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106 PastaNpresentaNandNfutureNdevelopmentsNinNsinglebstepNgenomicNmodelscNItalianmJournalmofmAnimalm
ScienceaN2022aNgfaNklhbkmj 2.2 0

105
vNxomprehensiveNxomparisonNofNHaplotypebwasedNSinglebStepNGenomicNPredictionsNinNLivestockN
PopulationsNWithNyifferentNGeneticNyiversityNLevelsoNvNSimulationNStudycNFrontiersminmGeneticsaN2021aN
fgaNlgnmkl

4.5 1

104 zmergingNissuesNinNgenomicNselectioncNJournalmofmAnimalmScienceaN2021aNnnaN 0.7 2

103 yeterminingNtheNstabilityNofNaccuracyNofNgenomicNestimatedNbreedingNvaluesNinNfutureNgenerationsN
inNcommercialNpigNpopulationscNJournalmofmAnimalmScienceaN2021aNnnaN 0.7 2

102 vccountingNforNPopulationNStructureNandNPhenotypesNβromNRelativesNinNvssociationNMappingNforN
βarmNvnimalsoNvNSimulationNStudycNFrontiersminmGeneticsaN2021aNfgaNkigekj 4.5 3

101 IndirectNgenomicNpredictionsNforNmilkNyieldNinNcrossbredNHolsteinbJerseyNdairyNcattlecNJournalmofmDairym
ScienceaN2021aNfeiaNjlgmbjlhl 4 0

100 InvestigationNofN˛†bhydroxybutyrateNinNearlyNlactationNofNSimmentalNcowsoNGeneticNparametersNandN
genomicNpredictionscNJournalmofmAnimalmBreedingmandmGeneticsaN2021aNfhmaNlemblfm 2.9 2

99
ValidationNofNsinglebstepNGwLUPNgenomicNpredictionsNfromNthresholdNmodelsNusingNtheNlinearN
regressionNmethodoNvnNapplicationNinNchickenNmortalitycNJournalmofmAnimalmBreedingmandmGeneticsaN
2021aNfhmaNibfh

2.9 8

98 wiasNinNgenomicNpredictionsNbyNmatingNpracticesNforNlinearNtypeNtraitsNinNaNlargebscaleNgenomicN
evaluationcNJournalmofmDairymScienceaN2021aNfeiaNkkgbkll 4 5

97 GenomicNpredictionsNforNfilletNyieldNandNfirmnessNinNrainbowNtroutNusingNreducedbdensityNSNPN
panelscNBMCmGenomicsaN2021aNggaNng 4.5 5

96 xhangesNinNgenomicNpredictionsNwhenNnewNinformationNisNaddedcNJournalmofmAnimalmScienceaN2021aN
nnaN 0.7 2

95
vccuracyNofNgenomicNbreedingNvaluesNandNpredictiveNabilityNforNpostweaningNliveweightNandNageNatN
firstNcalvingNinNaNNelloreNcattleNpopulationNwithNmissingNsireNinformationcNTropicalmAnimalmHealthmandm
ProductionaN2021aNjhaNihg

1.7 0

94
yetectingNeffectiveNstartingNpointNofNgenomicNselectionNbyNdivergentNtrendsNfromNbestNlinearN
unbiasedNpredictionNandNsinglebstepNgenomicNbestNlinearNunbiasedNpredictionNinNpigsaNbeefNcattleaN
andNbroilerscNJournalmofmAnimalmScienceaN2021aNnnaN

0.7 3

93 GenomicNinvestigationNofNmilkNproductionNinNItalianNbuffalocNItalianmJournalmofmAnimalmScienceaN2021aN
geaNjhnbjil 2.2 7

92 ValidationNofNsinglebstepNgenomicNpredictionsNusingNtheNlinearNregressionNmethodNforNmilkNyieldNandN
heatNtoleranceNinNaNThaibHolsteinNpopulationccNVeterinarymWorldaN2021aNfiaNhffnbhfgj 1.7 0

91 GenomebwideNidentificationNofNlociNassociatedNwithNgrowthNinNrainbowNtroutcNBMCmGenomicsaN2020aN
gfaNgen 4.5 15

90 VarianceNcomponentsNusingNgenomicNinformationNforNgNfunctionalNtraitsNinNItalianNSimmentalNcattleoN
xalvingNintervalNandNlactationNpersistencycNJournalmofmDairymScienceaN2020aNfehaNjgglbjghh 4 6
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89 IndirectNpredictionsNwithNaNlargeNnumberNofNgenotypedNanimalsNusingNtheNalgorithmNforNprovenNandN
youngcNJournalmofmAnimalmScienceaN2020aNnmaN 0.7 3

88 xhangesNinNgeneticNparametersNforNfitnessNandNgrowthNtraitsNinNpigsNunderNgenomicNselectioncN
JournalmofmAnimalmScienceaN2020aNnmaN 0.7 17

87 xurrentNstatusNofNgenomicNevaluationcNJournalmofmAnimalmScienceaN2020aNnmaN 0.7 33

86 gniNIncreasedNfluctuationsNofNgeneticNevaluationsNwithNgenomicNinformationcNJournalmofmAnimalm
ScienceaN2020aNnmaNhgbhh 0.7

85 gjNyeterminingNstabilityNofNgenomicNpredictivityNinNfutureNgenerationsNinNcommercialNpigN
populationscNJournalmofmAnimalmScienceaN2020aNnmaNgfbgf 0.7 1

84 hmiNGeneticNandNGenomicNvnalysisNinNLivestockNwithNIncreasingNyatasetscNJournalmofmAnimalmScienceaN
2020aNnmaNfhlbfhm 0.7

83 gmNGenomicNpredictionNforNmarblingNscoreNinNHanwooNcattleNusingNsequenceNdatacNJournalmofmAnimalm
ScienceaN2020aNnmaNffbfg 0.7

82 hfNxhangesNinNgenomicNpredictionsNwhenNnewNdataNisNincludedcNJournalmofmAnimalmScienceaN2020aNnmaNlbm 0.7

81 InvestigatingNconceptionNrateNforNbeefNserviceNsiresNbredNtoNdairyNcowsNandNheiferscNJournalmofmDairym
ScienceaN2020aNfehaNfehlibfehmg 4 7

80 IntroductionoNvySvNandNInterbullNJointNwreedingNandNGeneticsNSymposiacNJournalmofmDairymScienceaN
2020aNfehaNjgljbjgll 4

79 zstimatingNdominanceNgeneticNvariancesNforNgrowthNtraitsNinNvmericanNvngusNmalesNusingNgenomicN
modelscNJournalmofmAnimalmScienceaN2020aNnmaN 0.7 1

78 zffectNofNpondbNorNstripbspawningNonNgrowthNandNcarcassNyieldNofNchannelNcatfishNprogenyaNIctalurusN
punctatuscNJournalmofmthemWorldmAquaculturemSocietyaN2020aNjfaNielbifl 2.5 0

77 SinglebStepNGenomicNzvaluationsNfromNTheoryNtoNPracticeoNUsingNSNPNxhipsNandNSequenceNyataNinN
wLUPβnecNGenesaN2020aNffaN 4.2 33

76 xorebdependentNchangesNinNgenomicNpredictionsNusingNtheNvlgorithmNforNProvenNandNYoungNinN
singlebstepNgenomicNbestNlinearNunbiasedNpredictioncNJournalmofmAnimalmScienceaN2020aNnmaN 0.7 2

75 vpplyingNtheNMetafoundersNvpproachNforNGenomicNzvaluationNinNaNMultibreedNweefNxattleN
PopulationcNFrontiersminmGeneticsaN2020aNffaNjjkhnn 4.5 3

74 PerformancesNofNvdaptiveNMultiwLUPaNwayesianNregressionsaNandNweightedbGwLUPNapproachesNforN
genomicNpredictionsNinNwelgianNwlueNbeefNcattlecNBMCmGenomicsaN2020aNgfaNjij 4.5 2

73 GenomebwideNscanNforNcommonNvariantsNassociatedNwithNintramuscularNfatNandNmoistureNcontentNinN
rainbowNtroutcNBMCmGenomicsaN2020aNgfaNjgn 4.5 3

72 weefNtraitNgeneticNparametersNbasedNonNoldNandNrecentNdataNandNitsNimplicationsNforNgenomicN
predictionsNinNItalianNSimmentalNcattlecNJournalmofmAnimalmScienceaN2020aNnmaN 0.7 10
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71 ggNvccuracyNofNindirectNpredictionsNforNlargeNdatasetsNbasedNonNpredictionNerrorNcovarianceNofNSNPN
effectsNfromNsinglebstepNGwLUPcNJournalmofmAnimalmScienceaN2020aNnmaNkbl 0.7 78

70 PSXIIbhlNValidationNofNsinglebstepNGwLUPNgenomicNpredictionsNfromNthresholdNmodelsNusingNtheN
linearNregressionNmethodoNanNapplicationNinNchickenNmortalitycNJournalmofmAnimalmScienceaN2020aNnmaNgikbgil0.7 78

69 HeritabilityNandNresponseNtoNselectionNforNcarcassNweightNandNgrowthNinNtheNyeltaNSelectNstrainNofN
channelNcatfishaNIctalurusNpunctatuscNAquacultureaN2020aNjfjaNlhijel 4.4 9

68 GenomebwideNassociationNforNmilkNproductionNtraitsNandNsomaticNcellNscoreNinNdifferentNlactationN
stagesNofNvyrshireaNHolsteinaNandNJerseyNdairyNcattlecNJournalmofmDairymScienceaN2019aNfegaNmfjnbmfli 4 21

67 SinglebstepNgenomebwideNassociationNforNlongitudinalNtraitsNofNxanadianNvyrshireaNHolsteinaNandN
JerseyNdairyNcattlecNJournalmofmDairymScienceaN2019aNfegaNnnnjbfeeff 4 18

66 GenomicNpredictionsNinNpurebredsNwithNaNmultibreedNgenomicNrelationshipNmatrixfcNJournalmofm
AnimalmScienceaN2019aNnlaNiifmbiigl 0.7 8

65 vpplicationNofNsinglebstepNgenomicNevaluationNusingNmultiplebtraitNrandomNregressionNtestbdayN
modelsNinNdairyNcattlecNJournalmofmDairymScienceaN2019aNfegaNghkjbghll 4 21

64
ImpactNofNincludingNinformationNfromNbullsNandNtheirNdaughtersNinNtheNtrainingNpopulationNofN
multiplebstepNgenomicNevaluationsNinNdairyNcattleoNvNsimulationNstudycNJournalmofmAnimalmBreedingm
andmGeneticsaN2019aNfhkaNiifbijg

2.9 3

63 GenomebWideNvssociationNStudyNIdentifiesNGenomicNLociNvffectingNβiletNβirmnessNandNProteinN
xontentNinNRainbowNTroutcNFrontiersminmGeneticsaN2019aNfeaNhmk 4.5 10

62 zstimatingNtheNeffectNofNtheNdeleteriousNrecessiveNhaplotypesNvHfNandNvHgNonNreproductionN
performanceNofNvyrshireNcattlecNJournalmofmDairymScienceaN2019aNfegaNjhfjbjhgg 4 8

61 xrossbredNevaluationsNusingNsinglebstepNgenomicNwLUPNandNalgorithmNforNprovenNandNyoungNwithN
differentNsourcesNofNdatafcNJournalmofmAnimalmScienceaN2019aNnlaNfjfhbfjgg 0.7 12

60
WholebgenomeNmappingNofNquantitativeNtraitNlociNandNaccuracyNofNgenomicNpredictionsNforN
resistanceNtoNcolumnarisNdiseaseNinNtwoNrainbowNtroutNbreedingNpopulationscNGeneticsmSelectionm
EvolutionaN2019aNjfaNig

4.9 16

59 UseNofNaNsinglebstepNapproachNforNintegratingNforeignNinformationNintoNnationalNgenomicNevaluationN
inNHolsteinNcattlecNJournalmofmDairymScienceaN2019aNfegaNmfljbmfmh 4 5

58 ImprovingNaccuracyNofNdirectNandNmaternalNgeneticNeffectsNinNgenomicNevaluationsNusingNpooledN
boarNsemenoNaNsimulationNstudyfcNJournalmofmAnimalmScienceaN2019aNnlaNhghlbhgij 0.7 1

57 βrequentistNpbvaluesNforNlargebscalebsingleNstepNgenomebwideNassociationaNwithNanNapplicationNtoN
birthNweightNinNvmericanNvngusNcattlecNGeneticsmSelectionmEvolutionaN2019aNjfaNgm 4.9 39

56 InvitedNreviewoNvdvancesNandNapplicationsNofNrandomNregressionNmodelsoNβromNquantitativeN
geneticsNtoNgenomicscNJournalmofmDairymScienceaN2019aNfegaNlkkiblkmh 4 18

55 ModelingNhoneyNyieldaNdefensiveNandNswarmingNbehaviorsNofNItalianNhoneyNbeesNVvpisNmelliferaN
ligusticaWNusingNlinearbthresholdNapproachescNBMCmGeneticsaN2019aNgeaNlm 2.6 6

54 hhjNGenomicNpredictionsNwithNaNmultibbreedNgenomicNrelationshipNmatrixcNJournalmofmAnimalmScienceaN
2019aNnlaNinbje 0.7 1
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53 PSVIIIbhmNGenomicNpredictionNforNtickNresistanceNinNvngusNcattlecNJournalmofmAnimalmScienceaN2019aNnlaNgkhbgkh0.7 78

52 gffNxhangesNinNgeneticNparametersNofNfitnessNandNgrowthNtraitsNunderNgenomicNselectionNinNpigscN
JournalmofmAnimalmScienceaN2019aNnlaNifbif 0.7 78

51 hhgNIndirectNpredictionsNbasedNonNSNPNeffectsNfromNGwLUPNwithNincreasingNnumberNofNgenotypedN
animalscNJournalmofmAnimalmScienceaN2019aNnlaNinbin 0.7 1

50 xontrollingNbiasNinNgenomicNbreedingNvaluesNforNyoungNgenotypedNbullscNJournalmofmDairymScienceaN
2019aNfegaNnnjkbnnle 4 22

49 genNGenomicNselectionNforNmultipleNmaternalNandNgrowthNtraitsNinNlargeNwhiteNpigsNusingNSinglebStepN
GwLUPcNJournalmofmAnimalmScienceaN2019aNnlaNigbig 0.7 78

48 vccuracyNofNgenomicNwLUPNwhenNconsideringNaNgenomicNrelationshipNmatrixNbasedNonNtheNnumberN
ofNtheNlargestNeigenvaluesoNaNsimulationNstudycNGeneticsmSelectionmEvolutionaN2019aNjfaNlj 4.9 7

47
vlternativeNSNPNweightingNforNsinglebstepNgenomicNbestNlinearNunbiasedNpredictorNevaluationNofN
statureNinNUSNHolsteinsNinNtheNpresenceNofNselectedNsequenceNvariantscNJournalmofmDairymScienceaN2019
aNfegaNfeefgbfeefn

4 18

46 hhiNInvestigatingNcorebdependentNchangesNinNpredictionsNusingNtheNalgorithmNforNprovenNandNyoungN
inNssGwLUPcNJournalmofmAnimalmScienceaN2019aNnlaNjebje 0.7 78

45 VarianceNandNcovarianceNestimatesNforNresistanceNtoNbacterialNcoldNwaterNdiseaseNandNcolumnarisN
diseaseNinNtwoNrainbowNtroutNbreedingNpopulationsfcNJournalmofmAnimalmScienceaN2019aNnlaNffgibffhg 0.7 8

44 GenomicNpredictionNofNlactationNcurvesNforNmilkaNfataNproteinaNandNsomaticNcellNscoreNinNHolsteinN
cattlecNJournalmofmDairymScienceaN2019aNfegaNijgbikh 4 12

43 GeneticsNandNgenomicsNofNreproductiveNdisordersNinNxanadianNHolsteinNcattlecNJournalmofmDairym
ScienceaN2019aNfegaNfhifbfhjh 4 18

42 wiasNinNheritabilityNestimatesNfromNgenomicNrestrictedNmaximumNlikelihoodNmethodsNunderNdifferentN
genotypingNstrategiescNJournalmofmAnimalmBreedingmandmGeneticsaN2019aNfhkaNiebje 2.9 12

41 InternationalNbullNevaluationsNbyNgenomicNwLUPNwithNaNpredictionNpopulationcNJournalmofmDairym
ScienceaN2019aNfegaNghhebghhj 4 0

40 ReactionNnormNforNyearlingNweightNinNbeefNcattleNusingNsinglebstepNgenomicNevaluationcNJournalmofm
AnimalmScienceaN2018aNnkaNglbhi 0.7 12

39 RelationshipsNamongNmortalityaNperformanceaNandNdisorderNtraitsNinNbroilerNchickensoNaNgeneticNandN
genomicNapproachcNPoultrymScienceaN2018aNnlaNfjffbfjfm 3.9 3

38
vccurateNgenomicNpredictionsNforNwxWyNresistanceNinNrainbowNtroutNareNachievedNusingNlowbdensityN
SNPNpanelsoNzvidenceNthatNlongbrangeNLyNisNaNmajorNcontributingNfactorcNJournalmofmAnimalmBreedingm
andmGeneticsaN2018aNfhjaNgkh

2.9 47

37 ImpactNofNembryoNtransferNphenotypicNrecordsNonNlargebscaleNbeefNcattleNgeneticNevaluationscN
RevistamBrasileiramDemZootecniaaN2018aNilaN 1.2 1

36 yevelopmentNofNgenomicNpredictionsNforNharvestNandNcarcassNweightNinNchannelNcatfishcNGeneticsm
SelectionmEvolutionaN2018aNjeaNkk 4.9 35

(2018-2019)
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35 GenomebWideNvssociationNvnalysisNWithNaNjeKNTranscribedNGeneNSNPbxhipNIdentifiesNQTLNvffectingN
MuscleNYieldNinNRainbowNTroutcNFrontiersminmGeneticsaN2018aNnaNhml 4.5 19

34 xomparisonNofNgenomicNpredictionsNforNlowlyNheritableNtraitsNusingNmultibstepNandNsinglebstepN
genomicNbestNlinearNunbiasedNpredictorNinNHolsteinNcattlecNJournalmofmDairymScienceaN2018aNfefaNmelkbmemk4 16

33
TechnicalNnoteoNvvoidingNtheNdirectNinversionNofNtheNnumeratorNrelationshipNmatrixNforNgenotypedN
animalsNinNsinglebstepNgenomicNbestNlinearNunbiasedNpredictionNsolvedNwithNtheNpreconditionedN
conjugateNgradientcNJournalmofmAnimalmScienceaN2017aNnjaNinbjg

0.7 5

32 SelectionNofNcoreNanimalsNinNtheNvlgorithmNforNProvenNandNYoungNusingNaNsimulationNmodelcNJournalm
ofmAnimalmBreedingmandmGeneticsaN2017aNfhiaNjijbjjg 2.9 11

31 GenomicNanalysisNofNcowNmortalityNandNmilkNproductionNusingNaNthresholdblinearNmodelcNJournalmofm
DairymScienceaN2017aNfeeaNlgnjblhej 4 9

30 fmiNImpactNofNSNPNselectionNonNgenomicNpredictionNforNdifferentNreferenceNpopulationNsizescN
JournalmofmAnimalmScienceaN2017aNnjaNnfbnf 0.7

29 ImplicationsNofNSNPNweightingNonNsinglebstepNgenomicNpredictionsNforNdifferentNreferenceN
populationNsizescNJournalmofmAnimalmBreedingmandmGeneticsaN2017aNfhiaNikhbilf 2.9 23

28 vccuracyNofNbreedingNvaluesNinNsmallNgenotypedNpopulationsNusingNdifferentNsourcesNofNexternalN
informationbvNsimulationNstudycNJournalmofmDairymScienceaN2017aNfeeaNhnjbief 4 15

27 IncorporationNofNcausativeNquantitativeNtraitNnucleotidesNinNsinglebstepNGwLUPcNGeneticsmSelectionm
EvolutionaN2017aNinaNjn 4.9 38

26 TechnicalNnoteoNImpactNofNpedigreeNdepthNonNconvergenceNofNsinglebstepNgenomicNwLUPNinNaN
purebredNswineNpopulationcNJournalmofmAnimalmScienceaN2017aNnjaNhhnfbhhnj 0.7 4

25 genNProspectingNgenomicNregionsNassociatedNwithNcolumnarisNdiseaseNinNtwoNrainbowNtroutN
breedingNpopulationscNJournalmofmAnimalmScienceaN2017aNnjaNfehbfei 0.7

24 vpplicationNofNsingleNstepNgenomicNwLUPNunderNdifferentNuncertainNpaternityNscenariosNusingN
simulatedNdatacNPLoSmONEaN2017aNfgaNeefmfljg 3.7 10

23 yimensionalityNofNgenomicNinformationNandNperformanceNofNtheNvlgorithmNforNProvenNandNYoungN
forNdifferentNlivestockNspeciescNGeneticsmSelectionmEvolutionaN2016aNimaNmg 4.9 29

22 xrossbreedNevaluationsNinNsinglebstepNgenomicNbestNlinearNunbiasedNpredictorNusingNadjustedN
realizedNrelationshipNmatricescNJournalmofmAnimalmScienceaN2016aNniaNnenbfn 0.7 27

21 ImplementationNofNgenomicNrecursionsNinNsinglebstepNgenomicNbestNlinearNunbiasedNpredictorNforNUSN
HolsteinsNwithNaNlargeNnumberNofNgenotypedNanimalscNJournalmofmDairymScienceaN2016aNnnaNfnkmbfnli 4 42

20 TheNyimensionalityNofNGenomicNInformationNandNItsNzffectNonNGenomicNPredictioncNGeneticsaN2016aN
gehaNjlhbmf 4 42

19 ehehNIssuesNinNcommercialNapplicationNofNsinglebstepNgenomicNwLUPNforNgeneticNevaluationNinN
vmericanNvnguscNJournalmofmAnimalmScienceaN2016aNniaNfiibfij 0.7 1

18 yzSzMPzNHONPROyUTIVONyzNVvxvSNGIROLvNyONzSTIMvyONPzLONMOyzLONyzNWOOyN
vJUSTvyONPORNMzTOyOLOGIvNwvYzSIvNvcNArchivesmofmVeterinarymScienceaN2016aNgfaN 0.7 4
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17 ModelingNresponseNtoNheatNstressNinNpigsNfromNnucleusNandNcommercialNfarmsNinNdifferentNlocationsN
inNtheNUnitedNStatescNJournalmofmAnimalmScienceaN2016aNniaNilmnbilnm 0.7 10

16 SexualNdimorphismNinNlivestockNspeciesNselectedNforNeconomicallyNimportantNtraitscNJournalmofm
AnimalmScienceaN2016aNniaNhkmibhkng 0.7 16

15 UsingNsinglebstepNgenomicNbestNlinearNunbiasedNpredictorNtoNenhanceNtheNmitigationNofNseasonalN
lossesNdueNtoNheatNstressNinNpigscNJournalmofmAnimalmScienceaN2016aNniaNjeeibjefh 0.7 15

14 WeightingNStrategiesNforNSinglebStepNGenomicNwLUPoNvnNIterativeNvpproachNforNvccurateNxalculationN
ofNGzwVNandNGWvScNFrontiersminmGeneticsaN2016aNlaNfjf 4.5 80

13 RegionalNandNseasonalNanalysesNofNweightsNinNgrowingNvngusNcattlecNJournalmofmAnimalmScienceaN2016aN
niaNihknbihlj 0.7 3

12 vccuraciesNofNgenomicNpredictionNofNfeedNefficiencyNtraitsNusingNdifferentNpredictionNandNvalidationN
methodsNinNanNexperimentalNNeloreNcattleNpopulationcNJournalmofmAnimalmScienceaN2016aNniaNhkfhbhkgh 0.7 31

11 GeneticNevaluationsNforNgrowthNheatNtoleranceNinNvngusNcattlecNJournalmofmAnimalmScienceaN2016aNniaNifihbifje0.7 19

10 vccuracyNofNestimatedNbreedingNvaluesNwithNgenomicNinformationNonNmalesaNfemalesaNorNbothoNanN
exampleNonNbroilerNchickencNGeneticsmSelectionmEvolutionaN2015aNilaNjk 4.9 52

9 HotNtopicoNUseNofNgenomicNrecursionsNinNsinglebstepNgenomicNbestNlinearNunbiasedNpredictorNVwLUPWN
withNaNlargeNnumberNofNgenotypescNJournalmofmDairymScienceaN2015aNnmaNienebi 4 39

8 UseNofNgenomicNrecursionsNandNalgorithmNforNprovenNandNyoungNanimalsNforNsinglebstepNgenomicN
wLUPNanalysesbbaNsimulationNstudycNJournalmofmAnimalmBreedingmandmGeneticsaN2015aNfhgaNhiebj 2.9 6

7 GeneticNevaluationNusingNsinglebstepNgenomicNbestNlinearNunbiasedNpredictorNinNvmericanNvnguscN
JournalmofmAnimalmScienceaN2015aNnhaNgkjhbkg 0.7 94

6 vreNevaluationsNonNyoungNgenotypedNanimalsNbenefitingNfromNtheNpastNgenerationstcNJournalmofm
DairymScienceaN2014aNnlaNhnhebig 4 37

5 MethodsNforNgenomicNevaluationNofNaNrelativelyNsmallNgenotypedNdairyNpopulationNandNeffectNofN
genotypedNcowNinformationNinNmultiparityNanalysescNJournalmofmDairymScienceaN2014aNnlaNfligbjg 4 44

4 PredictionNaccuracyNforNaNsimulatedNmaternallyNaffectedNtraitNofNbeefNcattleNusingNdifferentNgenomicN
evaluationNmodelscNJournalmofmAnimalmScienceaN2013aNnfaNienebm 0.7 12

3 GenomicNPredictionsNforNMuscleNYieldNandNβilletNβirmnessNinNRainbowNTroutNusingNReducedbyensityN
SNPNPanels 2

2 GenomebwideNassociationNanalysisNwithNaNjeKNtranscribedNgeneNSNPbchipNidentifiesNQTLNaffectingN
muscleNyieldNinNrainbowNtrout 1

1 zxactNpbvaluesNforNlargebscaleNsingleNstepNgenomebwideNassociationaNwithNanNapplicationNforNbirthN
weightNinNvmericanNvngus 2
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