingJmethodsJforJtheJextractionJofJyzVWbJRNrJforJ
highWthroughputJdeepJsequencingXJViruscResearchVJ2017VJcdjVJbaWbg 6.4 21

131 uynamicJvariationJofJtufJsurfaceJexpressionJlevelsJwithinJindividualJchronicJlymphocyticJleukemiaJ
clonesXJExperimentalcHematologyVJ2017VJegVJdbWdhXeba 3.1 6

130 WholeWgenomeJassociationJstudyJofJantibodyJresponseJtoJvpsteinWsarrJvirusJinJanJrfricanJ
populationkJaJpilotXJGlobalcHealthpcEpidemiologycandcGenomicsVJ2017VJcVJebi 2.9 7

129 TransmissionJpatternsJandJevolutionJofJrespiratoryJsyncytialJvirusJinJaJcommunityJoutbreakJ
identifiedJbyJgenomicJanalysisXJViruscEvolutionVJ2017VJdVJvexaag 3.7 17

128 vmergenceJofJaJnovelJsubcladeJofJinfluenzaJrRydNcSJvirusJinJLondonVJuecemberJcabgJtoJ–anuaryJ
cabhXJEurosurveillanceVJ2017VJccVJ 19.8 31
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127 TheJantiviralJrestrictionJfactorJzwNWinducedJtransmembraneJproteinJdJpreventsJcytokineWdrivenJtïVJ
pathogenesisXJJournalcofcClinicalcInvestigationVJ2017VJbchVJbegdWbehe 15.9 28

126 αptimisationJofJmemoryJsJcellJexpansionZdifferentiationJforJinterrogationJofJrareJperipheralJ
memoryJsJcellJsubsetJresponsesXJWellcomecOpencResearchVJ2017VJcVJjh 4.8 4

125 ViralJgeneticJvariationJaccountsJforJaJthirdJofJvariabilityJinJyzVWbJsetWpointJviralJloadJinJvuropeXJPLoSc
BiologyVJ2017VJbfVJecaabiff 9.7 21

124 RapidJoutbreakJsequencingJofJvbolaJvirusJinJSierraJLeoneJidentifiesJtransmissionJchainsJlinkedJtoJ
sporadicJcasesXJViruscEvolutionVJ2016VJcVJvewabg 3.7 89

123 toalescentJznferenceJUsingJSeriallyJSampledVJyighWThroughputJSequencingJuataJfromJzntrahostJyzVJ
znfectionXJGeneticsVJ2016VJcacVJbeejWhc 4 8

122 TheJglobalJantigenicJdiversityJofJswineJinfluenzaJrJvirusesXJELifeVJ2016VJfVJebccbh 8.9 106

121 UnbiasedJwholeWgenomeJdeepJsequencingJofJhumanJandJporcineJstoolJsamplesJrevealsJcirculationJ
ofJmultipleJgroupsJofJrotavirusesJandJaJputativeJzoonoticJinfectionXJViruscEvolutionVJ2016VJcVJvewach 3.7 35

120 tompleteJxenomeJtharacterizationJofJTwoJWildWTypeJïeaslesJVirusesJfromJVietnameseJznfantsJ
duringJtheJcabeJαutbreakXJGenomecAnnouncementsVJ2016VJeVJ 2

119 xenomeJSequencesJofJaJNovelJVietnameseJsatJsunyavirusXJGenomecAnnouncementsVJ2016VJeVJ 2

118 vyeJonJtheJsWrLLkJsWcellJreceptorJrepertoiresJrevealJpersistenceJofJnumerousJsWlymphoblasticJ
leukemiaJsubclonesJfromJdiagnosisJtoJrelapseXJLeukemiaVJ2016VJdaVJcdbcWcdcb 10.7 30

117 vpsteinWsarrJvirusJnuclearJproteinJvsNrdtJdirectlyJinducesJexpressionJofJrzuJandJsomaticJ
mutationsJinJsJcellsXJJournalcofcExperimentalcMedicineVJ2016VJcbdVJjcbWi 16.6 46

116 rJNovelJrstrovirusWLikeJRNrJVirusJuetectedJinJyumanJStoolXJViruscEvolutionVJ2016VJcVJvewaaf 3.7 16

115 ResistanceJofJTransmittedJwounderJyzVWbJtoJzwzTïWïediatedJRestrictionXJCellcHostcandcMicrobeVJ
2016VJcaVJecjWeec 23.4 115

114 rlphavirusJRestrictionJbyJzwzTïJγroteinsXJTrafficVJ2016VJbhVJjjhWbabd 5.7 29

113 uiscoveryJofJaJpolyomavirusJinJvuropeanJbadgersJRïelesJmelesSJandJtheJevolutionJofJhostJrangeJinJ
theJfamilyJγolyomaviridaeXJJournalcofcGeneralcVirologyVJ2015VJjgVJbebbWbecc 4.9 12

112 ïolecularJvpidemiologyJandJvvolutionJofJznfluenzaJVirusesJtirculatingJwithinJvuropeanJSwineJ
betweenJcaajJandJcabdXJJournalcofcVirologyVJ2015VJijVJjjcaWdb 6.6 113

111 xenomeJdiversityJofJvpsteinWsarrJvirusJfromJmultipleJtumorJtypesJandJnormalJinfectionXJJournalcofc
VirologyVJ2015VJijVJfcccWdh 6.6 150

110 zVrkJaccurateJdeJnovoJassemblyJofJRNrJvirusJgenomesXJBioinformaticsVJ2015VJdbVJcdheWg 7.2 123

(2015-2017)

5



109 TheJVietnamJznitiativeJonJZoonoticJznfectionsJRVzZzαNSSkJrJStrategicJrpproachJtoJStudyingJ
vmergingJZoonoticJznfectiousJuiseasesXJEcoHealthVJ2015VJbcVJhcgWdf 3.1 37

108 uynamicsJofJimmunoglobulinJsequenceJdiversityJinJyzVWbJinfectedJindividualsXJPhilosophicalc
TransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesVJ2015VJdhaVJ 5.8 23

107 uiseaseJprogressionJdespiteJprotectiveJyLrJexpressionJinJanJyzVWinfectedJtransmissionJpairXJ
RetrovirologyVJ2015VJbcVJff 3.6 10

106 LocalJevolutionaryJpatternsJofJhumanJrespiratoryJsyncytialJvirusJderivedJfromJwholeWgenomeJ
sequencingXJJournalcofcVirologyVJ2015VJijVJdeeeWfe 6.6 53

105 satJandJpigJzwNWinducedJtransmembraneJproteinJdJrestrictJcellJentryJbyJinfluenzaJvirusJandJ
lyssavirusesXJJournalcofcGeneralcVirologyVJ2015VJjgVJjjbWbaaf 4.9 16

104 zwzTïJproteinsWcellularJinhibitorsJofJviralJentryXJCurrentcOpinioncincVirologyVJ2014VJeVJhbWh 7.5 81

103 RespiratoryJtractJsamplesVJviralJloadVJandJgenomeJfractionJyieldJinJpatientsJwithJïiddleJvastJ
respiratoryJsyndromeXJJournalcofcInfectiouscDiseasesVJ2014VJcbaVJbfjaWe 7 131

102 xenomicJdiversityJofJvpsteinWsarrJvirusJgenomesJisolatedJfromJprimaryJnasopharyngealJcarcinomaJ
biopsyJsamplesXJJournalcofcVirologyVJ2014VJiiVJbaggcWhc 6.6 75

101 rccumulationJofJhumanWadaptingJmutationsJduringJcirculationJofJrRybNbSpdmajJinfluenzaJvirusJinJ
humansJinJtheJUnitedJ ingdomXJJournalcofcVirologyVJ2014VJiiVJbdcgjWid 6.6 58

100
vndoplasmicJreticulumJdegradationWenhancingJ˛–WmannosidaseWlikeJproteinJbJtargetsJmisfoldedJ
yLrWschJdimersJforJendoplasmicJreticulumWassociatedJdegradationXJArthritiscandcRheumatologyVJ
2014VJggVJcjhgWii

9.5 25

99 xenerationJandJcharacterizationJofJinfluenzaJrJvirusesJwithJalteredJpolymeraseJfidelityXJNaturec
CommunicationsVJ2014VJfVJehje 17.4 72

98 tapturingJneedlesJinJhaystackskJaJcomparisonJofJsWcellJreceptorJsequencingJmethodsXJBMCc
ImmunologyVJ2014VJbfVJcj 3.7 39

97
tommunityJcaseJclustersJofJïiddleJvastJrespiratoryJsyndromeJcoronavirusJinJyafrJrlWsatinVJ
 ingdomJofJSaudiJrrabiakJaJdescriptiveJgenomicJstudyXJInternationalcJournalcofcInfectiouscDiseasesVJ
2014VJcdVJgdWi

10.5 65

96 yostJgeneticJvariantsJandJgeneJexpressionJpatternsJassociatedJwithJvpsteinWsarrJvirusJcopyJnumberJ
inJlymphoblastoidJcellJlinesXJPLoScONEVJ2014VJjVJebaidie 3.7 12

95 yumanJinfectionJwithJïvRSJcoronavirusJafterJexposureJtoJinfectedJcamelsVJSaudiJrrabiaVJcabdXJ
EmergingcInfectiouscDiseasesVJ2014VJcaVJbabcWf 10.2 260

94 ueepJsequencingJofJnorovirusJgenomesJdefinesJevolutionaryJpatternsJinJanJurbanJtropicalJsettingXJ
JournalcofcVirologyVJ2014VJiiVJbbafgWgj 6.6 57

93 tompleteJxenomeJSequenceJofJtheJWyαJznternationalJStandardJforJyzVWbJRNrJueterminedJbyJ
ueepJSequencingXJGenomecAnnouncementsVJ2014VJcVJ 12

92 SpreadVJcirculationVJandJevolutionJofJtheJïiddleJvastJrespiratoryJsyndromeJcoronavirusXJMBioVJ2014VJ
fVJ 7.8 207
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91 γhylogeneticJstudiesJofJtransmissionJdynamicsJinJgeneralizedJyzVJepidemicskJanJessentialJtoolJ
whereJtheJburdenJisJgreatestpXJJournalcofcAcquiredcImmunecDeficiencycSyndromesclu999mVJ2014VJghVJbibWjf3.1 68

90 wullJgenomeJvirusJdetectionJinJfecalJsamplesJusingJsensitiveJnucleicJacidJpreparationVJdeepJ
sequencingVJandJaJnovelJiterativeJsequenceJclassificationJalgorithmXJPLoScONEVJ2014VJjVJejdcgj 3.7 58

89 rJmembraneJtopologyJmodelJforJhumanJinterferonJinducibleJtransmembraneJproteinJbXJPLoScONEVJ
2014VJjVJebaedeb 3.7 48

88 RestrictionJofJVdJregionJsequenceJdivergenceJinJtheJyzVWbJenvelopeJgeneJduringJantiretroviralJ
treatmentJinJaJcohortJofJrecentJseroconvertersXJRetrovirologyVJ2013VJbaVJi 3.6 15

87 TransmissionJandJevolutionJofJtheJïiddleJvastJrespiratoryJsyndromeJcoronavirusJinJSaudiJrrabiakJaJ
descriptiveJgenomicJstudyXJLancetpcTheVJ2013VJdicVJbjjdWcaac 40 234

86 yospitalJoutbreakJofJïiddleJvastJrespiratoryJsyndromeJcoronavirusXJNewcEnglandcJournalcofc
MedicineVJ2013VJdgjVJeahWbg 59.2 884

85 ViralJpopulationJanalysisJandJminorityWvariantJdetectionJusingJshortJreadJnextWgenerationJ
sequencingXJPhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesVJ2013VJdgiVJcabcacaf 5.8 140

84 thickenJinterferonWinducibleJtransmembraneJproteinJdJrestrictsJinfluenzaJvirusesJandJlyssavirusesJ
inJvitroXJJournalcofcVirologyVJ2013VJihVJbcjfhWgg 6.6 62

83 rmphotericinJsJincreasesJinfluenzaJrJvirusJinfectionJbyJpreventingJzwzTïdWmediatedJrestrictionXJ
CellcReportsVJ2013VJfVJijfWjai 10.6 78

82 TheJevolutionaryJdynamicsJofJinfluenzaJrJvirusJadaptationJtoJmammalianJhostsXJPhilosophicalc
TransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesVJ2013VJdgiVJcabcadic 5.8 35

81
ïodelingJtheJassociationJofJspaceVJtimeVJandJhostJspeciesJwithJvariationJofJtheJyrVJNrVJandJNSJ
genesJofJyfNbJhighlyJpathogenicJavianJinfluenzaJvirusesJisolatedJfromJbirdsJinJRomaniaJinJ
caafWcaahXJAviancDiseasesVJ2013VJfhVJgbcWcb

1.6 4

80 NetworkJpropertiesJderivedJfromJdeepJsequencingJofJhumanJsWcellJreceptorJrepertoiresJdelineateJ
sWcellJpopulationsXJGenomecResearchVJ2013VJcdVJbiheWie 9.7 90

79 vvolutionJofJequineJinfluenzaJvirusJinJvaccinatedJhorsesXJJournalcofcVirologyVJ2013VJihVJehgiWhb 6.6 28

78 wullWgenomeJdeepJsequencingJandJphylogeneticJanalysisJofJnovelJhumanJbetacoronavirusXJEmergingc
InfectiouscDiseasesVJ2013VJbjVJhdgWecs 10.2 117

77 rctivationJofJtheJsJcellJantigenJreceptorJtriggersJreactivationJofJlatentJ aposiQsJsarcomaWassociatedJ
herpesvirusJinJsJcellsXJJournalcofcVirologyVJ2013VJihVJiaaeWbg 6.6 41

76 uifferentJpatternsJofJvpsteinWsarrJvirusJlatencyJinJendemicJsurkittJlymphomaJRsLSJleadJtoJdistinctJ
variantsJwithinJtheJsLWassociatedJgeneJexpressionJsignatureXJJournalcofcVirologyVJ2013VJihVJciicWje 6.6 38

75 TheJtuccfJdomainJofJzwzTïdJisJrequiredJforJbothJzwzTïJproteinJassociationJandJinhibitionJofJ
influenzaJrJvirusJandJdengueJvirusJreplicationXJJournalcofcVirologyVJ2013VJihVJhidhWfc 6.6 120

74 znterferonWinducedJtransmembraneJproteinWdJgeneticJvariantJrsbccfcWtJisJassociatedJwithJsevereJ
influenzaJinJthineseJindividualsXJNaturecCommunicationsVJ2013VJeVJbebi 17.4 174

(2013-2014)
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73 rutologousJantibodyJcaptureJtoJenrichJimmunogenicJvirusesJforJviralJdiscoveryXJPLoScONEVJ2013VJiVJehiefe3.7 15

72 uefiningJtheJrangeJofJpathogensJsusceptibleJtoJzfitmdJrestrictionJusingJaJknockoutJmouseJmodelXJ
PLoScONEVJ2013VJiVJeiahcd 3.7 48

71 vstimatingJreassortmentJratesJinJcoWcirculatingJvurasianJswineJinfluenzaJvirusesXJJournalcofcGeneralc
VirologyVJ2012VJjdVJcdcgWcddg 4.9 36

70 rnalysisJofJhighWdepthJsequenceJdataJforJstudyingJviralJdiversitykJaJcomparisonJofJnextJgenerationJ
sequencingJplatformsJusingJSegminatorJzzXJBMCcBioinformaticsVJ2012VJbdVJeh 3.6 55

69 TransmissionJofJequineJinfluenzaJvirusJduringJanJoutbreakJisJcharacterizedJbyJfrequentJmixedJ
infectionsJandJlooseJtransmissionJbottlenecksXJPLoScPathogensVJ2012VJiVJebaadaib 7.6 48

68 vvolutionJofJanJvurasianJavianWlikeJinfluenzaJvirusJinJnaˆflveJandJvaccinatedJpigsXJPLoScPathogensVJ
2012VJiVJebaachda 7.6 69

67 UniversalJamplificationVJnextWgenerationJsequencingVJandJassemblyJofJyzVWbJgenomesXJJournalcofc
ClinicalcMicrobiologyVJ2012VJfaVJdidiWee 9.7 96

66 vvolutionaryJdynamicsJofJlocalJpandemicJybNbZcaajJinfluenzaJvirusJlineagesJrevealedJbyJ
wholeWgenomeJanalysisXJJournalcofcVirologyVJ2012VJigVJbbWi 6.6 87

65 zwzTïdJrestrictsJtheJmorbidityJandJmortalityJassociatedJwithJinfluenzaXJNatureVJ2012VJeieVJfbjWcd 50.4 537

64 γermissiveJandJrestrictedJvirusJinfectionJofJmurineJembryonicJstemJcellsXJJournalcofcGeneralc
VirologyVJ2012VJjdVJcbbiWcbda 4.9 15

63 rssessmentJofJaJeeJgeneJclassifierJforJtheJevaluationJofJchronicJfatigueJsyndromeJfromJperipheralJ
bloodJmononuclearJcellJgeneJexpressionXJPLoScONEVJ2011VJgVJebgihc 3.7 16

62 ïetagenomicsJandJtheJmolecularJidentificationJofJnovelJvirusesXJVeterinarycJournalVJ2011VJbjaVJbjbWbji 2.5 66

61
γhylogeneticJanalysisJofJmurineJleukemiaJvirusJsequencesJfromJlongitudinallyJsampledJchronicJ
fatigueJsyndromeJpatientsJsuggestsJγtRJcontaminationJratherJthanJviralJevolutionXJJournalcofc
VirologyVJ2011VJifVJbajajWbd

6.6 15

60 SpecificJcaptureJandJwholeWgenomeJsequencingJofJvirusesJfromJclinicalJsamplesXJPLoScONEVJ2011VJgVJechiaf3.7 159

59
XWboxJbindingJproteinJbJinducesJtheJexpressionJofJtheJlyticJcycleJtransactivatorJofJ aposiQsJ
sarcomaWassociatedJherpesvirusJbutJnotJvpsteinWsarrJvirusJinJcoWinfectedJprimaryJeffusionJ
lymphomaXJJournalcofcGeneralcVirologyVJ2011VJjcVJecbWdb

4.9 14

58 RegulationJofJtheJvpsteinWsarrJvirusJZpJpromoterJinJsJlymphocytesJduringJreactivationJfromJ
latencyXJJournalcofcGeneralcVirologyVJ2010VJjbVJgccWj 4.9 14

57  SyVWencodedJmiRNrsJtargetJïrwJtoJinduceJendothelialJcellJreprogrammingXJGenescandc
DevelopmentVJ2010VJceVJbjfWcaf 12.6 124

56 TheJRzNxWtyJligaseJ fJantagonizesJrestrictionJofJ SyVJandJyzVWbJparticleJreleaseJbyJmediatingJ
ubiquitinWdependentJendosomalJdegradationJofJtetherinXJPLoScPathogensVJ2010VJgVJebaaaied 7.6 113
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55 uiseaseWassociatedJXïRVJsequencesJareJconsistentJwithJlaboratoryJcontaminationXJRetrovirologyVJ
2010VJhVJbbb 3.6 128

54 SimilarityJclusteringJofJproteinsJusingJsubstantiveJknowledgeJandJreconstructionJofJevolutionaryJ
geneJhistoriesJinJherpesvirusXJTheoreticalcChemistrycAccountsVJ2010VJbcfVJfgjWfib 1.9 5

53 ïicroarrayWbasedJdeterminationJofJtheJlyticJcascadeJofJhumanJherpesvirusJgsXJJournalcofcGeneralc
VirologyVJ2009VJjaVJcfibWcfjb 4.9 26

52 XWboxJbindingJproteinJbJcontributesJtoJinductionJofJtheJ aposiQsJsarcomaWassociatedJherpesvirusJ
lyticJcycleJunderJhypoxicJconditionsXJJournalcofcVirologyVJ2009VJidVJhcacWj 6.6 42

51 xenomeWwideJinnateJimmuneJresponsesJinJyzVWbWinfectedJmacrophagesJareJpreservedJdespiteJ
attenuationJofJtheJNwWkappaJsJactivationJpathwayXJJournalcofcImmunologyVJ2009VJbicVJdbjWci 5.3 25

50 znfectiousJcausesJofJcancerJandJtheirJdetectionXJJournalcofcBiologyVJ2009VJiVJgh 36

49 ViralJsioinformaticskJtomputationalJViewsJofJyostJandJγathogenXJNovartiscFoundationcSymposiumVJ
2008VJcdeWcej 4

48 xenedukJcomprehensiveJstructuralJandJfunctionalJannotationJofJgenomesXJNucleiccAcidscResearchVJ
2008VJdgVJuebeWi 20.1 64

47 simWmediatedJdeletionJofJantigenWspecificJtuiJTJcellsJinJpatientsJunableJtoJcontrolJysVJinfectionXJ
JournalcofcClinicalcInvestigationVJ2008VJbbiVJbidfWef 15.9 166

46
XJboxJbindingJproteinJXsγWbsJtransactivatesJtheJ aposiQsJsarcomaWassociatedJherpesvirusJR SyVSJ
αRwfaJpromoterVJlinkingJplasmaJcellJdifferentiationJtoJ SyVJreactivationJfromJlatencyXJJournalcofc
VirologyVJ2007VJibVJbdfhiWig

6.6 89

45 LvuxwZphfJfunctionsJdownstreamJfromJpreintegrationJcomplexJformationJtoJeffectJgeneWspecificJ
yzVWbJintegrationXJGenescandcDevelopmentVJ2007VJcbVJbhghWhi 12.6 353

44 γhylogeneticJsurveillanceJofJviralJgeneticJdiversityJandJtheJevolvingJmolecularJepidemiologyJofJ
humanJimmunodeficiencyJvirusJtypeJbXJJournalcofcVirologyVJ2007VJibVJbdafaWg 6.6 72

43 rttackingJpathogensJthroughJtheirJhostsXJGenomecBiologyVJ2006VJhVJcab 18.3 19

42 RobustJSelectionJofJγredictiveJxenesJviaJaJSimpleJtlassifierXJAppliedcBioinformaticsVJ2006VJfVJbWbb 5

41 rggregatingJyomologousJγroteinJwamiliesJinJvvolutionaryJReconstructionsJofJyerpesvirusesJ2006VJ 2

40 znfectogenomicskJinsightsJfromJtheJhostJgenomeJintoJinfectiousJdiseasesXJCellVJ2006VJbceVJgjfWh 56.2 43

39 rssessmentJofJautomatedJgenotypingJprotocolsJasJtoolsJforJsurveillanceJofJyzVWbJgeneticJdiversityXJ
AidsVJ2006VJcaVJbfcbWj 3.5 27

38 γoxvirusJgenomeskJaJphylogeneticJanalysisXJJournalcofcGeneralcVirologyVJ2004VJifVJbafWbbh 4.9 281
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37 tonsensusJclusteringJandJfunctionalJinterpretationJofJgeneWexpressionJdataXJGenomecBiologyVJ2004VJ
fVJRje 18.3 101

36
 aposiQsJsarcomaWassociatedJherpesvirusWinfectedJprimaryJeffusionJlymphomaJhasJaJplasmaJcellJ
geneJexpressionJprofileXJProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaVJ2003VJbaaVJbadjjWeae

11.5 164

35 RabbitJendogenousJretrovirusWyJencodesJaJfunctionalJproteaseXJJournalcofcGeneralcVirologyVJ2003VJ
ieVJcbfWccf 4.9 8

34 zdentificationJofJnewJherpesvirusJgeneJhomologsJinJtheJhumanJgenomeXJGenomecResearchVJ2002VJ
bcVJbhdjWei 9.7 74

33 xammaherpesvirusJlyticJgeneJexpressionJasJcharacterizedJbyJuNrJarrayXJJournalcofcVirologyVJ2002VJ
hgVJgceeWfg 6.6 48

32 rJframeworkJforJmodellingJvirusJgeneJexpressionJdataXJIntelligentcDatacAnalysisVJ2002VJgVJcghWchj 1.1 13

31 VirusJbioinformaticskJdatabasesJandJrecentJapplicationsXJAppliedcBioinformaticsVJ2002VJbVJdhWec 8

30 γostWgenomicJvirologykJtheJimpactJofJbioinformaticsVJmicroarraysJandJproteomicsJonJinvestigatingJ
hostJandJpathogenJinteractionsXJReviewscincMedicalcVirologyVJ2001VJbbVJdbdWcj 11.7 34

29 VzurkJaJvirusJdatabaseJsystemJforJtheJorganizationJofJanimalJvirusJgenomeJopenJreadingJframesXJ
NucleiccAcidscResearchVJ2001VJcjVJbddWg 20.1 30

28  aposiQsJsarcomaWassociatedJherpesvirusJlatentJandJlyticJgeneJexpressionJasJrevealedJbyJuNrJ
arraysXJJournalcofcVirologyVJ2001VJhfVJijbWjac 6.6 304

27 xenomewideJfunctionJconservationJandJphylogenyJinJtheJyerpesviridaeXJGenomecResearchVJ2001VJ
bbVJedWfe 9.7 51

26 xeneJexpressionJfollowingJyzVWbJinfectionXJGenomecBiologyVJ2000VJbVJb 18.3

25 yyVWiJisJassociatedJwithJaJplasmablasticJvariantJofJtastlemanJdiseaseJthatJisJlinkedJtoJ
yyVWiâ��positiveJplasmablasticJlymphomaXJBloodVJ2000VJjfVJbeagWbebc 2.2 497

24 yyVWiJisJassociatedJwithJaJplasmablasticJvariantJofJtastlemanJdiseaseJthatJisJlinkedJtoJ
yyVWiWpositiveJplasmablasticJlymphomaXJBloodVJ2000VJjfVJbeagWbc 2.2 177

23
uistributionJofJhumanJherpesvirusWiJlatentlyJinfectedJcellsJinJ aposiQsJsarcomaVJmulticentricJ
tastlemanQsJdiseaseVJandJprimaryJeffusionJlymphomaXJProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaVJ1999VJjgVJefegWfb

11.5 584

22 RetroviralJrecombinationJcanJleadJtoJlinkageJofJreverseJtranscriptaseJmutationsJthatJconferJ
increasedJzidovudineJresistanceXJJournalcofcVirologyVJ1995VJgjVJggjWhe 6.6 107

21
ZidovudineJtreatmentJresultsJinJtheJselectionJofJhumanJimmunodeficiencyJvirusJtypeJbJvariantsJ
whoseJgenotypesJconferJincreasingJlevelsJofJdrugJresistanceXJJournalcofcGeneralcVirologyVJ1994VJhfJRJ
γtJcSVJdebWfb

4.9 83

20 RecombinantJvirusJassaykJaJrapidVJphenotypicJassayJforJassessmentJofJdrugJsusceptibilityJofJhumanJ
immunodeficiencyJvirusJtypeJbJisolatesXJAntimicrobialcAgentscandcChemotherapyVJ1994VJdiVJcdWda 5.9 180
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19 vffectsJofJdiscontinuationJofJzidovudineJtreatmentJonJzidovudineJsensitivityJofJhumanJ
immunodeficiencyJvirusJtypeJbJisolatesXJAntimicrobialcAgentscandcChemotherapyVJ1993VJdhVJbfcfWda 5.9 50

18 tonvergentJcombinationJtherapyJcanJselectJviableJmultidrugWresistantJyzVWbJinJvitroXJNatureVJ1993VJ
dgfVJefbWd 50.4 148

17 QuantitativeJdetectionJofJyzVWbJdrugJresistanceJmutationsJbyJautomatedJuNrJsequencingXJNatureVJ
1993VJdgfVJghbWd 50.4 179

16 αrderedJappearanceJofJzidovudineJresistanceJmutationsJduringJtreatmentJofJbiJhumanJ
immunodeficiencyJvirusWpositiveJsubjectsXJJournalcofcInfectiouscDiseasesVJ1992VJbgfVJbafWba 7 340

15
wifthJmutationJinJhumanJimmunodeficiencyJvirusJtypeJbJreverseJtranscriptaseJcontributesJtoJtheJ
developmentJofJhighWlevelJresistanceJtoJzidovudineXJProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaVJ1992VJijVJbjdeWi

11.5 369

14 ZidovudineJresistanceJpredictedJbyJdirectJdetectionJofJmutationsJinJuNrJfromJyzVWinfectedJ
lymphocytesXJAidsVJ1991VJfVJbdhWee 3.5 218

13 ResistanceJtoJddzJandJsensitivityJtoJrZTJinducedJbyJaJmutationJinJyzVWbJreverseJtranscriptaseXJ
ScienceVJ1991VJcfdVJbffhWj 33.3 672

12 TheJisolationJandJcharacterisationJofJplantJsequencesJhomologousJtoJhumanJhypervariableJ
minisatellitesXJExsVJ1991VJfiVJddaWeb 1

11 ZidovudineJsensitivityJofJhumanJimmunodeficiencyJvirusesJfromJhighWriskVJsymptomWfreeJindividualsJ
duringJtherapyXJLancetpcTheVJ1990VJddgVJfifWja 40 173

10 αptimisationJofJexJvivoJmemoryJsJcellJexpansionZdifferentiationJforJinterrogationJofJrareJ
peripheralJmemoryJsJcellJsubsetJresponsesXJWellcomecOpencResearchVcVJjh 4.8 3

9 rJcomputationalJmethodJforJimmuneJrepertoireJminingJthatJidentifiesJnovelJbindersJfromJdifferentJ
clonotypesVJdemonstratedJbyJidentifyingJantiWγertussisJtoxoidJantibodies 1

8 rntibodyJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJaJsystematicJreview 5

7 tellularJimmuneJresponseJtoJSrRSWtoVWcJinfectionJinJhumanskJaJsystematicJreview 2

6 yighWthroughputJpipelineJforJtheJdeJnovoJviralJgenomeJassemblyJandJtheJidentificationJofJminorityJ
variantsJfromJNextWxenerationJSequencingJofJresidualJdiagnosticJsamples 4

5 vasyJandJrccurateJReconstructionJofJWholeJyzVJxenomesJfromJShortWReadJSequenceJuata 4

4 ueterminingJtheJïutationJsiasJofJwavipiravirJinJznfluenzaJUsingJNextWgenerationJSequencing 2

3 toalescentJinferenceJusingJseriallyJsampledVJhighWthroughputJsequencingJdataJfromJintraWhostJyzVJinfection 1

2 rJyighJyzVWbJStrainJVariabilityJinJLondonVJU VJRevealedJbyJwullWxenomeJrnalysiskJResultsJfromJtheJ
ztαNztJγroject 1
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1 ïvRSWtoVJspilloverJatJtheJcamelWhumanJinterface 1

Paul Kellam

12


