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l Paper IF Citations

162 yenomeYwideKsurveyKofKSβPKvariationKuncoversKtheKgeneticKstructureKofKcattleKbreedsZKScienceWK
2009WKedfWKgdjYed 33.3 612

161 uomparativeKanalysisKofKgeneticKsimilarityKamongKmaizeKinbredKlinesKdetectedKbyKRx”PsWKRsPvsWK
SSRsWKandKsx”PsZKTheoreticalfandfAppliedfGeneticsWK1998WKkiWKcdfjYcdgg 6 363

160 RevealingKtheKhistoryKofKsheepKdomesticationKusingKretrovirusKintegrationsZKScienceWK2009WKedfWKgedYh 33.3 292

159
TheKgoatKdomesticationKprocessKinferredKfromKlargeYscaleKmitochondrialKvβsKanalysisKofKwildKandK
domesticKindividualsZKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaWK2008WKcbgWKcihgkYhf

11.5 199

158  itochondrialKgenomesKofKextinctKaurochsKsurviveKinKdomesticKcattleZKCurrentfBiologyWK2008WKcjWKRcgiYj 6.3 181

157 sreKcattleWKsheepWKandKgoatsKendangeredKspeciesqZKMolecularfEcologyWK2008WKciWKdigYjf 5.7 168

156 yeographicalKpartitioningKofKgoatKdiversityKinKwuropeKandKtheK iddleKwastZKAnimalfGeneticsWK2006WK
eiWKediYef 2.5 145

155 yeneticKdiversityKandKitsKrelationshipKtoKhybridKperformanceKinKmaizeKasKrevealedKbyKRx”PKandKsx”PK
markersZKTheoreticalfandfAppliedfGeneticsWK1998WKkhWKdckYddi 6 140

154 OnKtheKoriginKofKcattlelKzowKaurochsKbecameKcattleKandKcolonizedKtheKworldZKEvolutionaryf
AnthropologyWK2010WKckWKcfjYcgi 4.7 139

153 TheKmultifacetedKoriginKofKtaurineKcattleKreflectedKbyKtheKmitochondrialKgenomeZKPLoSfONEWK2009WK
fWKegige 3.7 123

152 sx”PKmarkersKinKaKmolecularKlinkageKmapKofKmaizelKcodominantKscoringKandKlinkageKgroupK
ditsributionZKTheoreticalfandfAppliedfGeneticsWK1999WKkkWKfdgYec 6 118

151 sx”PKmarkersKforKvβsKfingerprintingKinKcattleZKAnimalfGeneticsWK1997WKdjWKfcjYdh 2.5 116

150 uonvergentKgenomicKsignaturesKofKdomesticationKinKsheepKandKgoatsZKNaturefCommunicationsWK2018
WKkWKjce 17.4 112

149 snalysisKofKrunsKofKhomozygosityKandKtheirKrelationshipKwithKinbreedingKinKfiveKcattleKbreedsKfarmedK
inKItalyZKAnimalfGeneticsWK2015WKfhWKccbYdc 2.5 110

148 yeneticKdiversityKinKwidespreadKspeciesKisKnotKcongruentKwithKspeciesKrichnessKinKalpineKplantK
communitiesZKEcologyfLettersWK2012WKcgWKcfekYfj 10 108

147 sdaptationsKtoKclimateYmediatedKselectiveKpressuresKinKsheepZKMolecularfBiologyfandfEvolutionWK
2014WKecWKeedfYfe 8.3 104

146 IdentificationKofKselectionKsignaturesKinKcattleKbreedsKselectedKforKdairyKproductionZKGeneticsWK2010WK
cjgWKcfgcYhc 4 93
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145  olecularKtoolsKandKanalyticalKapproachesKforKtheKcharacterizationKofKfarmKanimalKgeneticKdiversityZK
AnimalfGeneticsWK2012WKfeWKfjeYgbd 2.5 82

144 uhromosomeYlevelKassemblyKofKtheKwaterKbuffaloKgenomeKsurpassesKhumanKandKgoatKgenomesKinK
sequenceKcontiguityZKNaturefCommunicationsWK2019WKcbWKdhb 17.4 75

143 TheKenigmaticKoriginKofKbovineKmtvβsKhaplogroupKRlKsporadicKinterbreedingKorKanKindependentK
eventKofKtosKprimigeniusKdomesticationKinKItalyqZKPLoSfONEWK2010WKgWKecgihb 3.7 67

142 voubleKmusclingKinK archigianaKbeefKbreedKisKcausedKbyKaKstopKcodonKinKtheKthirdKexonKofKmyostatinK
geneZKMammalianfGenomeWK2003WKcfWKekdYg 3.2 67

141
sKcompetitiveKpolymeraseKchainKreactionYbasedKapproachKforKtheKidentificationKandK
semiquantificationKofKmitochondrialKvβsKinKdifferentlyKheatYtreatedKbovineKmeatKandKboneKmealZK
JournalfoffFoodfProtectionWK2003WKhhWKcbeYk

2.5 65

140 TheKmysteryKofKwtruscanKoriginslKnovelKcluesKfromKtosKtaurusKmitochondrialKvβsZKProceedingsfoffthef
RoyalfSocietyfB:fBiologicalfSciencesWK2007WKdifWKccigYk 4.4 61

139 OriginKandKspreadKofKtosKtauruslKnewKcluesKfromKmitochondrialKgenomesKbelongingKtoKhaplogroupK
TcZKPLoSfONEWK2012WKiWKeejhbc 3.7 58

138 wstablishmentKandKcharacterizationKofKtwoKnewKpigKcellKlinesKforKuseKinKvirologicalKdiagnosticK
laboratoriesZKJournalfoffVirologicalfMethodsWK2003WKcbiWKdbgYcd 2.6 55

137 yenomeYwideKanalysisKofKItalianKsheepKdiversityKrevealsKaKstrongKgeographicKpatternKandKcrypticK
relationshipsKbetweenKbreedsZKAnimalfGeneticsWK2014WKfgWKdghYhh 2.5 53

136 yeneticKdiversityKofKmaizeKinbredKlinesKwithinKandKamongKheteroticKgroupsKrevealedKbyKRx”PsZK
TheoreticalfandfAppliedfGeneticsWK1992WKjfWKciYdg 6 52

135 yenomeKwideKanalysisKofKfertilityKandKproductionKtraitsKinKItalianKzolsteinKcattleZKPLoSfONEWK2013WKjWKejbdck3.7 52

134 yeneticKdiversityKofKItalianKgoatKbreedsKassessedKwithKaKmediumYdensityKSβPKchipZKGeneticsfSelectionf
EvolutionWK2015WKfiWKhd 4.9 51

133 ProspectsKandKchallengesKforKtheKconservationKofKfarmKanimalKgenomicKresourcesWKdbcgYdbdgZK
FrontiersfinfGeneticsWK2015WKhWKecf 4.5 50

132 ”andscapeKgenomicsKandKbiasedKxSTKapproachesKrevealKsingleKnucleotideKpolymorphismsKunderK
selectionKinKgoatKbreedsKofKβorthYwastK editerraneanZKBMCfGeneticsWK2009WKcbWKi 2.6 46

131 snKimprovedKprotocolKforKtheKproductionKofKsx”PKmarkersKinKcomplexKgenomesKbyKmeansKofK
capillaryKelectrophoresisZKJournalfoffAnimalfBreedingfandfGeneticsWK2005WKcddWKhdYj 2.9 46

130 WholeKmitochondrialKgenomesKunveilKtheKimpactKofKdomesticationKonKgoatKmatrilinealKvariabilityZK
BMCfGenomicsWK2015WKchWKcccg 4.5 45

129 sssessingKgeneticKdiversityKinKItalianKgoatKpopulationsKusingKsx”PKmarkersZKAnimalfGeneticsWK2001WK
edWKdjcYj 2.5 45

128 vesignKandKvalidationKofKaKkb“KSβPKgenotypingKassayKforKtheKwaterKbuffaloKStubalusKbubalisTZKPLoSf
ONEWK2017WKcdWKebcjgddb 3.7 44

(2017-2012)
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127 IdentificationKofKQT”sKforKgrainKyieldKandKgrainYrelatedKtraitsKofKmaizeKSZeamaysK”ZTKusingKanKsx”PK
mapWKdifferentKtestersWKandKcofactorKanalysisZKTheoreticalfandfAppliedfGeneticsWK2001WKcbdWKdebYdfe 6 42

126 vifferentiationKofKwuropeanKcattleKbyKsx”PKfingerprintingZKAnimalfGeneticsWK2007WKejWKhbYh 2.5 41

125 yenomeYwideKSβPKprofilingKofKworldwideKgoatKpopulationsKrevealsKstrongKpartitioningKofKdiversityK
andKhighlightsKpostYdomesticationKmigrationKroutesZKGeneticsfSelectionfEvolutionWK2018WKgbWKgj 4.9 41

124 yenomeYwideKassociationKstudyKofKmilkKfattyKacidKcompositionKinKItalianKSimmentalKandKItalianK
zolsteinKcowsKusingKsingleKnucleotideKpolymorphismKarraysZKJournalfoffDairyfScienceWK2018WKcbcWKccbbfYccbck4 40

123 TraceabilityKofKfourKwuropeanKProtectedKyeographicKIndicationKSPyITKbeefKproductsKusingKSingleK
βucleotideKPolymorphismsKSSβPTKandKtayesianKstatisticsZKMeatfScienceWK2008WKjbWKcdcdYi 6.4 39

122 SustainableKruminantKproductionKtoKhelpKfeedKtheKplanetZKItalianfJournalfoffAnimalfScienceWK2017WKchWKcfbYcic2.2 36

121 βewKInsightsKonKWaterKtuffaloKyenomicKviversityKandKPostYvomesticationK igrationKRoutesKxromK
 ediumKvensityKSβPKuhipKvataZKFrontiersfinfGeneticsWK2018WKkWKge 4.5 36

120 yutKresponseKinducedKbyKweaningKinKpigletKfeaturesKmarkedKchangesKinKimmuneKandKinflammatoryK
responseZKFunctionalfandfIntegrativefGenomicsWK2014WKcfWKhgiYic 3.8 36

119  etaYsnalysisKofK itochondrialKvβsKRevealsKSeveralKPopulationKtottlenecksKduringKWorldwideK
 igrationsKofKuattleZKDiversityWK2014WKhWKcijYcji 2.5 36

118 sssessingKSβPKmarkersKforKassigningKindividualsKtoKcattleKpopulationsZKAnimalfGeneticsWK2009WKfbWKcjYdh 2.5 36

117 sKcandidateKgeneKassociationKstudyKforKnineKeconomicallyKimportantKtraitsKinKItalianKzolsteinKcattleZK
AnimalfGeneticsWK2014WKfgWKgihYjb 2.5 35

116 uonservationKstatusKandKhistoricalKrelatednessKofKItalianKcattleKbreedsZKGeneticsfSelectionfEvolutionWK
2018WKgbWKeg 4.9 34

115 vistributionKandKxunctionalityKofKuopyKβumberKVariationKacrossKwuropeanKuattleKPopulationsZK
FrontiersfinfGeneticsWK2017WKjWKcbj 4.5 34

114  assiveKscreeningKofKcopyKnumberKpopulationYscaleKvariationKinKtosKtaurusKgenomeZKBMCfGenomicsWK
2013WKcfWKcdf 4.5 33

113 InternalKcontrolsKforKquantitativeKpolymeraseKchainKreactionKofKswineKmammaryKglandsKduringK
pregnancyKandKlactationZKJournalfoffDairyfScienceWK2008WKkcWKebgiYhh 4 33

112 sKP”sycKmutationKcontributedKtoKstatureKrecoveryKinKmodernKcattleZKScientificfReportsWK2017WKiWKcicfb 4.9 32

111 TheKcharacterizationKofKgoatKgeneticKdiversitylKTowardsKaKgenomicKapproachZKSmallfRuminantf
ResearchWK2014WKcdcWKgjYid 1.7 31

110 yeneticKdistancesKwithinKandKacrossKcattleKbreedsKasKindicatedKbyKbiallelicKsx”PKmarkersZKAnimalf
GeneticsWK2002WKeeWKdjbYh 2.5 30
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109 RevisitingKdemographicKprocessesKinKcattleKwithKgenomeYwideKpopulationKgeneticKanalysisZKFrontiersf
infGeneticsWK2015WKhWKckc 4.5 29

108 TheKbYedKproteinKfromKmaizeKendospermlKcharacterizationKofKgenomicKsequencesKencodingKtwoK
alternativeKcentralKdomainsZKPlantfMolecularfBiologyWK1990WKcfWKcbecYfb 4.6 29

107 InbreedingKandKpurgingKatKtheKgenomicK”evellKtheKuhillinghamKcattleKrevealKextensiveWKnonYrandomK
SβPKheterozygosityZKAnimalfGeneticsWK2016WKfiWKckYdi 2.5 28

106 RelativeKextendedKhaplotypeKhomozygosityKsignalsKacrossKbreedsKrevealKdairyKandKbeefKspecificK
signaturesKofKselectionZKGeneticsfSelectionfEvolutionWK2015WKfiWKdg 4.9 27

105 yenomeKassemblyKandKtranscriptomeKresourceKforKriverKbuffaloWKtubalusKbubalisKSdnKoKgbTZK
GigaScienceWK2017WKhWKcYh 7.6 27

104 StandardKandK”ightYuyclerKPuRKmethodsKforKanimalKvβsKspeciesKdetectionKinKanimalKfeedstuffsZK
InnovativefFoodfSciencefandfEmergingfTechnologiesWK2008WKkWKcjYde 6.8 27

103 verivationKandKgenomeYwideKassociationKstudyKofKaKprincipalKcomponentYbasedKmeasureKofKheatK
toleranceKinKdairyKcattleZKJournalfoffDairyfScienceWK2017WKcbbWKfhjeYfhki 4 26

102 OnKtheKoriginKofKwuropeanKsheepKasKrevealedKbyKtheKdiversityKofKtheKtalkanKbreedsKandKbyK
optimizingKpopulationYgeneticKanalysisKtoolsZKGeneticsfSelectionfEvolutionWK2020WKgdWKdg 4.9 25

101 tITwlKanKRKpackageKforKbiodiversityKanalyses 25

100 SignaturesKofKselectionKinKfiveKItalianKcattleKbreedsKdetectedKbyKaKgf“KSβPKpanelZKMolecularfBiologyf
ReportsWK2014WKfcWKkgiYhg 2.8 24

99 vetectingKpopulationKstructureKandKrecentKdemographicKhistoryKinKendangeredKlivestockKbreedslK
theKcaseKofKtheKItalianKautochthonousKdonkeysZKAnimalfGeneticsWK2013WKffWKhkYij 2.5 24

98 treedKassignmentKofKItalianKcattleKusingKbiallelicKsx”PKmarkersZKAnimalfGeneticsWK2007WKejWKcfiYge 2.5 24

97
viscoveryWKcharacterizationKandKvalidationKofKsingleKnucleotideKpolymorphismsKwithinKdbhKbovineK
genesKthatKmayKbeKconsideredKasKcandidateKgenesKforKbeefKproductionKandKqualityZKAnimalfGeneticsWK
2009WKfbWKfjhYkc

2.5 23

96 sKsecondKgenerationKradiationKhybridKmapKtoKaidKtheKassemblyKofKtheKbovineKgenomeKsequenceZK
BMCfGenomicsWK2006WKiWKdje 4.5 23

95 InvestigationKofKtheKgeneticKdiversityKofKdomesticKuapraKhircusKbreedsKrearedKwithinKanKearlyKgoatK
domesticationKareaKinKIranZKGeneticsfSelectionfEvolutionWK2014WKfhWKdi 4.9 22

94 uharacterizationKofKeiKbreedYspecificKsingleYnucleotideKpolymorphismsKinKsheepZKJournalfoffHeredity
WK2006WKkiWKgecYf 2.4 22

93 SignaturesKofKselectionqKPatternsKofKmicrosatelliteKdiversityKonKaKchromosomeKcontainingKaKselectedK
locusZKHeredityWK2003WKkbWKegbYj 3.6 22

92  itochondrialKvβsKvariantsKofKPodolianKcattleKbreedsKtestifyKforKaKdualKmaternalKoriginZKPLoSfONEWK
2018WKceWKebckdghi 3.7 21

(2018-2015)
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91 RevealingKmisassembledKsegmentsKinKtheKbovineKreferenceKgenomeKbyKhighKresolutionKlinkageK
disequilibriumKscanZKBMCfGenomicsWK2016WKciWKibg 4.5 21

90 ”owKlevelsKofKtaurineKintrogressionKinKtheKcurrentKtrazilianKβeloreKandKyirKindicineKcattleK
populationsZKGeneticsfSelectionfEvolutionWK2015WKfiWKec 4.9 20

89 sdaptiveKintrogressionKfromKindicineKcattleKintoKwhiteKcattleKbreedsKfromKuentralKItalyZKScientificf
ReportsWK2020WKcbWKcdik 4.9 20

88 yzaplKanKRKpackageKforKgenomeYwideKhaplotypingZKBioinformaticsWK2016WKedWKdjhcYd 7.2 20

87  itochondrialKvβsKofKsevenKItalianKsheepKbreedsKshowsKfaintKsignaturesKofKdomesticationKandK
suggestsKrecentKbreedKformationZKMitochondrialfDNAWK2013WKdfWKgiiYje 20

86 RecentKadvanceKinKvβsYbasedKtraceabilityKandKauthenticationKofKlivestockKmeatKPvOKandKPyIK
productsZKRecentfPatentsfonfFoodsfNutritionfmamp;fAgricultureWK2013WKgWKkYcj 1.9 20

85 yeographicalKpatterningKofKsixteenKgoatKbreedsKfromKItalyWKslbaniaKandKyreeceKassessedKbyKSingleK
βucleotideKPolymorphismsZKBMCfEcologyWK2009WKkWKdb 2.7 20

84
wpigeneticKanalysisKofKhighKandKlowKmotileKspermKpopulationsKrevealsKmethylationKvariationKinK
satelliteKregionsKwithinKtheKpericentromericKpositionKandKinKgenesKfunctionallyKrelatedKtoKspermK
vβsKorganizationKandKmaintenanceKinKtosKtaurusZKBMCfGenomicsWK2019WKdbWKkfb

4.5 20

83 SpatialKTrendsKofKyeneticKVariationKofKvomesticKRuminantsKinKwuropeZKDiversityWK2010WKdWKkedYkfg 2.5 19

82 sssessmentKofKpopulationKstructureKbyKsingleKnucleotideKpolymorphismsKSSβPsTKinKgoatKbreedsZK
JournalfoffChromatographyfB:fAnalyticalfTechnologiesfinfthefBiomedicalfandfLifefSciencesWK2006WKjeeWKcciYdb3.2 19

81 RevisitingKsx”PKfingerprintingKforKanKunbiasedKassessmentKofKgeneticKstructureKandKdifferentiationK
ofKtaurineKandKzebuKcattleZKBMCfGeneticsWK2014WKcgWKfi 2.6 18

80 SearchingKnewKsignalsKforKproductionKtraitsKthroughKgeneYbasedKassociationKanalysisKinKthreeKItalianK
cattleKbreedsZKAnimalfGeneticsWK2015WKfhWKehcYib 2.5 17

79 yeneticKdiversityKofKsheepKbreedsKfromKslbaniaWKyreeceWKandKItalyKassessedKbyKmitochondrialKvβsK
andKnuclearKpolymorphismsKSSβPsTZKScientificfWorldfJournalsfTheWK2011WKccWKchfcYgk 2.2 17

78 uharacterizationKofKsingleKnucleotideKpolymorphismsKinKsheepKandKtheirKvariationKasKevidenceKofK
selectionZKAnimalfGeneticsWK2006WKeiWKdkbYd 2.5 17

77 ulusterKanalysisKofKRx”PKdataKfromKrelatedKmaizeKinbredKlinesKofKtheKtSSSKandK”SuKheteroticKgroupsK
andKcomparisonKwithKpedigreeKdataZKEuphyticaWK1992WKhbWKcekYcfj 2.1 16

76 PleiotropicKyenesKsffectingKuarcassKTraitsKinKtosKindicusKSβelloreTKuattleKsreK odulatorsKofKyrowthZK
PLoSfONEWK2016WKccWKebcgjchg 3.7 16

75 uombiningK”andscapeKyenomicsKandKwcologicalK odellingKtoKInvestigateK”ocalKsdaptationKofK
IndigenousKUgandanKuattleKtoKwastKuoastKxeverZKFrontiersfinfGeneticsWK2018WKkWKejg 4.5 16

74 IntegrativeKanalysisKofKmethylomicKandKtranscriptomicKdataKinKfetalKsheepKmuscleKtissuesKinK
responseKtoKmaternalKdietKduringKpregnancyZKBMCfGenomicsWK2018WKckWKcde 4.5 15
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73 slleleKfrequenciesKandKdiversityKparametersKofKdiKsingleKnucleotideKpolymorphismsKwithinKandK
acrossKgoatKbreedsZKMolecularfEcologyfNotesWK2006WKhWKkkdYkki 15

72 SafetyKrisksKforKanimalsKfedKgeneticKmodifiedKSy TKplantsZKVeterinaryfResearchfCommunicationsWK
2005WKdkKSupplKdWKceYj 2.9 15

71 ’ohneRsKdiseaseKinKcattlelKanKinKvitroKmodelKtoKstudyKearlyKresponseKtoKinfectionKofK ycobacteriumK
aviumKsubspZKparatuberculosisKusingKRβsYseqZKMolecularfImmunologyWK2017WKkcWKdgkYdic 4.3 14

70 vecipheringKtheKpatternsKofKgeneticKadmixtureKandKdiversityKinKsouthernKwuropeanKcattleKusingK
genomeYwideKSβPsZKEvolutionaryfApplicationsWK2019WKcdWKkgcYkhe 4.8 14

69 yeneKcoYexpressionKnetworksKinKliverKandKmuscleKtranscriptomeKrevealKsexYspecificKgeneKexpressionK
inKlambsKfedKwithKaKmixKofKessentialKoilsZKBMCfGenomicsWK2018WKckWKdeh 4.5 14

68 TuscanyKautochthonousKcattleKbreedslKanKoriginalKgeneticKresourceKinvestigatedKbyKsx”PKmarkersZK
JournalfoffAnimalfBreedingfandfGeneticsWK2006WKcdeWKcbYh 2.9 14

67 TheKValdostanaKgoatlKaKgenomeYwideKinvestigationKofKtheKdistinctivenessKofKitsKselectiveKsweepK
regionsZKMammalianfGenomeWK2017WKdjWKccfYcdj 3.2 13

66 wffectKofKmicrosatelliteKoutliersKonKtheKgeneticKstructureKofKeightKItalianKgoatKbreedsZKSmallf
RuminantfResearchWK2012WKcbeWKkkYcbi 1.7 13

65 viversityKinKfiveKgoatKpopulationsKofKtheK”ombardyKslpslKcomparisonKofKestimatesKobtainedKfromK
morphometricKtraitsKandKmolecularKmarkersZKJournalfoffAnimalfBreedingfandfGeneticsWK2001WKccjWKcieYcjb2.9 13

64  ultilocusKgenotypicKdataKrevealKhighKgeneticKdiversityKandKlowKpopulationKgeneticKstructureKofK
IranianKindigenousKsheepZKAnimalfGeneticsWK2016WKfiWKfheYib 2.5 13

63 yenomeYwideKassociationKanalysisKinKItalianKSimmentalKcowsKforKlactationKcurveKtraitsKusingKaK
lowYdensityKSi“TKSβPKpanelZKJournalfoffDairyfScienceWK2015WKkjWKjcigYjg 4 12

62 sKmethodKforKsingleKnucleotideKpolymorphismKselectionKforKparentageKassessmentKinKgoatsZKJournalf
offDairyfScienceWK2016WKkkWKehfhYehge 4 12

61 snalysisKofKcandidateKSβPsKaffectingKmilkKandKfunctionalKtraitsKinKtheKdualYpurposeKItalianK
SimmentalKcattleZKLivestockfScienceWK2015WKcieWKcYj 1.7 12

60 sssessingKtheKspatialKdependenceKofKadaptiveKlociKinKfeKwuropeanKandKWesternKssianKgoatKbreedsK
usingKsx”PKmarkersZKPLoSfONEWK2014WKkWKejhhhj 3.7 12

59 PredictionKofKgenomicKbreedingKvaluesKforKdairyKtraitsKinKItalianKtrownKandKSimmentalKbullsKusingKaK
principalKcomponentKapproachZKJournalfoffDairyfScienceWK2012WKkgWKeekbYfbb 4 12

58 xineKmappingKforKWeaverKsyndromeKinKtrownKSwissKcattleKandKtheKidentificationKofKfcKconcordantK
mutationsKacrossKβRus WKPβP”sjKandKuTTβtPdZKPLoSfONEWK2013WKjWKegkdgc 3.7 12

57 OreganoKdietaryKsupplementationKmodifiesKtheKliverKtranscriptomeKprofileKinKbroilerslKRβsSeqK
analysisZKResearchfinfVeterinaryfScienceWK2018WKcciWKjgYkc 2.5 12

56
wvaluationKofKcirculatingKleukocyteKtranscriptomeKandKitsKrelationshipKwithKimmuneKfunctionKandK
bloodKmarkersKinKdairyKcowsKduringKtheKtransitionKperiodZKFunctionalfandfIntegrativefGenomicsWK2020WK
dbWKdkeYebg

3.8 12

(2020-2006)
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55 OccurrenceWKbiologicalKpropertiesKandKpotentialKeffectsKonKhumanKhealthKofK˛†YcasomorphinKilK
uurrentKknowledgeKandKconcernsZKCriticalfReviewsfinfFoodfSciencefandfNutritionWK2020WKhbWKeibgYeide 11.5 11

54  appingKmolecularKdiversityKofKindigenousKgoatKgeneticKresourcesKofKssiaZKSmallfRuminantfResearch
WK2017WKcfjWKdYcb 1.7 10

53 snalysisKofKstableKeventsKofKtransformationKinKwheatKviaKPwyYmediatedKvβsKuptakeKintoK
protoplastsZKPlantfScienceWK1993WKkeWKjgYkf 5.3 10

52 UseKofKcanonicalKdiscriminantKanalysisKtoKstudyKsignaturesKofKselectionKinKcattleZKGeneticsfSelectionf
EvolutionWK2016WKfjWKgj 4.9 9

51 sssociationKofKuopyKβumberKVariationKatKIntronKeKofKWithKβavelK”engthKinZKFrontiersfinfGeneticsWK
2018WKkWKhdi 4.5 9

50 sssociationKbetweenKsingleKnucleotideKpolymorphismsKSSβPsTKandKmilkKproductionKtraitsKinKItalianK
trownKcattleZKLivestockfScienceWK2013WKcgiWKkeYkk 1.7 8

49 IdentificationKofKadditionalKlociKassociatedKwithKantibodyKresponseKtoK ycobacteriumKaviumKsspZK
ParatuberculosisKinKcattleKbyKySwsYSβPKanalysisZKMammalianfGenomeWK2017WKdjWKgdbYgdi 3.2 8

48 spplicationKofKsx”PKtechnologyKtoKradiationKhybridKmappingZKChromosomefResearchWK2004WKcdWKdjgYki 4.4 8

47 TransformationKofKSolanumKintegrifoliumKpoirKviaKsgrobacteriumKtumefacienslKPlantKregenerationK
andKprogenyKanalysisZKPlantfCellfReportsWK1992WKccWKccYg 5.1 8

46 UseKofKpartialKleastKsquaresKregressionKtoKimputeKSβPKgenotypesKinKItalianKcattleKbreedsZKGeneticsf
SelectionfEvolutionWK2013WKfgWKcg 4.9 7

45 TheKnutrigenomicKinvestigationKofKugit”ahβKmiceKfedKaKshortYtermKhighYfatKdietKhighlightsKearlyK
changesKinKclockKgenesKexpressionZKGenesfandfNutritionWK2013WKjWKfhgYif 4.3 7

44
spplicationKofKamplifiedKfragmentKlengthKpolymorphismKmarkersKtoKassessKmolecularK
polymorphismsKinKgynogeneticKhaploidKembryosKofKturbotKSScophthalmusKmaximusTZKAquaculturef
ResearchWK2007WKekWKfcYfk

1.9 7

43 βanotechnologiesKappliedKtoKtheKanalysisKofKtheKanimalKgenomeZKVeterinaryfResearchf
CommunicationsWK2007WKecKSupplKcWKcgeYk 2.9 7

42 SynergiesKbetweenKassistedKreproductionKtechnologiesKandKfunctionalKgenomicsZKGeneticsfSelectionf
EvolutionWK2016WKfjWKge 4.9 7

41 vistributionKofKncRβssKexpressionKacrossKhypothalamicYpituitaryYgonadalKaxisKinKuapraKhircusZKBMCf
GenomicsWK2018WKckWKfci 4.5 7

40 ImputationKaccuracyKisKrobustKtoKcattleKreferenceKgenomeKupdatesZKAnimalfGeneticsWK2015WKfhWKhkYid 2.5 6

39 TheKotherKsideKofKcomparativeKgenomicslKgenesKwithKnoKorthologsKbetweenKtheKcowKandKotherK
mammalianKspeciesZKBMCfGenomicsWK2009WKcbWKhbf 4.5 6

38 yenomeYWideKvβsK ethylationKandKyeneKwxpressionKProfilesKinKuowsKSubjectedKtoKvifferentK
StressK”evelKasKsssessedKbyKuortisolKinK ilkZKGenesWK2020WKccWK 4.2 6
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37 OnKtheKoriginKandKdiversificationKofKPodolianKcattleKbreedslKtestingKscenariosKofKwuropeanK
colonizationKusingKgenomeYwideKSβPKdataZKGeneticsfSelectionfEvolutionWK2021WKgeWKfj 4.9 6

36 yenomeKwideKscanKforKsomaticKcellKcountsKinKholsteinKbullsZKBMCfProceedingsWK2011WKgKSupplKfWKSci 2.3 5

35 PotentialKneoplasticKevolutionKofKVeroKcellslKinKvivoKandKinKvitroKcharacterizationZKCytotechnologyWK
2017WKhkWKifcYigb 2.2 4

34 vetectionKofKQT”KforKmilkKproteinKpercentageKinKItalianKxriesianKcattleKbyKsx”PKmarkersKandK
selectiveKgenotypingZKJournalfoffDairyfResearchWK2008WKigWKfebYj 1.6 4

33 sssociationsKbetweenKdifferentialKsomaticKcellKcountKandKmilkKyieldWKqualityWKandKtechnologicalK
characteristicsKinKzolsteinKcowsZKJournalfoffDairyfScienceWK2021WKcbfWKfjddYfjeh 4 4

32 TheKdistributionKofKrunsKofKhomozygosityKinKtheKgenomeKofKriverKandKswampKbuffaloesKrevealsKaK
historyKofKadaptationWKmigrationKandKcrossbredKeventsZKGeneticsfSelectionfEvolutionWK2021WKgeWKdb 4.9 4

31 ReproductiveKbiotechnologyKandKcriticallyKendangeredKspecieslK ergingKin´ vitroKgametogenesisK
withKinnerKcellKmassKtransferZKTheriogenologyWK2020WKcggWKcihYcjf 2.8 3

30 IdentificationKofKsncestryKInformativeK arkerKSsI TKPanelsKtoKsssessKzybridisationKbetweenKxeralK
andKvomesticKSheepZKAnimalsWK2020WKcbWK 3.1 3

29 treedKandKadaptiveKresponseKmodulateKbovineKperipheralKbloodKcellsRKtranscriptomeZKJournalfoff
AnimalfSciencefandfBiotechnologyWK2017WKjWKcc 6 3

28  ethylomeKPatternsKofKuattleKsdaptationKtoKzeatKStressZKFrontiersfinfGeneticsWK2021WKcdWKheeced 4.5 3

27 TheKQuestKforKyenesKInvolvedKinKsdaptationKtoKulimateKuhangeKinKRuminantK”ivestockZKAnimalsWK
2021WKccWK 3.1 3

26 TheK˛†YcaseinKSuSβdTKsdKallelicKvariantKaltersKmilkKproteinKprofileKandKslightlyKworsensKcoagulationK
propertiesKinKzolsteinKcowsZZKJournalfoffDairyfScienceWK2022WK 4 3

25 yenomeYWideKwpigeneticKuharacterizationKofKTissuesKfromKThreeKyermK”ayersKIsolatedKfromKSheepK
xetusesZKFrontiersfinfGeneticsWK2017WKjWKccg 4.5 2

24 TraceabilityKofKtheKPyIKproductKâ��VitelloneKtiancoKdellâ��sppenninoKuentraleâ��KbyKSβPKmarkersZKItalianf
JournalfoffAnimalfScienceWK2007WKhWKcifYcif 2.2 2

23 PatternKofKancientKgoatKmigrationKrevealedKbyKsx”PKmolecularKmarkersZKItalianfJournalfoffAnimalf
ScienceWK2005WKfWKggYgi 2.2 2

22 uonstructionKandKUseKofKyeneticK apsKinKuerealsK2002WKefiYehk 2

21 PhylogenyKandKdistributionKofKYYchromosomalKhaplotypesKinKdomesticWKancientKandKwildKgoats 2

20 UnsupervisedKdetectionKofKancestryKtracksKwithKtheKyzapKrKpackageZKMethodsfinfEcologyfandf
EvolutionWK2020WKccWKcffjYcfgf 7.7 2
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19 yeneticKRegulationKofKtiomarkersKasKStressKProxiesKinKvairyKuowsZKGenesWK2021WKcdWK 4.2 2

18 TheKclimaticKandKgeneticKheritageKofKItalianKgoatKbreedsKwithKgenomicKSβPKdataZKScientificfReportsWK
2021WKccWKcbkjh 4.9 2

17 sKgeneticallyKuniqueKuhineseKcattleKpopulationKshowsKevidenceKofKcommonKancestryKwithKwildK
speciesKwhenKanalysedKwithKaKreducedKascertainmentKbiasKSβPKpanelZKPLoSfONEWK2020WKcgWKebdecchd 3.7 2

16 sssociationsKbetweenKultrasoundKmeasurementsKandKhematochemicalKparametersKforKtheK
assessmentKofKliverKmetabolicKstatusKinKzolsteinYxriesianKcowsZKScientificfReportsWK2021WKccWKchecf 4.9 2

15 UntargetedKmetabolomicKprofilingKofKaccessoryKsexKglandKfluidKfromK oradaKβovaKramsZKMolecularf
ReproductionfandfDevelopmentWK2020WKjiWKfbkYfcj 2.6 1

14 UseKofKmultivariateKfactorKanalysisKofKdetailedKmilkKfattyKacidKprofileKtoKperformKaKgenomeYwideK
associationKstudyKinKItalianKSimmentalKandKItalianKzolsteinZKJournalfoffAppliedfGeneticsWK2020WKhcWKfgcYfhe2.5 1

13  aximumKdifferenceKanalysislKaKnewKempiricalKmethodKforKgenomeYwideKassociationKstudiesZKItalianf
JournalfoffAnimalfScienceWK2016WKcgWKekhYfbh 2.2 1

12 sssessmentKofKsx”PKmarkerKbehaviourKinKenrichingKSTSKradiationKhybridKmapsZKAnimalfGeneticsWK
2008WKekWKejeYkf 2.5 1

11 RunsKofKhomozygosityKinKtheKItalianKgoatKbreedslKimpactKofKmanagementKpracticesKinKlowYinputK
systemsZZKGeneticsfSelectionfEvolutionWK2021WKgeWKkd 4.9 1

10  ultipleKadaptiveKsolutionsKtoKfaceKclimaticKconstraintslKnovelKinsightsKinKtheKdebateKoverKtheKroleK
ofKconvergenceKinKlocalKadaptation 1

9 vetectingKfootprintsKofKselectionKinKOvisKariesKbyKaKspatialKanalysisKapproachZKItalianfJournalfoff
AnimalfScienceWK2007WKhWKcicYcie 2.2 1

8 uombiningKlandscapeKgenomicsKandKecologicalKmodellingKtoKinvestigateKlocalKadaptationKofK
indigenousKUgandanKcattleKtoKwastKuoastKfever 1

7 yenomicKpredictionKforKlatentKvariablesKrelatedKtoKmilkKfattyKacidKcompositionKinKzolsteinWK
SimmentalKandKtrownKSwissKdairyKcattleKbreedsZKJournalfoffAnimalfBreedingfandfGeneticsWK2021WKcejWKejkYfbd2.9 1

6 yeneticKparametersKofKdifferentialKsomaticKcellKcountWKmilkKcompositionWKandKcheeseYmakingKtraitsK
measuredKandKpredictedKusingKspectralKdataKinKzolsteinKcowsZKJournalfoffDairyfScienceWK2021WKcbfWKcbkefYcbkfk4 1

5 xoodKforKzealthyK”ivingKandKsctiveKsgeingZKStudiesfinfHealthfTechnologyfandfInformaticsWK2014WKdbeWKedYfe0.5 1

4 βutritionKandKsgeingZKStudiesfinfHealthfTechnologyfandfInformaticsWK2014WKdbeWKccdYdc 0.5 1

3 yenomeYwideKdiversityKofKPagliarolaKsheepKresidualKpopulationKandKitsKconservationKimplicationZK
ItalianfJournalfoffAnimalfScienceWK2021WKdbWKchkgYcibg 2.2 0

2  issenseKmutationsKofKβuPsyKgeneKaffectKcalvingKeaseKinKPiedmonteseKcattlelKpreliminaryK
evidencesZKItalianfJournalfoffAnimalfScienceWK2018WKciWKebcYebg 2.2
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