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Whole-exome sequencing identifies a Novel <i>SCN5A</i> mutation (C335R) in a Chinese family with
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Whole-exome sequencing reveals doubly novel heterozygous <i>Myosin Binding Protein C</i> and
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Whole Exome Sequencing Identified a 13 Base Pair Deletion-mutation in a Patient with Restrictive
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A Novel COMP Mutated Allele Identified in a Chinese Family with Pseudoachondroplasia. BioMed
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A mutation of beta-tropomyosin gene in a Chinese family with distal arthrogryposis type .
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A novel splice-site mutation of WRN (c.IVS28+2T&gt;C) identified in a consanguineous family with
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Microduplications of 10q24 Detected in Two Chinese Patients with Split-hand/foot Malformation Type
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28 translocation and causing tetralogy of Fallot. QJM - Monthly Journal of the Association of 0.5 2
Physicians, 2022, 115, 256-258.
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Whole-exome sequencing identified a novel mutation of BMPR2 in a Chinese family with pulmonary

57 arterial hypertension. International Journal of Transgender Health, 2021, 14, 874-880.




